PA-0038 US 



SEQUENCE LISTING 

<110> Lasek, Amy W. 

Jones, David A. 

<12 0> GENES EXPRESSED IN COLON CANCER 

<130> PA-0038 US 



<140> To Be Assigned 
<141> Herewith 



<160> 194 

<170> PERL Program 

<210> 1 

<211> 1168 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 184081.24 



<400> 1 

aaggaagatt cggccactcg ttggttctgc agcctcatca gtttctcagc atgttccctc 60 
tcctcatgag attggtgaag aaagtatttg gcaaagttct tcaaagccac atcatcgcgg 12 0 
tcaaagtagt aagacatgga caggtaaacg taggaggcgt agagctccag gttgatctgg 180 
cggttgatgg cggcctctga gtcctggtgg tagttctggc gcacctgcga ggtggctgga 240 
aagctttcca gcaaatgcac tgtaggtaga aggcagagga agcccttatt tagcaatgca 3 00 
gaacttggca gaggccccac atctgtcatt cttcacagca gtcccttccc acatgctaga 3 60 
gggaagggga agcatgatag ggaggtccac ttttgtggac tcaaaccttg atggggatgt 42 0 
tgagcagtca caacgcttct cagaaaaggc acaagcaccc cagacattca ggcccggaga 480 
acaggctggc tcagcaggtc ttcacgatcg ggtgtctcga gcccttcttc gggaacgagg 540 
gccacagctg gagctgggca tggaacccag gccagggggt gctcctgggg gttggtaacc 600 
acactcattg gggtccaggg ggtcccggct gagcagcacc cacactgcag gcacatggcg 6 60 
gcgcactgtg agggggtcta gccctgtgtc aggtgaggct gggacccagc tgtcctcagt 72 0 
ctgaaggaaa cgtagcttgg tgagctggtg caggcctggg acccgccgct tgacaatctc 780 
agcgcagctg acagcctttc ctgcagccct gccagaacct gagaacacta catgccgagc 840 
actgccgccc tccaaccgac ccagagccag ctttccggta gtgctccatc ctgcttgctg 9 00 
tcttgtctgt gactctcgct gcccacaagg tcaatctata tcaacccagg tcactcagaa 960 
actcgggggc agaggctcga ctcggagggc tgctcaggac attccaagac agccttggcc 1020 
gtttccatag ccacggtctc ttccagggtc ttgccggccg ctgcagccaa gccacaggcg 108 0 
tcccccaacc ctacgagcgc ccctctgccc gcccggttcc ggctctcacc gaagccgcct 1140 
cacgcacgat ccggagccaa gatggcgc 1168 



<210> 2 

<211> 404 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 995839.2 

<220> 

<221> unsure 

<222> 363, 384 

<223> a, t, c, g, or other 



<400> 2 

cctccaagtc ccagcgaacc cgcgtgcaac 
gccatggatc ccaactggct cctgcgccgc 
caaatgcaaa gagtggcaaa tgcacctcct 
tgggctgtgc caagtgtgcc cagggctgca 



ctgtcccgac tctagccgcc tcttcagctc 60 
cggtgactcc tgcacctgcg ccggctcctg 120 
gcaagaaaag ctgctgctcc tgctgccctg 180 
tctgcaaagg ggcgtcggac aagtgcagct 240 
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gctgcgcctg atgctgggac agccccgctc ccagatgtaa agaacgcgac ttccacaaac 300 
ctggattttt tatgtacaac cctgaaccgt ggaccgtttg ctatattccc tttttctatg 360 
ganataatgt ggaatggata atanaaacag cttttgactt gaaa 404 

<210> 3 

<211> 1015 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3200830CB1 



<400> 3 

ctcgcgcctt cgtttattcc tccgcgcgct 
cggttgcttg ctgtcccagc ggcgccccct 
tctcggggac gtggctccca actttgaggc 
cgactttctg ggagactcat ggggcattct 
gtgcaccaca gagcttggca gagctgcaaa 
taagttgatt gccctttcaa tagacagtgt 
caatgcttac aattgtgaag agcccacaga 
gaatcgggag cttgccatcc tgttgggcat 
catgcctgtg acagctcgtg tggtgtttgt 
tatcctctac ccagctacca ctggcaggaa 
tctccagctg acagcagaaa aaagggttgc 
tgtgatggtc cttccaacca tccctgaaga 
cttcaccaaa gagctcccat ctggcaagaa 
ctcttggaga agctggtgct gtgagccaga 
agcaattcca taaacacatc ctggtgtcat 
atggcttatt aaatgaaaat ggcactaaaa 
tcagcaatca attccattca tacatcagca 



gggacaggct gcttcttcgc cagaaccaac 60 
catcaccgtc gccatgcccg gaggtctgct 120 
caataccacc gtcggccgca tccgtttcca 180 
cttctcccac cctcgggact ttaccccagt 240 
gctggcacca gaatttgcca agaggaatgt 3 00 
tgaggaccat cttgcctgga gcaaggatat 3 60 
aaagttacct tttcccatca tcgatgatag 420 
gctggatcca gcagagaagg atgaaaaggg 480 
ttttggtcct gataagaagc tgaagctgtc 540 
ctttgatgag attctcaggg tagtcatctc 6 00 
caccccagtt gattggaagg atggggatag 6 60 
agaagccaaa aaacttttcc cgaaaggagt 72 0 
atacctccgc tacacacccc agccttaagt 7 80 
ggatgtcagc tgccaattgt gttttcctgc 840 
cacagccaag gtttttaggt tgctatacca 9 00 
gtttcttgag attctttata ctctctgcct 950 
ctctgctggt tctgtttgaa atatg 1015 



<210> 4 

<211> 224 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3200830CD1 



Met 


Pro 


Gly 


Gly 


Leu 


Leu 


Leu 


Gly 


Asp 


Val 


Ala 


Pro 


Asn 


Phe 


Glu 


1 








5 










10 










15 


Ala 


Asn 


Tiir 


Thr 


Val 
20 


Gly 


Arg 


He 


Arg 


Phe 
25 


His 


Asp 


Phe 


Leu 


Gly 
30 


Asp 


Ser 


Trp 


Gly 


He 


Leu 


Phe 


Ser 


His 


Pro 


Arg 


Asp 


Phe 


Thr 


Pro 








35 










40 










45 


Val 


Cys 


Thr 


Thr 


Glu 


Leu 


Gly 


Arg 


Ala 


Ala 


Lys 


Leu 


Ala 


Pro 


Glu 








50 










55 










60 


Phe 


Ala 


Lys 


Arg 


Asn 


Val 


Lys 


Leu 


He 


Ala 


Leu 


Ser 


He 


Asp 


Ser 








65 










70 










75 


Val 


Glu 


Asp 


His 


Leu 
80 


Ala 


Trp 


Ser 


Lys 


Asp 
85 


He 


Asn 


Ala 


Tyr 


Asn 
90 


Cys 


Glu 


Glu 


Pro 


Thr 


Glu 


Lys 


Leu 


Pro 


Phe 


Pro 


He 


IlG 


Asp 


Asp 








95 










100 










105 


Arg 


Asn 


Arg 


Glu 


Leu 


Ala 


He 


Leu 


Leu 


Gly 


Met 


Leu 


Asp 


Pro 


Ala 








110 










115 










120 


Glu 


Lys 


Asp 


Glu 


Lys 
125 


Gly 


Met 


Pro 


Val 


Thr 
130 


Ala 


Arg 


Val 


Val 


Phe 
135 


Val 


PhG 


Gly 


Pro 


Asp 
140 


Lys 


Lys 


Leu 


Lys 


Leu 
145 


Ser 


He 


Leu 


Tyr 


Pro 
150 


Ala 


Thr 


Thr 


Gly 


Arg 
155 


Asn 


Phe 


Asp 


Glu 


He 
160 


Leu 


Arg 


Val 


Val 


He 
165 


Ser 


Leu 


Gin 


Leu 


Thr 
170 


Ala 


Glu 


Lys 


Arg 


Val 
175 


Ala 


Thr 


Pro 


Val 


Asp 
180 
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Trp Lys Asp Gly Asp Ser Val Met Val Leu Pro Thr lie Pro Glu 
185 190 195 

Glu Glu Ala Lys Lys Leu Phe Pro Lys Gly Val Phe Thr Lys Glu 
200 205 210 

Leu Pro Ser Gly Lys Lys Tyr Leu Arg Tyr Thr Pro Gin Pro 
215 220 



<210> 5 

<211> 457 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 006512.8 



<400> 5 

atcatcgatg ataggaatcg ggagcttgcc atcctgttgg gcatgctgga tccagcagag 60 
aaggatgaaa agggcatgcc tgtgacagct cgtgtggtgt ttgtttttgg tcctgataag 120 
aagctgaagc tgtctatcct ctacccagct accactggca ggaactttga tgagattctc 180 
agggatgggg atagtgtgat ggtccttcca accatccctg aagaagaagc caaaaaaact 240 
tttcccgaaa ggagtcttca ccaaagagct cccatctggc aagaaatacc tccgctacac 3 00 
accccagcct taagtctctt ggagaagctg gtgctgtgag ccagaggatg tcagctgcca 3 60 
attgtgtttt cctgcagcaa ttccataaac acatcctggt gtcatcacag ccaagttttt 420 
aggtgtatac aaatggttat taaatgaaga tatacga 457 



<210> 6 

<211> 2365 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3819039CB1 



<400> 6 

cggacgcgtg ggcgagccgg tctttgagcg 
atgacggtga aaactgaggc tgctaagggc 
gtggcaattc tcatcgcttt catgaagcag 
aagattgcca ataactccta tgcatgcaaa 
tcccaacctc aggagcctga gcttatgaat 
cagcaaatca accttggccc gtcgtccaat 
ttgaaagtga tcggaaaggg cagttttgga 
gaagtgttct atgcagtcaa agttttacag 
aagcatatta tgtcggagcg gaatgttctg 
ggccttcact tctctttcca gactgctgac 
ggtggagagt tgttctacca tctccagagg 
ttctatgctg ctgaaatagc cagtgccttg 
agagacttaa aaccagagaa tattttgcta 
ttcggactct gcaaggagaa cattgaacac 
ccggagtatc tcgcacctga ggtgcttcat 
tggtgcctgg gagctgtctt gtatgagatg 
aacacagctg aaatgtacga caacattctg 
acaaattccg caagacacct cctggagggc 
ggggccaagg atgacttcat ggagattaag 
gatgatctca ttaataagaa gattactccc 
gacctacggc actttgaccc cgagtttacc 
tcccctgaca gcgtcctcgt cacagccagc 
ttttcctatg cgcctcccac ggactctttc 
ggattttatg tgtgtttccg aatgttttag 
ggacatctta caagagaatt tgcacatctc 
tcgctggaag ctttttgaag agcacattct 
attcttcctt ccaacgtggt gctatctctg 
aggcaggagt ttcgttagaa agcggacgct 
tgggctgtga tgacgaatat tatgaaatgt 
aagcttttcc tatcgcagtg tttcagttct 



ctaacgtctt tctgtctccc cgcggtggtg 60 
accctcactt actccaggat gaggggcatg 120 
aggaggatgg gtctgaacga ctttattcag 180 
caccctgaag ttcagtccat cttgaagatc 240 
gccaaccctt ctcctccacc aagtccttct 3 00 
cctcatgcta aaccatctga ctttcacttc 3 60 
aaggttcttc tagcaagaca caaggcagaa 420 
aagaaagcaa tcctgaaaaa gaaagaggag 480 
ttgaagaatg tgaagcaccc tttcctggtg 540 
aaattgtact ttgtcctaga ctacattaat 600 
gaacgctgct tcctggaacc acgggctcgg 6 60 
ggctacctgc attcactgaa catcgtttat 720 
gattcacagg gacacattgt ccttactgac 780 
aacagcacaa catccacctt ctgtggcacg 84 0 
aagcagcctt atgacaggac tgtggactgg 9 00 
ctgtatggcc tgccgccttt ttatagccga 960 
aacaagcctc tccagctgaa accaaatatt 102 0 
ctcctgcaga aggacaggac aaagcggctc 1080 
agtcatgtct tcttctcctt aattaactgg 1140 
ccttttaacc caaatgtgag tgggcccaac 1200 
gaagagcctg tccccaactc cattggcaag 12 6 0 
gtcaaggaag ctgccgaggc tttcctaggc 132 0 
ctctgaaccc tgttagggct tggttttaaa 1380 
ttagcctttt ggtggagccg ccagctgaca 1440 
tggaagctta gcaatcttat tgcacactgt 1500 
cctcagtgag ctcatgaggt tttcattttt 15 60 
aaacgagcgt tagagtgccg ccttagacgg 162 0 
gttctaaaaa aggtctcctg cagatctgtc 168 0 
gccttttctg aagagattgt gttagctcca 174 0 
ttattttccc ttgtggatat gctgtgtgaa 1800 
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gcctgatcac agatggattt tgttataagc atcaatgtga 1860 

gtgggacatt gtttgtttct tccatatttg gaagataaat 192 0 

aagatacggt taataactaa aatttattga aatggtcttg 1980 

cttaaagaaa gcattgctgc tacaaatatt tctattttta 2040 

atgccccagt tgtcagtcag agccgttggt gtttttcatt 2100 

aatgggcatt atttatgttt ttttttttgc attcctgata 2160 

aacgtctgta cattgggtta taacactagt atatttaaac 222 0 

taaaccacca ttttaatgta ctgtaattaa catggttata 2280 

atcccatcac acaacttttt ttgtgtgtga taaactgatt 2340 

agaaa 23 65 

<210> 7 
<211> 431 
<212> PRT 

<213> Homo sapiens 



ccgtcgtgtg agtgtggtat 
cacttgcagg acactacaac 
ttatgtgtag acttttttgt 
caatgactcg tattcagatg 
gaaagggttt ttatggacca 
gtttaaaatg tcacctgtaa 
attgtatgta ttgtataaag 
ttacaggctt atttgtaatg 
atacgtacaa tccttccctc 
ttggtttgca ataaaacctt 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 381903 9CD1 



<400> 7 
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Pro 
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Pro 


Pro 
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Pro 
ro 


Ser 


Gin 
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He 
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Pro 


Ser 


Ser 
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85 
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Pro 


His 
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Ser 
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Phe 


His 




Leu 


Lvs 


Val 


He 


Gly 










^95 










100 










105 


Lys 


Gly 


Ser 
er 


Phe 


Gl 


ys 


Val 


Leu 
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Ala 
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His 


Lys 


Ala 


Glu 










110 










115 










120 


GIu 


Val 


Ph 


Tvr 
Y 


Ala 


Val 


Lvs 


Val 


Leu 


Gin 


Lvs 


Lvs 


Ala 


He 










125 










130 










135 


Lys 


Lys 


Lys 


Glu 




ys 


His 


He 


Met 




Glu 


rg 


Asn 


Val 


Leu 










140 










145 










150 


Leu 


Lys 


Asn 


Val 


Lys 


His 


Pro 


Phe 


Leu 


Val 


Gly 


Leu 


His 


Phe 


Ser 










155 










160 










165 


Phe 


Gin 


Thr 


Ala 


Asp 


Lys 


Leu 


Tyr 


Phe 


Val 


Leu 


Asp 


Tyr 


He 


Asn 










170 










175 










180 


Gly 


Gly 


Glu 


Leu 


Phe 


Tyr 


His 


Leu 


Gin 


Arg 


Glu 


Arg 


Cys 


Phe 


Leu 










185 










190 
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Glu 


Pro 


Arg 


Ala 


Arg 


Phe 


Tyr 


Ala 


Ala 


Glu 


He 


Ala 


Ser 


Ala 


Leu 










200 










205 










210 


Gly Tyr 


Leu 


His 


Ser 


Leu 


Asn 


He 


Val 


Tyr 


Arg 


Asp 


Leu 


Lys 


Pro 










215 










220 










225 


Glu 


Asn 


He 


Leu 


Leu 


Asp 


Ser 


Gin 


Gly 


His 


He 


Val 


Leu 


Thr 


Asp 
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Phe 


Gly 


Leu 


Cys 


Lys 


Glu 


Asn 


He 


Glu 


His 


Asn 


Ser 


Thr 


Thr 


Ser 
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255 


Thr 


Phe 


Cys 


Gly 


Thr 


Pro 


Glu 


Tyr 


Leu 


Ala 


Pro 


Glu 


Val 


Leu 


His 
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Lys 


Gin 


Pro 


Tyr 


Asp 


Arg 


Thr 


Val 
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Trp 


Trp 


Cys 


Leu 


Gly 


Ala 
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Val 
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Glu 


Met 


Leu 


Tyr 


Gly 


Leu 


Pro 


Pro 


Phe 


Tyr 


Ser 


Arg 
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Thr 


Ala 


Glu 


Met 


Tyr 


Asp 


Asn 


He 


Leu 


Asn 


Lys 


Pro 


Leu 


Gin 
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Leu 


Lys 
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Asn 


He 


Thr 


Asn 


Ser 
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Arg 


His 


Leu 


Leu 


Glu Gly 
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Thr 
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Arg 
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Lys 


Asp 


Asp 
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335 










340 










345 


Phe 


Met 


Glu 


He 


Lys 
350 


Ser 


His 


Val 


Phe 


Phe 
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Leu 


He 
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Trp 
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Asp 
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Leu 


He 


Asn 
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Lys 


Lys 


He 


Thr 


Pro 
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Pro 


Phe 


Asn 


Pro 


Asn 
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Val 


Ser 


Gly 


Pro 


Asn 
380 


Asp 


Leu 


Arg 


His 


Phe 
385 


Asp 


Pro 


Glu 


Phe 


Thr 
390 


Glu 


Glu 


Pro 


Val 


Pro 
395 


Asn 


Ser 


He 


Gly 


Lys 
400 


Ser 


Pro 


Asp 


Ser 


Val 
405 


Leu 


Val 


Thr 


Ala 


Ser 
410 


Val 


Lys 


Glu 


Ala 


Ala 
415 


Glu 
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Phe 
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420 


Phe 
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Tyr 
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Pro 
425 


Pro 


Thr 


Asp 


Ser 


Phe 
430 


Leu 











<210> 8 

<211> 4000 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 330923.5 

<220> 

<221> unsure 

<222> 450, 3784, 3795, 3799 
<223> a, t, c, g, or other 

<400> 8 

tgtaaatgac cacttgccaa catttactcg tacttcttat gtgacatcag tggaagaaaa 60 

tacagttgat gtggaaatct tacgagttac tgttgaggat aaggacttag tgaatactgc 120 

taactggaga gctaattata ccattttaaa gggcaatgaa aatggcaatt ttaaaattgt 180 

aacagatgcc aaaaccaatg aaggagttct ttgtgtagtt aagcctttga attatgaaga 24 0 

aaagcaacag atgatcttgc aaattggtgt agttaatgaa gctccatttt ccagagaggc 3 00 

tagtccaaga tcagccatga gcacagcaac agttactgtt aatgtagaag atcaggatga 3 60 

gggccctgag tgtaaccctc caatacagac tgttcgcatg aaagaaaatg cagaagtggg 420 

aacaacaagc aatggatata aagcatatgn cccagaaaca agaagtagca gtggcataag 480 

gtataagaaa ttaactgatc caacagggtg ggtcaccatt gatgaaaata caggatcaat 540 

caaagttttc agaagcctgg atagagaggc agagaccatc aaaaatggca tatataatat 6 00 

tacagtcctt gcatcagacc aaggagggag aacatgtacg gggacactgg gcattatact 660 

tcaagacgtg aatgataaca gcccattcat acctaaaaag acagtgatca tctgcaaacc 720 

caccatgtca tctgcggaga ttgttgcggt tgatcctgat gagcctatcc atggcccacc 7 80 

ctttgacttt agtctggaga gttctacttc agaagtacag agaatgtgga gactgaaagc 840 

aattaatgat acagcagcac gtctttccta tcagaatgat cctccatttg gctcatatgt 900 

agtacctata acagtgagag atagacttgg catgtctagt gtcacttcat tggatgttac 9 60 

actgtgtgac tgcattaccg aaaatgactg cacacatcgt gtagatccaa ggattggcgg 102 0 

tggaggagta caacttggaa agtgggccat ccttgcaata ttgttgggca tagcattgct 1080 

cttttgcatc ctgtttacgc tggtctgtgg ggcttctggg acgtctaaac aaccaaaagt 114 0 

aattcctgat gatttagccc agcagaacct aattgtatca aacacagaag ctcctggaga 1200 

tgacaaagtg tattctgcga atggcttcac aacccaaact gtgggcgctt ctgctcaggg 12 6 0 

agtttgtggc accgtgggat caggaatcaa aaacggaggt caggagacca tcgaaatggt 132 0 

gaaaggagga caccagacct cggaatcctg ccggggggct ggccaccatc acaccctgga 1380 

ctcctgcagg ggaggacaca cggaggtgga caactgcaga tacacttact cggagtggca 1440 

cagttttact cagccccgtc ttggtgaaaa agtgtatctg tgtaatcaag atgaaaatca 1500 

caagcatgcc caagactatg tcctgacata taactatgaa ggaagaggat cggtggctgg 1560 

gtctgtaggt tgttgcagtg aacgacaaga agaagatggg cttgaatttt tggataattt 152 0 

ggagcccaaa tttaggacac tagcagaagc atgcatgaag agatgagtgt gttctaataa 1680 

gtctctgaaa gccagtggct ttatgacttt taaaaaaaat tacaaaccaa gaatttttta 1740 

aagcagaaga tgctatttgt gggggttttt ctctcattat ttggatggaa tctctttggt 1800 

caaatgcaca tttacagaga gacactataa acaagtacac aaatttttca atttttacat 1860 

atttttaaat tacttatctt ctatccaagg aggtctacag agaaattaaa gtctgcctta 192 0 

tttgttacat ttgggtataa tgacaacagc caatttatag tgcaataaaa tgtaattaat 1980 

tcaagtcctt attatagact atttgaagca caacctaatg gaaaattgta gagaccttgc 2 04 0 

tttaacatta tctccagtta attaagtgtt catgtggtgc ttggaaactg ttgttttcct 2100 

gaacatctaa agtgtgtaga ctgcattctt gctattattt tattcttgta atgtgacctt 2160 

ttcactgtgc aaagggagat ttctagccag gcattgacta ttacaatttc attttggtgg 222 0 
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agtttagttt taggttttat tgtatataaa atcctgcact gaatctgtgt ctcctctgtt 2280 
acctactttt gccagtgaaa tttaagtttt aaaatacttt cagaatgtat ttttactact 2340 
gcaagttttt ggtctttaaa atgtcaagta gcatctctct ctttctctct gtctctttct 2400 
gtttctctct ccagtttttt tttttttaat ttccatatgg gctaaagaat ccaaatattt 2460 
taaaaatctg tctctctttt cttctctcat aaagtgaatt attccttttt tttgttttat 252 0 
gtaagtgtat atattcttag tttttcttga aatcattgta atgttaactt tgttgtttca 2580 
aatatcttgg tgattgcttc attatctctt caacaaaaaa aacctttaat tttgccattg 2 64 0 
aaactgtaga actatgccat gcttttatta gaagcagtgc tctgtgttaa caacaagaat 270 0 
ggtgtaatta gaattgggat gtggatattt actgtatgac aacacattta cagttctgta 2760 
atgcaaggat gcagtttaaa aatgtgaagt agtgatggtt tttgaaataa gctttaaaat 2 82 0 
atagggatct tgaaggctcc ctggggtaac tattttataa cttagataaa atggctagtc 2880 
atatctgtgt gtttgtaaag ttattttttt aatattttaa gattacaatt ttaacaaatg 2940 
tagaaatgag ccaaactatt taaattttaa aacagtaaaa caaaatgaaa cttaatagct 3 000 
cacaaaattc cagtccatgt ttcatgactt attttagtca atgaattttc tatttatact 3 060 
aaacatatgg acattttaaa tgtgtttcta atatttttga ttatctataa tgtgcctgtc 312 0 
ttcaattcac aagattgggt tataacaatt atttgccaga ttaacactag ggaattattt 3180 
gataaccagc ttatcttatc agtagtttta ttgctgatca ggcaaaaata gttttccaaa 324 0 
gttattttta ataaagtata tacaaaattc ttatatatta ctagtcatga taaagtaaat 33 0 0 
taagcagttt ttaaaactta gtgtgagttt gttcatcaca ggtctgatat gagtttaagg 3360 
gatttcgcac tccctgaatc agagaagtaa gaccccttcc ttagattcct gttatacatt 342 0 
ttttaaaatg tagagtttgt tttggagaca ttttcagtgc attgttattg ccatatttat 3480 
ataatatgac tattctaaag gctgtgaggc catggggtat tggttaagtt gcttgctttt 3 540 
gctttgtcca ttttcatcat tttaaaatgg gggataataa cagaacttgt ttcctagggc 3 600 
cattgtaagt cacttgaata aaaaatagtt ttgaagcatg agagtcatac agagcggtcc 3 660 
acctaaaagg cactcctgat aataataaat gattttaaac aagaaaaaaa aaaaaaaaaa 3720 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3780 
aaanaaaaaa aaaanaaang ggggggccgt tttgggggtt ccaagtttag gtaggggtga 3 840 
atggggggta atggtttttt tttggggtcc cctaatttaa attaattggc cgtggtttta 3 9 00 
aaaggtggtg attgggaaaa ccctggggtt acccaattta atggctttga agaaaatccc 3 9 50 
cctttggcca gttggggtaa tagcgaaggg gcccgaaccg 4000 

<210> 9 

<211> 3474 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 234630.57 

<400> 9 

aaaaactgca gccaacttcc gaggcagcct cattgcccag cggaccccag cctctgccca 60 

ggttcggtcc gccatcctcg tcccgtcctc cgccggcccc tgccccgcgc ccagggatcc 12 0 

tccagctcct ttcgcccgcg ccctccgttc gctccggaca ccatggacaa gttttggtgg 180 

cacgcagcct ggggactctg cctcgtgccg ctgagcctgg cgcagatcga tttgaatata 240 

acctgccgct ttgcaggtgt attccacgtg gagaaaaatg gtcgctacag catctctcgg 3 00 

acggaggccg ctgacctctg caaggctttc aatagcacct tgcccacaat ggcccagatg 3 60 

gagaaagctc tgagcatcgg atttgagacc tgcaggtatg ggttcataga agggcacgtg 420 

gtgattcccc ggatccaccc caactccatc tgtgcagcaa acaacacagg ggtgtacatc 480 

ctcacatcca acacctccca gtatgacaca tattgcttca atgcttcagc tccacctgaa 540 

gaagattgta catcagtcac agacctgccc aatgcctttg atggaccaat taccataact 600 

attgttaacc gtgatggcac ccgctatgtc cagaaaggag aatacagaac gaatcctgaa 660 

gacatctacc ccagcaaccc tactgatgat gacgtgagca gcggctcctc cagtgaaagg 72 0 

agcagcactt caggaggtta catcttttac accttttcta ctgtacaccc catcccagac 780 

gaagacagtc cctggatcac cgacagcaca gacagaatcc ctgctaccag tacgtcttca 840 

aataccatct cagcaggctg ggagccaaat gaagaaaatg aagatgaaag agacagacac 90 0 

ctcagttttt ctggatcagg cattgatgat gatgaagatt ttatctccag caccatttca 960 

accacaccac gggcttttga ccacacaaaa cagaaccagg actggaccca gtggaaccca 102 0 

agccattcaa atccggaagt gctacttcag acaaccacaa ggatgactga tgtagacaga 108 0 

aatggcacca ctgcttatga aggaaactgg aacccagaag cacaccctcc cctcattcac 1140 

catgagcatc atgaggaaga agagacccca cattctacaa gcacaatcca ggcaactcct 12 0 0 

agtagtacaa cggaagaaac agctacccag aaggaacagt ggtttggcaa cagatggcat 1260 

gagggatatc gccaaacacc caaagaagac tcccattcga caacagggac agctgcagcc 132 0 

tcagctcata ccagccatcc aatgcaagga aggacaacac caagcccaga ggacagttcc 1380 
tggactgatt tcttcaaccc aatctcacac cccatgggac gaggtcatca agcaggaaga 1440 
aggatggata tggactccag tcatagtaca acgcttcagc ctactgcaaa tccaaacaca 150 0 
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ggtttggtgg aagatttgga caggacagga cctctttcaa tgacaacgca gcagagtaat 1560 
tctcagagct tctctacatc acatgaaggc ttggaagaag ataaagacca tccaacaact 1620 
tctactctga catcaagcaa taggaatgat gtcacaggtg gaagaagaga cccaaatcat 1680 
tctgaaggct caactacttt actggaaggt tatacctctc attacccaca cacgaaggaa 1740 
agcaggacct tcatcccagt gacctcagct aagactgggt cctttggagt tactgcagtt 18 00 
actgttggag attccaactc taatgtcaat cgttccttat caggagacca agacacattc 1860 
caccccagtg gggggtccca taccactcat ggatctgaat cagatggaca ctcacatggg 192 0 
agtcaagaag gtggagcaaa cacaacctct ggtcctataa ggacacccca aattccagaa 1980 
tggctgatca tcttggcatc cctcttggcc ttggctttga ttcttgcagt ttgcattgca 2040 
gtcaacagtc gaagaaggtg tgggcagaag aaaaagctag tgatcaacag tggcaatgga 2100 
gctgtggagg acagaaagcc aagtggactc aacggagagg ccagcaagtc tcaggaaatg 2160 
gtgcatttgg tgaacaagga gtcgtcagaa actccagacc agtttatgac agctgatgag 222 0 
acaaggaacc tgcagaatgt ggacatgaag attggggtgt aacacctaca ccattatctt 2280 
ggaaagaaac aaccgttgga aacataacca ttacagggag ctgggacact taacagatgc 2340 
aatgtgctac tgattgtttc attgcgaatc ttttttagca taaaattttc tactcttttt 240 0 
gttttttgtg ttttgttctt taaagtcagg tccaatttgt aaaaacagca ttgctttctg 246 0 
aaattagggc ccaattaata atcagcaaga atttgatcgt tccagttccc acttggaggc 252 0 
ctttcatccc tcgggtgtgc tatggatggc ttctaacaaa aactacacat atgtattcct 2580 
gatcgccaac ctttccccca ccagctaagg acatttccca gggttaatag ggcctggtcc 2 640 
ctgggaggaa atttgaatgg gtccattttg cccttccata gcctaatccc tgggcattgc 270 0 
tttccactga ggttgggggt tggggtgtac tagttacaca tcttcaacag accccctcta 2760 
gaaatttttc agatgcttct gggagacacc caaagggtga agctatttat ctgtagtaaa 282 0 
ctatttatct gtgtttttga aatattaaac cctggatcag tcctttgatc agtataattt 2880 
tttaaagtta ctttgtcaga ggcacaaaag ggtttaaact gattcataat aaatatctgt 294 0 
acttcttcga tcttcacctt ttgtgctgtg attcttcagt ttctaaacca gcactgtctg 3 00 0 
ggtccctaca atgtatcagg aagagctgag aatggtaagg agactcttct aagtcttcat 3 060 
ctcagagacc ctgagttccc actcagaccc actcagccaa atctcatgga agaccaagga 312 0 
gggcagcact gtttttgttt tttgtttttt gttttttttt ttggacactg tccaaaggtt 3180 
ttccatcctg tcctggaatc agagttggaa gctgaggagc ttcagcctct tttatggttt 3240 
aatggccacc tgttctctcc tgtgaaaggc ttggcaaagt cacattaagt tggcatgacc 33 00 
tgttatccct ggggccctat ttcatagagg ctggccctat tagtgatttc caaaaacaat 3360 
atggaagtgc ctttggatgt cttacaataa gagaagaagc caagggaatt gaaagagatg 3420 
ggcaaagggg aaggatgatg ccatgtagat cctgttggac atttttatgg ctgt 3474 

<210> 10 

<211> 1736 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 611514CB1 

<400> 10 

ggaacagcgg cctctgacac cagcacagca aacccgccgg gatcaaagtg taccagtcgg 60 
cagcatggct acgaaatgtg ggaattgtgg acccggctac tccacccctc tggaggccat 12 0 
gaaaggaccc agggaagaga tcgtctacct gccctgcatt taccgaaaca caggcactga 18 0 
ggccccagat tatctggcca ctgtggatgt tgaccccaag tctccccagt attgccaggt 240 
catccaccgg ctgcccatgc ccaacctgaa ggacgagctg catcactcag gatggaacac 3 00 
ctgcagcagc tgcttcggtg atagcaccaa gtcgcgcacc aagctggtgc tgcccagtct 360 
catctcctct cgcatctatg tggtggacgt gggctctgag ccccgggccc caaagctgca 42 0 
caaggtcatt gagcccaagg acatccatgc caagtgcgaa ctggcctttc tccacaccag 480 
ccactgcctg gccagcgggg aagtgatgat cagctccctg ggagacgtca agggcaatgg 540 
caaagggggt tttgtgctgc tggatgggga gacgttcgag gtgaagggga catgggagag 600 
acctgggggt gctgcaccgt tgggctatga cttctggtac cagcctcgac acaatgtcat 660 
gatcagcact gagtgggcag ctcccaatgt cttacgagat ggcttcaacc ccgctgatgt 720 
ggaggctgga ctgtacggga gccacttata tgtatgggac tggcagcgcc atgagattgt 780 
gcagaccctg tctctaaaag atgggcttat tcccttggag atccgcttcc tgcacaaccc 840 
agacgctgcc caaggctttg tgggctgcgc actcagctcc accatccagc gcttctacaa 9 00 
gaacgaggga ggtacatggt cagtggagaa ggtgatccag gtgcccccca agaaagtgaa 9 60 
gggctggctg ctgcccgaaa tgccaggcct gatcaccgac atcctgctct ccctggacga 102 0 
ccgcttcctc tacttcagca actggctgca tggggacctg aggcagtatg acatctctga 1080 
cccacagaga ccccgcctca caggacagct cttcctcgga ggcagcattg ttaagggagg 114 0 
ccctgtgcaa gtgctggagg acgaggaact aaagtcccag ccagagcccc tagtggtcaa 1200 
gggaaaacgg gtggctggag gccctcagat gatccagctc agcctggatg ggaagcgcct 12 6 0 
ctacatcacc acgtcgctgt acagtgcctg ggacaagcag ttttaccctg atctcatcag 132 0 
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ggaaggctct gtgatgctgc 
ccccaacttc ctggtggact 
ccgctaccct gggggcgatt 
cacactccct attttgggcc 
ggcacccgac ccttggcagc 
agtcatatac atttactgac 
tcttggaggc accaagaaat 

<210> 11 

<211> 472 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No : 6 

<400> 11 
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8 



aggttgatgt agacacagta aaaggagggc tgaagttgaa 13 80 
tcgggaagga gccccttggc ccagcccttg cccatgagct 144 0 
gtagctctga catctggatt tgaactccac cctcatcacc 1500 
ctcacttcct tggggacctg gcttcattct gctctctctt 1560 
atgtaccaca cagccaagct gagactgtgg caatgtgttg 162 0 
cactgttgct tgttgctcac tgtgctgctt ttccatgagc 1580 
aaactcgtaa ccctgtcctt caaaaaaaaa aaaaaa 173 6 
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<210> 12 

<211> 570 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2072479CB1 

<400> 12 

cgctggcccg gcccacccgg ggcggttgtg gtcgctatat ataaggtggg gaggccgccg 60 
gcccgttcgg ttccgggcgt taccatcgtc cgtgcgcacc gcccggcgtc cagatttggc 12 0 
aattcttcgc tgaagtcatc atgagctttt tccaactcct gatgaaaagg aaggaactca 180 
ttcccttggt ggtgttcatg actgtggcgg cgggtggagc ctcatctttc gctgtgtatt 240 
ctctttggaa aaccgatgtg atccttgatc gaaaaaaaaa tccagaacct tgggaaactg 3 00 
tggaccctac tgtacctcaa aagcttataa caatcaacca acaatggaaa cccattgaag 3 60 
agttgcaaaa tgtccaaagg gtgaccaaat gacgagccct cgcctctttc ttctgaagag 42 0 
tactctataa atctagtgga aacatttctg cacaaactag attctggaca ccagtgtgcg 480 
gaaatgcttc tgctacattt ttagggtttg tctacatttt ttgggctctg gataaggaat 540 
taaaggagtg cagcaataac tgcactgtct 57 0 

<210> 13 

<211> 83 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2072479CD1 

<400> 13 
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<210> 14 

<211> 3719 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 410911.5 

<400> 14 

gccctctcga aggcaggaca gcagtggcgg 
gcttcagctg tgctgcataa atttcttgaa 
acagggggca cacactgaac ttgaaatata 
gatggaaaac agtactacta ccatttctcg 
taataaaata gatattgaca atagtgggta 
taaggaagca agccttcctc tgcctggcta 
atcagttgct gacagcaaca aagatggcaa 
gcaagaatta aaaagcaaag atatcagcaa 
agggattact gctattggag gaacttcaac 
ttcagaggaa gaaaaagtgg cttttgttaa 
tgactgtaag catcttatac ccatgaatcc 
agatggcatc cttctttgca aaatgatcaa 
agccatcaat aagaaaaagc tcacgccatt 
gaattctgcc tcagccattg gttgtacagt 
aggaaaacct cacttggtct tgggacttct 
tgatattgag atttccagga atgaagctct 
agaggagctg atgaagcttt ctcccgagga 
gaccaatgca ggatggcata ccatcagcaa 
ctattttcat ctgcttaatc agattgcccc 
cattgacctt tcaggaatta atgagacaaa 
agaagcagat aaactgggct gcaaacagtt 
tcctaaactt aatttagctt ttgtagctaa 
gccgaataat aatgacatcg atatgaattt 
atttcggaac tggatgaatt ccttgggagt 
ccttgcagat gctttagtga tctttcagct 
gagccatgtc aacaaacctc cttatcctgc 
ctgtaactat gcagtggaac ttgggaagaa 
tgggcaggac ctaaatgaag ggaattcaac 
gagaaggtac acattgaatg tgttatcgga 
aattataatt aaatgggtca atcagactct 
cagcttcaag gataaatcta taagcacaag 
tgcaccaaat gcagttcgtc aagaaatgat 
gctgaacaat gctaaatacg ccatttcagt 
attacctgat gacctcgtag aagtgaaacc 
aatgggaaaa ggactgaaca gaataaaata 
acatattgta tgcctcacag tttacaggat 
ttatttgtat gctcaaaata gttatatatt 
agttagagct ggtcagcctt tttgggtaac 
agaatatatt cataatcaag ctgatacttc 
cgtattagac aagactaaat cattcttttt 
tttgcaggtt ctgctgtgaa atgtggtttg 
atgcattcat actcataatc cagtttaatc 
tggtccaaaa acacttttct gtaagtttct 
ttgtttatta atatcaaact tttttatata 
ttcactctct tgtttaagta gcagcagctt 
atactttaca catcctagtt tggtaacaca 
ttggtaggat gttattagag agatatgtgt 
cagcttttca taagtggtat gtttaattgg 
cacaacatgt gtaacacttt tcagtctgtg 
aagtattcat tttgaatgtg catatagtta 
cattggctag aacatcccaa gatatgctga 
ctagtttagg tctctataga agccctatat 
atagaaagta acataaagct agtattcaat 
cgttacaaat tggcaatgtt tggttaatgt 
actatttttt tctaaatttt tagcattagt 
aatctacttt ctccatcttc cactgttagt 
atgtcacttt atctcagtgt gaatgagtag 
tatatatatt ggtaagagag actgcccatg 
atcaacaggt ggaatttgaa atatattctt 
tttgatgatt gttttcttaa gattaagata 
ttatgtttcc ctctgatttt ttttcaccat 



cagccacggt gttggataca cttgtatgag 6 0 
gaacctgtga gccagaagca aaatttcagg 12 0 
aagacctgaa gatagtcttt tctgtccaaa 180 
ggaggagctt gaagaactac aagaggcatt 240 
tgtcagtgac tatgaacttc aagacctgtt 3 00 
caaggtgcgc gagattgtgg agaaaattct 3 60 
aatcagtttt gaagagtttg tgtcactaat 42 0 
aacattccga aaaataatta acaagaggga 48 0 
tatttccagt gagggcacac agcattctta 540 
ctggataaac aaagccctgg agaatgaccc 600 
caatgatgat agtcttttca agtcacttgc 660 
cttatctgaa ccagatacaa ttgatgaaag 72 0 
cactatttct gaaaatttaa acctagctct 780 
ggtcaacatt ggtgcatcag atctcaaaga 840 
ctggcagatc atcaaagttg gcctttttgc 900 
gattgcattg ttaaatgaag gtgaggaact 960 
attactgctg cgatgggtga actaccatct 1020 
cttcagccaa gacattaagg actcgagagc 1080 
taaaggtggg gaagatggac ctgccattgc 1140 
tgacctgaag cgtgctggac tcatgcttca 12 00 
tgttactcct gcagatgtgg tttcaggcaa 12 60 
tttgtttaac acatacccat gcctgcacaa 1320 
actggaagga gagagcaagg aagagagaac 13 80 
caacccatac attaatcatt tgtacagtga 1440 
ctatgagatg atccgagtgc cagtcaactg 1500 
ccttggaggg aacatgaaga agattgaaaa 1560 
caaggccaaa ttctccttgg ttggcattgc 1620 
acttaccctg gcattggtat ggcagctgat 1680 
tcttggagag ggtgaaaaag taaatgatga 1740 
taaaagtgca aacaaaaaga cttctatttc 1800 
tttacctgtc ctagatttaa tagatgccat 1860 
caggagagaa aacttatctg atgaggacaa 192 0 
tgctcgaaag atcggtgccc ggatatatgc 1980 
aaagatggtt atgacggtgt ttgcatgctt 2040 
atcatttcat atgattttct gccacattaa 2100 
tctgaaatgt agtgggtgta aaaccagaga 2160 
cattaatgaa ttcaatatcc tgttcatact 2220 
acagttaatt taccaactga tacagataat 2280 
atgattaaat tatttttgtt gcttaaaagt 23 40 
tatggttcaa aaaagatgaa tacaaacgtt 2400 
atttttttgg tgtgttaatt ttgatcataa 2460 
cttttatttg cttcctccaa ctatttaaag 2520 
atactgtcta aaaccttatg gtgaccagaa 2580 
tgagaactaa ttcttgaata aaccccaaag 2640 
tttacttaaa atttaatttt aactacattg 2700 
gctttaacta tgtcatgcaa catatatatg 27 6 0 
gcatatatat ttttttgcac ctgaatcacc 282 0 
tcattcagcc aaccatcagt attttccccc 2880 
gatatctgat acattaagat ttctttttat 2940 
tttgacccct tccaaatact tgtagccaaa 3000 
cactgtcctg ttagcttcat attatacttg 3060 
aatttagaat atgcccactg aatatcttta 312 0 
gtagagtatt ttcatatgtt tttcacagcc 3180 
ttgtattact tggaaatcgc tacagcttgg 3240 
ccatttctgc tgctaacaat tgaatccaga 3300 
gccagtgagc aatactgttg tgcaacaaaa 33 60 
tctaaattcc ctttctacca ttgatttaaa 342 0 
tgtttagaat agaatttttt aaatgaaatg 348 0 
ctacaaaaga gatttctttc ccttttatat 3540 
tgttcttgct cttttataag attatttaaa 3600 
tgtatttact aagttattgg atttacatga 3 66 0 
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aatctggcac tttagggtgt tctttttctc acagagtata tttaataaaa atgctgtgt 3 719 

<210> 15 

<211> 4368 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1285632CB1 

<400> 15 

gcaggcggcg gggagaaaga ctctctcacc tggtcttgcg gctgtggcca ccgccggcca 60 
ggggtgtgga gggcgtgctg ccggagacgt ccgccgggct ctgcagttcc gccgggggtc 12 0 
gggcagctat ggagccgcgg cccacggcgc cctcctccgg cgccccggga ctggccgggg 180 
tcggggagac gccgtcagcc gctgcgctgg ccgcagccag ggtggaactg cccggcacgg 240 
ctgtgccctc ggtgccggag gatgctgcgc ccgcgagccg ggacggcggc ggggtccgcg 300 
atgagggccc cgcggcggcc ggggacgggc tgggcagacc cttggggccc accccgagcc 3 50 
agagccgttt ccaggtggac ctggtttccg agaacgccgg gcgggccgct gctgcggcgg 42 0 
cggcggcggc ggcggcagcg gcggcggctg gtgctggggc gggggccaag cagacccccg 48 0 
cggacgggga agccagcggc gagagcgagc cagctaaagg cagcgaggaa gccaagggcc 540 
gcttccgcgt gaacttcgtg gacccagctg cctcctcgtc ggctgaagac agcctgtcag 600 
atgctgccgg ggtcggagtc gacgggccca acgtgagctt ccagaacggc ggggacacgg 660 
tgctgagcga gggcagcagc ctgcactccg gcggcggcgg cggcagtggg caccaccagc 72 0 
actactatta tgatacccac accaacacct actacctgcg caccttcggc cacaacacca 780 
tggacgctgt gcccaggatc gatcactacc ggcacacagc cgcgcagctg ggcgagaagc 84 0 
tgctccggcc tagcctggcg gagctccacg acgagctgga aaaggaacct tttgaggatg 900 
gctttgcaaa tggggaagaa agtactccaa ccagagatgc tgtggtcacg tatactgcag 9 60 
aaagtaaagg agtcgtgaag tttggctgga tcaagggtgt attagtacgt tgtatgttaa 102 0 
acatttgggg tgtgatgctt ttcattagat tgtcatggat tgtgggtcaa gctggaatag 1080 
gtctatcagt ccttgtaata atgatggcca ctgttgtgac aactatcaca ggattgtcta 1140 
cttcagcaat agcaactaat ggatttgtaa gaggaggagg agcatattat ttaatatcta 12 00 
gaagtctagg gccagaattt ggtggtgcaa ttggtctaat cttcgccttt gccaacgctg 12 60 
ttgcagttgc tatgtatgtg gttggatttg cagaaaccgt ggtggagttg cttaaggaac 13 20 
attccatact tatgatagat gaaatcaatg atatccgaat tattggagcc attacagtcg 13 8 0 
tgattctttt aggtatctca gtagctggaa tggagtggga agcaaaagct cagattgttc 1440 
ttttggtgat cctacttctt gctattggtg atttcgtcat aggaacattt atcccactgg 1500 
agagcaagaa gccaaaaggg ttttttggtt ataaatctga aatatttaat gagaactttg 15 60 
ggcccgattt tcgagaggaa gagactttct tttctgtatt tgccatcttt tttcctgctg 1620 
caactggtat tctggctgga gcaaatatct caggtgatct tgcagatcct cagtcagcca 1680 
tacccaaagg aacactccta gccattttaa ttactacatt ggtttacgta ggaattgcag 1740 
tatctgtagg ttcttgtgtt gttcgagatg ccactggaaa cgttaatgac actatcgtaa 18 0 0 
cagagctaac aaactgtact tctgcagcct gcaaattaaa ctttgatttt tcatcttgtg 1860 
aaagcagtcG ttgttcctat ggcctaatga acaacttcca ggtaatgagt atggtgtcag 192 0 
gatttacacc actaatttct gcaggtatat tttcagccac tctttcttca gcattagcat 1980 
ccctagtgag tgctcccaaa atatttcagg ctctatgtaa ggacaacatc tacccagctt 2040 
tccagatgtt tgctaaaggt tatgggaaaa ataatgaacc tcttcgtggc tacatcttaa 2100 
cattcttaat tgcacttgga ttcatcttaa ttgctgaact gaatgttatt gcaccaatta 2160 
tctcaaactt cttccttgca tcatatgcat tgatcaattt ttcagtattc catgcatcac 222 0 
ttgcaaaatc tccaggatgg cgtcctggat tcaaatacta caacatgtgg atatcacttc 228 0 
ttggagcaat tctttgttgc atagtaatgt tcgtcattaa ctggtgggct gcattgctaa 23 4 0 
catatgtgat agtccttggg ctgtatattt atgttaccta caaaaaacca gatgtgaatt 240 0 
ggggatcctc tacacaagcc ctgacttacc tgaatgcact gcagcattca attcgtcttt 246 0 
ctggagtgga agaccacgtg aaaaacttta ggccacagtg tcttgttatg acaggtgctc 252 0 
caaactcacg tccagcttta cttcatcttg ttcatgattt cacaaaaaat gttggtttga 2580 
tgatctgtgg ccatgtacat atgggtcctc gaagacaagc catgaaagag atgtccatcg 2 640 
atcaagccaa atatcagcga tggcttatta agaacaaaat gaaggcattt tatgctccag 270 0 
tacatgcaga tgacttgaga gaaggtgcac agtatttgat gcaggctgct ggtcttggtc 2760 
gtatgaagcc aaacacactt gtccttggat ttaagaaaga ttggttgcaa gcagatatga 282 0 
gggatgtgga tatgtatata aacttatttc atgatgcttt tgacatacaa tatggagtag 288 0 
tggttattcg cctaaaagaa ggtctggata tatctcatct tcaaggacaa gaagaattat 2940 
tgtcatcaca agagaaatct cctggcacca aggatgtggt agtaagtgtg gaatatagta 3 000 
aaaagtccga tttagatact tccaaaccac tcagtgaaaa accaattaca cacaaagttg 3 060 
aggaagagga tggcaagact gcaactcaac cactgttgaa aaaagaatcc aaaggcccta 312 0 
ttgtgccttt aaatgtagct gaccaaaagc ttcttgaagc tagtacacag tttcagaaaa 318 0 
aacaaggaaa gaatactatt gatgtctggt ggctttttga tgatggaggt ttgaccttat 3240 
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tgatacctta ccttctgacg accaagaaaa aatggaaaga ctgtaagatc agagtattca 3300 
ttggtggaaa gataaacaga atagaccatg accggagagc gatggctact ttgcttagca 3 3 60 
agttccggat agacttttct gatatcatgg ttctaggaga tatcaatacc aaaccaaaga 3420 
aagaaaatat tatagctttt gaggaaatca ttgagccata cagacttcat gaagatgata 3480 
aagagcaaga tattgcagat aaaatgaaag aagatgaacc atggcgaata acagataatg 3 540 
agcttgaact ttataagacc aagacatacc ggcagatcag gttaaatgag ttattaaagg 3 600 
aacattcaag cacagctaat attattgtca tgagtctccc agttgcacga aaaggtgctg 3 660 
tgtctagtgc tctctacatg gcatggttag aagctctatc taaggaccta ccaccaatcc 3720 
tcctagttcg tgggaatcat cagagtgtcc ttaccttcta ttcataaatg ttctatacag 37 80 
tggacagccc tccagaatgg tacttcagtg cctagtgtag taactgaaat cttcaatgac 3 840 
acattaacat cacaatggcg aatggtgact tttctttcac gatttcatta atttgaaagc 3 9 00 
acacaggaaa gttgctccat tgataacgtg tatggagact tcggttttag tcaattccat 3 9 60 
atctcaatct taatggtgat tcttctctgt tgaactgaag tttgtgagag tagttttcct 4020 
ttgctacttg aatagcaata aaagcgtgtt aactttttga ttgatgaaag aagtacaaaa 4080 
agcctttagc cttgaggtgc cttctgaaat taaccaaatt tcatccatat atcctctttt 4140 
ataaacttat agaatgtcaa actttgcctt caactgtttt tatttctagt ctcttccact 4200 
ttaaaacaaa atgaacactg cttgtcttct tccattgacc atttagtgtt gagtactgta 42 60 
tgtgttttgt taattctata aaggtatctg ttagatatta aaggtgagaa ttagggcagg 4320 
ttaatcaaaa atggggaagg ggaaatggta accaaaaaaa aaaaaaaa 43 68 

<210> 16 

<211> 1212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1285632CD1 

<400> 16 



Met 


Glu 


Pro 


Arg 


Pro 


Thr 


Ala 


Pro 


Ser 


Ser 


Gly 


Ala 


Pro 


Gly 


Leu 


1 








5 










10 










15 


Ala 


Gly 


Val 


Gly 


Glu 


Thr 


Pro 


Ser 


Ala 


Ala 


Ala 


Leu 


Ala 


Ala 


Ala 








20 










25 










30 


Arg 


Val 


Glu 


Leu 


Pro 


Gly 


Thr 


Ala 


Val 


Pro 


Ser 


Val 


Pro 


Glu 


Asp 








35 










40 










45 


Ala 


Ala 


Pro 


Ala 


Ser 


Arg 


Asp 


Gly 


Gly 


Gly 


Val 


Arg 


Asp 


Glu 


Gly 










50 










55 










60 


Pro 


Ala 


Ala 


Ala 


Gly 


Asp 


Gly 


Leu 


Gly 


Arg 


Pro 


Leu 


Gly 


Pro 


Thr 










65 










70 










75 


Pro 


Ser 


Gin 


Ser 


Arg 


Phe 


Gin 


Val 


Asp 


Leu 


Val 


Ser 


Glu 


Asn 


Ala 










80 










85 










90 


Gly 


Arg 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 






95 










100 










105 


Ala 


Ala 


Gly 


Ala 


Gly 


Ala 


Gly 


Ala 


Lys 


Gin 


Thr 


Pro 


Ala 


Asp 


Gly 








110 










115 










120 


Glu 


Ala 


Ser 


Gly 


Glu 


Ser 


Glu 


Pro 


Ala 


Lys 


Gly 


Ser 


Glu 


Glu 


Ala 










125 










130 










135 


Lys 


Gly 


Arg 


Phe 


Arg 


Val 


Asn 


Phe 


Val 


Asp 


Pro 


Ala 


Ala 


Ser 


Ser 










140 










145 










150 


Ser 


Ala 


Glu 


Asp 


Ser 


Leu 


Ser 


Asp 


Ala 


Ala 


Gly 


Val 


Gly 


Val 


Asp 










155 










160 










165 


Gly 


Pro 


Asn 


Val 


Ser 


Phe 


Gin 


Asn 


Gly Gly 


Asp 


Thr 


Val 


Leu 


Ser 








170 










175 










180 


Glu Gly 


Ser 


Ser 


Leu 


His 


Ser 


Gly 


Gly Gly 


Gly 


Gly 


Ser 


Gly 


His 










185 










190 










195 


His 


Gin 


His 


Tyr 


Tyr 


Tyr 


Asp 


Thr 


His 


Thr 


Asn 


Thr 


Tyr 


Tyr 


Leu 










200 










205 










210 


Arg 


Thr 


Phe 


Gly 


His 


Asn 


Thr 


Met 


Asp 


Ala 


Val 


Pro 


Arg 


He 


Asp 










215 










220 










225 


His 


Tyr 


Arg 


His 


Thr 


Ala 


Ala 


Gin 


Leu 


Gly 


Glu 


Lys 


Leu 


Leu 


Arg 










230 










235 










240 


Pro 


Ser 


Leu 


Ala 


Glu 


Leu 


His 


Asp 


Glu 


Leu 


Glu 


Lys 


Glu 


Pro 


Phe 










245 










250 










255 


Glu 


Asp 


Gly 


Phe 


Ala 


Asn 


Gly 


Glu 


Glu 


Ser 


Thr 


Pro 


Thr 


Arg Asp 










260 










265 










270 
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Ala 


Val 


Val 


Thr 


Tyr 


Thr 


Ala 


Glu 


Ser 


Lys 


Gly 


Val 


Val 


Lys 


Phe 










275 










280 










285 


Gly 


Trp 


He 


Lys 


Gly 


Val 


Leu 


Val 


Arg 


Cys 


Met 


Leu 


Asn 


He 


Trp 










290 










295 










300 


Gly Val 


Met 


Leu 


Phe 


He 


Arg 


Leu 


Ser 


Trp 


He 


Val 


Gly 


Gin 


Ala 










305 










310 










315 


Gly 


He 


Gly 


Leu 


Ser 


Val 


Leu 


Val 


He 


Met 


Met 


Ala 


Thr 


Val 


Val 








320 










325 










330 


Thr 


Thr 


He 


Thr 


Gly 


Leu 


Ser 


Thr 


Ser 


Ala 


He 


Ala 


Thr 


Asn 


Gly 










335 










340 










345 


Phe 


Val 


Arg 


Gly 


Gly 


Gly Ala 


Tyr 


Tyr 


Leu 


He 


Ser 


Arg 


Ser 


Leu 










350 










355 










360 


Gly 


Pro 


Glu 


Phe 


Gly 


Gly 


Ala 


He 


Gly 


Leu 


He 


Phe 


Ala 


Phe 


Ala 








355 










370 










375 


Asn 


Ala 


Val 


Ala 


Val 


Ala 


Met 


Tyr 


Val 


Val 


Gly 


Phe 


Ala 


Glu 


Thr 










380 










385 










390 


Val 


Val 


Glu 


Leu 


Leu 


Lys 


Glu 


His 


Ser 


He 


Leu 


Met 


He 


Asp 


Glu 










395 










400 










405 


He 


Asn Asp 


He 


Arg 


He 


He Gly 


Ala 


He 


Thr 


Val 


Val 


He 


Leu 










410 










415 










420 


Leu 


Gly 


He 


Ser 


Val 


Ala 


Gly Met 


Glu 


Trp 


Glu 


Ala 


Lys 


Ala 


Gin 








425 










430 










435 


He 


Val 


Leu 


Leu 


Val 


He 


Leu 


Leu 


Leu 


Ala 


He 


Gly 


Asp 


Phe 


Val 










440 










445 










450 


He 


Gly 


Thr 


Phe 


He 


Pro 


Leu 


Glu 


Ser 


Lys 


Lys 


Pro 


Lys 


Gly 


Phe 








455 










460 










465 


Phe 


Gly Tyr 


Lys 


Ser 


Glu 


He 


Phe 


Asn 


Glu 


Asn 


Phe 


Gly 


Pro 


Asp 










470 










475 










480 


Phe 


Ara 


Glu 


Glu 


Glu 


Thr 


Phe 


Phe 


Ser 


Val 


Phe 


Ala 


He 


Phe 


Phe 










485 










490 










495 


Pro 


Ala 


Ala 


Thr 


Gly 


He 


Leu 


Ala 


Gly Ala 


Asn 


He 


Ser 


Gly 


Asp 










500 










505 










510 


Leu 


Ala 


Asp 


Pro 


Gin 


Ser 


Ala 


He 


Pro 


Lys 


Gly 


Thr 


Leu 


Leu 


Ala 










515 










520 










525 


He 


Leu 


He 


Thr 


Thr 


Leu 


Val 


Tyr 


Val 


Gly 


He 


Ala 


Val 


Ser 


Val 










530 










535 










540 


Gly 


Ser 


Cys 


Val 


Val 


Arg 


Asp 


Ala 


Thr 


Gly 


Asn 


Val 


Asn 


Asp 


Thr 










545 










550 










555 


He 


Val 


Thr 


Glu 


Leu 


Thr 


Asn 


Cys 


Thr 


Ser 


Ala 


Ala 


Cys 


Lys 


Leu 










560 










565 










570 


Asn 


Phe 


Asp 


Phe 


Ser 


Ser 


Cys 


Glu 


Ser 


Ser 


Pro 


Cys 


Ser 


Tyr 


Gly 










575 










580 










585 


Leu 


Met 


Asn 


Asn 


Phe 


Gin 


Val 


Met 


Ser 


Met 


Val 


Ser 


Gly 


Phe 


Thr 










590 










595 










600 


Pro 


Leu 


He 


Ser 


Ala 


Gly 


He 


Phe 


Ser 


Ala 


Thr 


Leu 


Ser 


Ser 


Ala 










605 










610 










615 


Leu 


Ala 


Ser 


Leu 


Val 


Ser 


Ala 


Pro 


Lys 


He 


Phe 


Gin 


Ala 


Leu 


Cys 










620 










625 










630 


Lys 


Asp 


Asn 


He 


Tyr 


Pro 


Ala 


Phe 


Gin 


Met 


Phe 


Ala 


Lys 


Gly 


Tyr 










635 










640 










645 


Gly 


Lys 


Asn 


Asn 


Glu 


Pro 


Leu 


Arg 


Gly Tyr 


He 


Leu 


Thr 


Phe 


Leu 










650 










655 










660 


He 


Ala 


Leu 


Gly 


Phe 


He 


Leu 


He 


Ala 


Glu 


Leu 


Asn 


Val 


He 


Ala 








655 










670 










675 


Pro 


He 


He 


Ser 


Asn 


Phe 


Phe 


Leu 


Ala 


Ser 


Tyr 


Ala 


Leu 


He 


Asn 










680 










685 










690 


Phe 


Ser 


Val 


Phe 


His 


Ala 


Ser 


Leu 


Ala 


Lys 


Ser 


Pro 


Gly 


Trp 


Arg 










695 










700 










705 


Pro 


Gly 


Phe 


Lys 


Tyr 


Tyr 


Asn 


Met 


Trp 


He 


Ser 


Leu 


Leu 


Gly 


Ala 










710 










715 










720 


He 


Leu 


Cys 


Cys 


He 


Val 


Met 


Phe 


Val 


He 


Asn 


Trp 


Trp 


Ala 


Ala 










725 










730 










735 


Leu 


Leu 


Thr 


Tyr 


Val 


He 


Val 


Leu 


Gly 


Leu 


Tyr 


He 


Tyr 


Val 


Thr 










740 










745 










750 


Tyr 


Lys 


Lys 


Pro 


Asp 


Val 


Asn 


Trp 


Gly 


Ser 


Ser 


Thr 


Gin 


Ala 


Leu 










755 










760 










765 
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Thr 


Tyr 


Leu 


Asn Ala 


Leu 


Gin 


His 


Ser He 


Arg 


Leu 


Ser 


Gly Val 






770 








775 








780 


Glu 


Asp 


His 


Val Lys 


Asn 


Phe 


Arg 


Pro Gin 


Cys 


Leu 


Val 


Met Thr 








785 








790 








795 


Gly 


Ala 


Pro 


Asn Ser 


Arg 


Pro 


Ala 


Leu Leu 


His 


Leu 


Val 


His Asp 






800 








805 








810 


Phe 


Thr 


Lys 


Asn Val 


Gly 


Leu 


Met 


He Cys 


Gly 


His 


Val 


His Met 








815 








820 








825 


Gly 


Pro 


Arg 


Arg Gin 


Ala 


Met 


Lys 


Glu Met 


Ser 


He 


Asp 


Gin Ala 








830 








835 








840 


Lys 


Tyr 


Gin 


Arg Trp 


Leu 


He 


Lys 


Asn Lys 


Met 


Lys 


Ala 


Phe Tyr 








845 








850 








855 


Ala 


Pro 


Val 


His Ala 


Asp 


Asp 


Leu 


Arg Glu 


Gly Ala 


Gin 


Tyr Leu 








860 








865 








870 


Met 


Gin 


Ala 


Ala Gly 


Leu 


Gly Arg 


Met Lys 


Pro 


Asn 


Thr 


Leu Val 








875 








880 








885 


Leu 


Gly 


Phe 


Lys Lys 


Asp 


Trp 


Leu 


Gin Ala 


Asp 


Met 


Arg 


Asp Val 








890 








895 








900 


Asp 


Met 


Tyr 


He Asn 


Leu 


Phe 


His 


Asp Ala 


Phe 


Asp 


He 


Gin Tyr 








905 








910 








915 


Gly 


Val 


Val 


Val lie 


Arg 


Leu 


Lys 


Glu Gly 


Leu 


Asp 


He 


Ser His 








920 








925 








930 


Leu 


Gin 


Gly 


Gin Glu 


Glu 


Leu 


Leu 


Ser Ser 


Gin 


Glu 


Lys 


Ser Pro 






935 








940 








945 


Gly 


Thr 


Lys 


Asp Val 


Val 


Val 


Ser 


Val Glu 


Tyr 


Ser 


Lys 


Lys Ser 








950 








955 








960 


Asp 


Leu 


Asp 


Thr Ser 


Lys 


Pro 


Leu 


Ser Glu 


Lys 


Pro 


He 


Thr His 








965 








970 








975 


Lys 


Val 


Glu 


Glu Glu Asp 


Gly 


Lys 


Thr Ala 


Thr 


Gin 


Pro 


Leu Leu 






980 








985 








990 


Lys 


Lys 


Glu 


Ser Lys 


Gly 


Pro 


He 


Val Pro 


Leu 


Asn 


Val 


Ala Asp 








995 








1000 








1005 


Gin 


Lys 


Leu 


Leu Glu 


Ala 


Ser 


Thr 


Gin Phe 


Gin 


Lys 


Lys 


Gin Gly 






1010 








1015 








1020 


Lys 


Asn 


Thr 


He Asp 


Val 


Trp 


Trp 


Leu Phe 


Asp 


Asp 


Gly Gly Leu 








1025 








1030 








1035 


Thr 


Leu 


Leu 


lie Pro 


Tyr 


Leu 


Leu 


Thr Thr 


Lys 


Lys 


Lys 


Trp Lys 








1040 








1045 








1050 


Asp 


Cys 


Lys 


lie Arg 


Val 


Phe 


He 


Gly Gly 


Lys 


He 


Asn 


Arg He 








1055 








1060 








1065 


Asp 


His 


Asp 


Arg Arg 


Ala 


Met 


Ala 


Thr Leu 


Leu 


Ser 


Lys 


Phe Arg 








1070 








1075 








1080 


IlG 


Asp 


Phe 


Ser Asp 


He 


Met 


Val 


Leu Gly 


Asp 


He 


Asn 


Thr Lys 








1085 








1090 








1095 


Pro 


Lys 


Lys 


Glu Asn 


He 


He 


Ala 


Phe Glu 


Glu 


He 


He 


Glu Pro 








1100 








1105 








1110 


Tyr 


Arg 


Leu 


His Glu 


Asp 


Asp 


Lys 


Glu Gin 


Asp 


He 


Ala 


Asp Lys 








1115 








1120 








1125 


Met 


Lys 


Glu Asp Glu 


Pro 


Trp 


Arg 


He Thr 


Asp 


Asn 


Glu 


Leu Glu 








1130 








1135 








1140 


Leu 


Tyr 


Lys 


Thr Lys 


Thr 


Tyr 


Arg 


Gin He 


Arg 


Leu 


Asn 


Glu Leu 








1145 








1150 








1155 


Leu 


Lys 


Glu 


His Ser 


Ser 


Thr 


Ala 


Asn He 


He 


Val 


Met 


Ser Leu 








1160 








1165 








1170 


Pro 


Val 


Ala 


Arg Lys 


Gly 


Ala 


Val 


Ser Ser 


Ala 


Leu 


Tyr 


Met Ala 








1175 








1180 








1185 


Trp 


Leu 


Glu 


Ala Leu 


Ser 


Lys 


Asp 


Leu Pro 


Pro 


He 


Leu 


Leu Val 








1190 








1195 








1200 


Arg 


Gly 


Asn 


His Gin 


Ser 


Val 


Leu 


Thr Phe 


Tyr 


Ser 












1205 








1210 











<210> 17 

<211> 735 

<212> DNA 

<213> Homo sapiens 



14 



PA- 003 8 US 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 474322.36 

<220> 

<221> unsure 
<222> 388 

<223> a, t, c, g, or other 
<400> 17 

gtgcagaaca aacaagacgg cctggggata caactctgga gtcctctgag aggttggatg 6 0 
ggagagcatg tctgtgtgtc tcagagccac caaggaggag caggggagcg acggccgggg 12 0 
cagaagttga gaccaccagc agaggagcta ggccagtcca tctgcatttg tcacccaaga 180 
actcttacca tgaagaccct cctactgttg gcagtgatca tgatctttgg cctactgcag 240 
gcccatggga atttggtgaa tttccacaga atgatcaagt tgacgacagg aaaggaagcc 3 00 
gcactcagtt atgggcttct atggctgcca ctgtggcgtg ggtggcagag gatcccccaa 3 60 
ggatgcaacg ggatcgctgt gtgtcacntc catgactgtt gctacaaacg tctggagaaa 42 0 
cgtggatgtg gcaccaaatt tctgagctac aagtttagca actcggggag cagaatcacc 48 0 
tgtgcaaaac aggactcctg cagaagtcaa ctgtgtgagt gtgataaggc tgctgccacc 54 0 
tgttttgcta gaaacaagac gacctacaat aaaaattcct tggccatgca gaaagcatcc 60 0 
ctcacccatc ctagaggcca ggcaggagcc cttctatacc cacccagaat gagacatcca 660 
gcagatttcc agccttctac tgctctcctc cacctcaact ccgtgcttaa ccaaagaagc 72 0 
tgtactccgg ggggt 73 5 

<210> 18 

<211> 1868 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3040213CB1 

<400> 18 

gtcccagtca gtccggaggc tgcggctgca gaagtaccgc ctgcggagta actgcaaaga 60 
tgctgtccgt gcgcgttgct gcggccgtgg tccgcgccct tcctcggcgg gccggactgg 12 0 
tctccagaaa tgctttgggt tcatctttca ttgctgcaag gaacttccat gcctctaaca 180 
ctcatcttca aaagactggg actgctgaga tgtcctctat tcttgaagag cgtattcttg 240 
gagctgatac ctctgttgat cttgaagaaa ctgggcgtgt cttaagtatt ggtgatggta 300 
ttgcccgcgt acatgggctg aggaatgttc aagcagaaga aatggtagag ttttcttcag 3 60 
gcttaaaggg tatgtccttg aacttggaac ctgacaatgt tggtgttgtc gtgtttggaa 42 0 
atgataaact aattaaggaa ggagatatag tgaagaggac aggagccatt gtggacgttc 480 
cagttggtga ggagctgttg ggtcgtgtag ttgatgccct tggtaatgct attgatggaa 540 
agggtccaat tggttccaag acgcgtaggc gagttggtct gaaagccccc ggtatcattc 60 0 
ctcgaatttc agtgcgggaa ccaatgcaga ctggcattaa ggctgtggat agcttggtgc 660 
caattggtcg tggtcagcgt gaactgatta ttggtgaccg aaagactggg aaaacctcaa 72 0 
ttgctattga cacaatcatt aaccagaaac gtttcaatga tggatctgat gaaaagaaga 780 
agctgtactg tatttatgtt gctattggtc aaaagagatc cactgttgcc cagttggtga 840 
agagacttac agatgcagat gccatgaagt acaccattgt ggtgtcggct acggcctcgg 9 00 
atgctgcccc acttcagtac ctggctcctt actctggctg ttccatggga gagtatttta 960 
gagacaatgg caaacatgct ttgatcatct atgacgactt atccaaacag gctgttgctt 102 0 
accgtcagat gtctctgttg ctccgccgac cccctggtcg tgaggcctat cctggtgatg 1080 
tgttctacct acactcccgg ttgctggaga gagcagccaa aatgaacgat gcttttggtg 1140 
gtggctcctt gactgctttg ccagtcatag aaacacaggc tggtgatgtg tctgcttaca 12 00 
ttccaacaaa tgtcatttcc atcactgacg gacagatctt cttggaaaca gaattgttct 12 50 
acaaaggtat ccgccctgca attaacgttg gtctgtctgt atctcgtgtc ggatccgctg 1320 
cccaaaccag ggctatgaag caggtagcag gtaccatgaa gctggaattg gctcagtatc 13 8 0 
gtgaggttgc tgcttttgcc cagttcggtt ctgacctcga tgctgccact caacaacttt 1440 
tgagtcgtgg cgtgcgtcta actgagttgc tgaagcaagg acagtattct cccatggcta 150 0 
ttgaagaaca agtggctgtt atctatgcgg gtgtaagggg atatcttgat aaactggagc 15 6 0 
ccagcaagat tacaaagttt gagaatgctt tcttgtctca tgtcgtcagc cagcaccaag 1520 
ccttgttggg cactatcagg gctgatggaa agatctcaga acaatcagat gcaaagctga 1680 
aagagattgt aacaaatttc ttggctggat ttgaagctta aactcctgtg gattcacatc 1740 
aaataccagt tcagttttgt cattgttcta gtaaattagt tccatttgta aaagggttac 1800 
tctcatactc cttatgtaca gaaatcacat gaaaaataaa ggttccataa tgcaaaaaaa 1860 
aaaaaaaa 18 6 8 
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<210> 19 

<211> 553 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> niisc_feature 

<223> Incyte ID No: 3040213CD1 



<400> 19 



Met 


Leu 


Ser 


Val 


Arg 


Val 


Ala 


Ala 


Ala 


Val 


Val 


Arg 


Ala 


Leu 


Pro 


1 








5 










10 










15 


Arg 


Arg 


Ala 


Gly 


Leu 


Val 


Ser 


Arg 


Asn 


Ala 


Lgu 


Gly 


Ser 


Ser 


PhG 






20 










25 










30 


He 


Ala 


Ala 


Arg 


Asn 


Phe 


His 


Ala 


Ser 


Asn 


Thr 


His 


Leu 


Gin 


Lys 










35 










40 










45 


Thr 


Gly 


Thr 


Ala 


Glu 


Met 


Ser 


Ser 


He 


Leu 


Glu 


Glu 


Arg 


He 


Leu 








50 










55 










60 


Gly 


Ala 


Asp 


Thr 


Ser 


Val 


Asp 


Leu 


Glu 


Glu 


Thr 


Gly Arg 


Val 


Leu 








65 










70 










75 


Ser 


He 


Gly 


Asp 


Gly 


He 


Ala 


Arg 


Val 


His 
85 


Gly 


Leu 


Arg 


Asn 


Val 
90 


Gin 


Ala 


Glu 


Glu 


80 
Met 


Val 


Glu 


Phe 


Ser 


Ser 


Gly 


Leu 


Lys 


Gly 


Met 










95 










100 










105 


Ser 


Leu 


Asn 


Leu 


Glu 


Pro 


Asp 


Asn 


Val 


Gly Val 


Val 


Val 


Phe 


Gly 










110 










115 










120 


Asn 


Asp 


Lys 


Leu 


He 


Lys 


Glu 


Gly Asp 


He 


Val 


Lys 


Arg 


Thr 


Gly 








125 










130 










135 


Ala 


He 


Val 


Asp 


Val 


Pro 


Val 


Gly Glu 


Glu 


Leu 


Leu 


Gly Arg 


Val 








140 










145 










150 


Val 


Asp 


Ala 


Leu 


Gly 


Asn 


Ala 


He 


Asp 


Gly 


Lys 


Gly 


Pro 


He 


Gly 










155 










160 










165 


Ser 


Lys 


Thr 


Arg 


Arg 


Arg 


Val 


Gly 


Leu 


Lys 


Ala 


Pro 


Gly 


He 


He 








170 










175 










180 


Pro 


Arg 


He 


Ser 


Val 


Arg 


Glu 


Pro 


Met 


Gin 


Thr 


Gly 


He 


Lys 


Ala 








185 










190 










195 


Val 


Asp 


Ser 


Leu 


Val 


Pro 


He 


Gly Arg 


Gly 


Gin 


Arg 


Glu 


Leu 


He 








200 










205 










210 


He 


Gly 


Asp 


Arg 


Gin 


Thr 


Gly 


Lys 


Thr 


Ser 


He 


Ala 


He 


Asp 


Thr 






215 










220 










225 


He 


He 


Asn 


Gin 


Lys 


Arg 


Phe 


Asn 


Asp 


Gly 


Ser 


Asp 


Glu 


Lys 


Lys 










230 










235 










240 


Lys 


Leu 


Tyr 


Cys 


He 


Tyr 


Val 


Ala 


He 


Gly 


Gin 


Lys 


Arg 


Ser 


Thr 








245 










250 










255 


Val 


Ala 


Gin 


Leu 


Val 


Lys 


Arg 


Leu 


Thr 


Asp 


Ala 


Asp 


Ala 


Met 


Lys 










260 








265 










270 


Tyr 


Thr 


He 


Val 


Val 


Ser 


Ala 


Thr 


Ala 


Ser 


Asp 


Ala 


Ala 


Pro 


Leu 








275 










280 










285 


Gin 


Tyr 


Leu 


Ala 


Pro 


Tyr 


Ser 


Gly 


Cys 


Ser 


Met 


Gly 


Glu 


Tyr 


Phe 








290 










295 










300 


Arg 


Asp 


Asn 


Gly Lys 


His 


Ala 


Leu 


He 


He 


Tyr 


Asp 


Asp 


Leu 


Ser 






305 










310 










315 


Lys 


Gin 


Ala 


Val 


Ala 


Tyr 


Arg 


Gin 


Met 


Ser 


Leu 


Leu 


Leu 


Arg 


Arg 








320 










325 










330 


Pro 


Pro 


Gly 


Arg 


Glu 


Ala 


Tyr 


Pro 


Gly Asp 


Val 


Phe 


Tyr 


Leu 


His 










335 










340 










345 


Ser 


Arg 


Leu 


Leu 


Glu 


Arg 


Ala 


Ala 


Lys 


Met 


Asn 


Asp 


Ala 


Phe 


Gly 










350 










355 










360 


Gly 


Gly 


Ser 


Leu 


Thr 


Ala 


Leu 


Pro 


Val 


He 


Glu 


Thr 


Gin 


Ala 


Gly 






365 










370 










375 


Asp 


Val 


Ser 


Ala 


Tyr 


He 


Pro 


Thr 


Asn 


Val 


He 


Ser 


He 


Thr 


Asp 








380 










385 










390 


Gly 


Gin 


He 


Phe 


Leu 


Glu 


Thr 


Glu 


Leu 


Phe 


Tyr 


Lys 


Gly 


He 


Arg 








395 










400 










405 


Pro 


Ala 


He 


Asn 


Val 


Gly 


Leu 


Ser 


Val 


Ser 


Arg 


Val 


Gly 


Ser 


Ala 










410 










415 










420 
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Ala 


Gin 


Thr 


Arg 


Ala 
425 


Met 


Lys 


Gin 


Val Ala 
430 


Gly 


Thr 


Met 


Lys 


Leu 
435 


Glu 


Leu 


Ala 


Gin 


Tyr 
440 


Arg 


Glu 


Val 


Ala Ala 
445 


Phe 


Ala 


Gin 


Phe 


Gly 
450 


Ser 


Asp 


Leu 


Asp 


Ala 
455 


Ala 


Thr 


Gin 


Gin Leu 
460 


Leu 


Ser 


Arg 


Gly 


Val 
465 


Arg 


Leu 


Thr 


Glu 


Leu 
470 


Leu 


Lys 


Gin 


Gly Gin 
475 


Tyr 


Ser 


Pro 


Met 


Ala 
480 


He 


Glu 


Glu 


Gin 


Val 


Ala 


Val 


He 


Tyr Ala 


Gly Val 


Arg 


Gly 


Tyr 










485 








490 










495 


Leu 


Asp 


Lys 


Leu 


Glu 
500 


Pro 


Ser 


Lys 


He Thr 
505 


Lys 


Phe 


Glu 


Asn 


Ala 
510 


Phe 


Leu 


Ser 


His 


Val 
515 


Val 


Ser 


Gin 


His Gin 
520 


Ala 


Leu 


Leu 


Gly 


Thr 
525 


He 


Arg 


Ala 


Asp 


Gly 
530 


Lys 


He 


Ser 


Glu Gin 
535 


Ser 


Asp 


Ala 


Lys 


Leu 
540 


Lys 


Glu 


He 


Val 


Thr 
545 


Asn 


Phe 


Leu 


Ala Gly 
550 


Phe 


Glu 


Ala 







<210> 20 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1282225CB1 

<400> 20 

ggagccccct ataaaacagc ctacagtgga cagtctggtc ggcagagccg caggtcagtc 6 0 
gtgaagaggg agctctattg ccaccatgag tttctccggc aagtaccaac tgcagagcca 120 
ggaaaacttt gaagccttca tgaaggcaat cggtctgccg gaagagctca tccagaaggg 180 
gaaggatatc aagggggtgt cggaaatcgt gcagaatggg aagcacttca agttcaccat 240 
caccgctggg tccaaagtga tccaaaacga attcacggtg ggggaggaat gtgagctgga 3 00 
gacaatgaca ggggagaaag tcaagacagt ggttcagttg gaaggtgaca ataaactggt 3 60 
gacagctttc aaaaacatca agtctgtgac cgaactcaac ggcgacataa tcaccaatac 420 
catgacattg ggtgacattg tcttcaagag aatcagcaag agaatttaaa caagtctgca 480 
tttcatatta ttttagtgtg taaaattaat gtaataaagt gaactttg 528 

<210> 21 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1282225CD1 



Met 


Ser 


Phe 


Ser 


Gly 


Lys 


Tyr 


Gin 


Leu 


Gin 


Ser 


Gin 


Glu 


Asn 


Phe 


1 








5 










10 










15 


Glu 


Ala 


Phe 


Met 


Lys 


Ala 


He 


Gly 


Leu 


Pro 


Glu 


Glu 


Leu 


He 


Gin 










20 










25 










30 


Lys 


Gly 


Lys 


Asp 


He 


Lys 


Gly 


Val 


Ser 


Glu 


He 


Val 


Gin 


Asn Gly 










35 










40 










45 


Lys 


His 


Phe 


Lys 


Phe 


Thr 


He 


Thr 


Ala 


Gly 


Ser 


Lys 


Val 


He 


Gin 










50 










55 










60 


Asn 


Glu 


Phe 


Thr 


Val 


Gly 


Glu 


Glu 


Cys 


Glu 


Leu 


Glu 


Thr 


Met 


Thr 










65 










70 










75 


Gly 


Glu 


Lys 


Val 


Lys 


Thr 


Val 


Val 


Gin 


Leu 


Glu 


Gly 


Asp 


Asn 


Lys 










80 










85 










90 


Leu 


Val 


Thr 


Ala 


Phe 


Lys 


Asn 


He 


Lys 


Ser 


Val 


Thr 


Glu 


Leu 


Asn 










95 










100 










105 


Gly 


Asp 


He 


He 


Thr 


Asn 


Thr 


Met 


Thr 


Leu 


Gly Asp 


He 


Val 


Phe 










110 










115 










120 


Lys 


Arg 


He 


Ser 


Lys 


Arg 


He 
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125 



<210> 22 

<211> 2486 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 991163CB1 



<400> 22 

gggcgggccg ggccgagtag 
aggggcgggg agcgccgcct 
attactcgat gctgttgata 
tggaccttac tatgaaaacc 
tgtggtcccc actgtctacg 
gtacgccccg agggtcctga 
cccatccggg acagtgtgca 
ggggaccttc ctcgtgggag 
caagtgctcc aactctggga 
ctggtgtgat ggcgtgtcac 
ctacggacca aacttcatcc 
gtgccaagac gactggaacg 
gaataatttt tactctagcc 
actgaacaca agtgccggca 
ttcttcaaaa gcagtggttt 
ccgccagagc aggattgtgg 
cagcctgcac gtccagaacg 
cgtgacagcc gcccactgcg 
tgcggggatt ttgagacaat 
gatttctcat ccaaattatg 
gcagaagcct ctgactttca 
gatgctgcag ccagaacagc 
gaagacctca gaagtgctga 
cagcagatat gtctatgaca 
ggggaacgtc gattcttgcc 
tatctggtgg ctgatagggg 
aggagtgtac gggaatgtga 
cggctaatcc acatggtctt 
tttgcttccc cgtgcatgat 
aaacagtgaa cttgtctggc 
ccctgcccag cctgctctcc 
gggcactggc ggtcaagtgt 
ctgagtcctt tccaggggcc 
gatgacttga gatgaaaaag 
cggctgccct ctggggccac 
gctgatgggt tcttagagcc 
ccttcatggg tggtgacgtg 
tggggtgaga atatagacag 
ctgagcactc ctggtgcagg 
tcagccttcc tcctcatcct 
ccttggtcct ggcagggcgc 
actggaaatt gaggtccatg 



gcgcgagcta agcaggaggc 
ggagcgcggc aggtcatatt 
acagcaagat ggctttgaac 
atggatacca accggaaaac 
aggtgcatcc ggctcagtac 
cgcaggcttc caaccccgtc 
cctcaaagac taagaaagca 
ctgcgctggc cgctggccta 
tagagtgcga ctcctcaggt 
actgccccgg cggggaggac 
ttcaggtgta ctcatctcag 
agaactacgg gcgggcggcc 
aaggaatagt ggatgacagc 
atgtcgatat ctataaaaaa 
ctttacgctg tatagcctgc 
gcggcgagag cgcgctcccg 
tccacgtgtg cggaggctcc 
tggaaaaacc tcttaacaat 
ctttcatgtt ctatggagcc 
actccaagac caagaacaat 
acgacctagt gaaaccagtg 
tctgctggat ttccgggtgg 
acgctgccaa ggtgcttctc 
acctgatcac accagccatg 
agggtgacag tggagggcct 
atacaagctg gggttctggc 
tggtattcac ggactggatt 
cgtccttgac gtcgttttac 
ttactcttag agatgattca 
tttggcactc tctgccattc 
ctaacccctt gtccgcaagg 
ggaggagagg ggtggaggct 
aattttggat gagcatggag 
gagagacatg gaaagggaga 
ttggtagtgt ccccagccta 
ttagcagccc tggatggtgg 
gtagtcactt gtaaggggaa 
tgcccttggt gcgagggaag 
tctccacctg cacattgggt 
ccctgaccct gctcctagca 
caagtctggc accatgttgg 
ggggaa 



ggaggcggag gcggagggcg 60 
gaacattcca gatacctatc 12 0 
tcagggtcac cacctgctat 180 
ccctatcccg cacagcccac 240 
tacccgtccc ccgtgcccca 3 00 
gtctgcacgc agcccaaatc 3 50 
ctgtgcatca ccttgaccct 42 0 
ctctggaagt tcatgggcag 480 
acctgcatca acccctctaa 540 
gagaatcggt gtgttcgcct 600 
aggaagtcct ggcaccctgt 6 60 
tgcagggaca tgggctataa 720 
ggatccacca gctttatgaa 780 
ctgtaccaca gtgatgcctg 840 
ggggtcaact tgaactcaag 9 00 
ggggcctggc cctggcaggt 9 60 
atcatcaccc ccgagtggac 102 0 
ccatggcatt ggacggcatt 1080 
ggataccaag tagaaaaagt 1140 
gacattgcgc tgatgaagct 1200 
tgtctgccca acccaggcat 1260 
ggggccaccg aggagaaagg 132 0 
attgagacac agagatgcaa 13 80 
atctgtgccg gcttcctgca 1440 
ctggtcactt cgaagaacaa 15 0 0 
tgtgccaaag cttacagacc 1560 
tatcgacaaa tgagggcaga 162 0 
aagaaaacaa tggggctggt 168 0 
gaggtcactt catttttatt 1740 
tgtgcaggct gcagtggctc 1800 
ggtgatggcc ggctggttgt 1860 
gccccattga gatcttcctg 1920 
ctgtcacctc tcagctgctg 1980 
cagccaggtg gcacctgcag 2 040 
cctctccaca aggggatttt 2100 
ccagaaataa agggaccagc 2160 
cagaaacatt tttgttctta 222 0 
caattgaaaa ggaacttgcc 2280 
ggggctcctg ggagggagac 2340 
ccctggagag tgcacatgcc 2400 
cctcttcagg cctgctagtc 2460 
2486 



<210> 23 

<211> 384 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 991163CD1 



<400> 23 

Met Gly Ser Lys Cys Ser Asn Ser Gly lie Glu Cys Asp Ser Ser 
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1 








5 








Gly 


Thr 


Cys 


He 


Asn 


Pro 


Ser 


Asn 










20 








Cys 


Pro 


Gly Gly 


Glu 


Asp 


Glu 


Asn 










35 








Pro 


Asn 


Phe 


He 




Gin 


Val 


Tyr 










50 








His 


Pro 


Val 


Cys 


Gin 


Asp 


Asp 


Trp 










65 








Ala 


Cys 


Arg 


Asp 


Met 
80 


Gly 


Tyr 


Lys 


Gly 


He 


Val 


Asp 


Asp 


Ser 


Gly 


Ser 










95 








Thr 


Ser 


Ala 


Gly 


Asn 


Val 


Asp 


He 










110 








Asp 


Ala 


Cys 


Ser 


Ser 


Lys 


Ala 


Val 










125 








Cys 


Gly 


Val 


Asn 


Leu 


Asn 


Ser 


Ser 










140 








Gly Glu 


Ser 


Ala 


Leu 


Pro 


Gly 


Ala 










155 








IS 




Gin 


Asn 


Val 


His 


Val 


Cys 










170 








Glu 


rp 


Thr 


Val 


Thr 


Ala 


Ala 


His 










185 








Asn 


Pro 


Trp 


His 


Trp 


Thr 


Ala 


Phe 










200 








Phe 


Met 


Phe 


Tyr 


Gly 


Ala 


Gly 


Tyr 










215 








His 


Pro 


Asn 


Tyr 


Asp 


Ser 


Lys 


Thr 










230 








Met 


Lys 


Leu 


Gin 


Lys 


Pro 


Leu 


Thr 










245 








Val 


Cys 


Leu 


Pro 


Asn 


Pro 


Gly 


Met 










260 








Cys 


Trp 


He 


Ser 


Gly 


Trp 


Gly 


Ala 










275 








Ser 


Glu 


Val 


Leu 


Asn 


Ala 


Ala 


Lys 










290 








Arg 


Cys 


Asn 


Ser 


Arg 


Tyr 


Val 


Tyr 










305 








Met 


He 


Cys 


Ala 


Gly 


Phe 


Leu 


Gin 










320 








Gly 


Asp 


Ser 


Gly 


Gly 


Pro 


Leu 


Val 










335 








Trp 


Leu 


He 


Gly 


Asp 


Thr 


Ser 


Trp 










350 








Tyr 


Arg 


Pro 


Gly 


Val 


Tyr 


Gly 


Asn 










365 








He 


Tyr 


Arg 


Gin 


Met 


Arg 


Ala 


Asp 










380 









<210> 24 

<211> 1001 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3220207CB1 

<220> 

<221> unsure 
<222> 610-648 

<223> a, t, c, g, or other 





10 










15 


Trp 


Cys 


Asp 


Gly 


Val 


Ser 


His 




25 










30 


Arg 


Cys 


Val 


Arg 


Leu Tyr Gly 




40 










45 


Ser 


Ser 


Gin 


Arg 


Lys 


Ser 


Trp 




55 










60 


Asn 


Glu 


Asn 


Tyr 


Gly Arg Ala 




70 










75 


Asn 


Asn 


Phe 


Tyr 


Ser 


Ser 


Gin 




85 










90 


Thr 


Ser 


Phe 


Met 


Lys 


Leu 






100 










105 


Tyr 


Lys 


Lys 


Leu 


Tvr 


His 






115 










120 


Val 


Ser 


Leu 


Arg 


Cys 


He 


Ala 




130 










135 


Arg 


Gin 


Ser 


Arg 


He 


Val 


Gly 




145 










150 


Trp 


Pro 


Trp 


Gin 


Val 


Ser 






150 










165 


Gly 


Gly 


Ser 


He 


He 


Thr 






175 










180 


Cys 


Val 


Glu 


Lys 


Pro 


Leu 






190 










195 


Ala 


Gly 


He 


Leu 


Arg 


Gin 






205 










210 


Gin 


Val 


Glu 


Lys 


Val 


He 






220 










225 


Lys 


Asn 


Asn 


Asp 


He 


Ala 






235 










240 


Phe 


Asn 


Asp 


Leu 


Val 


Lys 






250 










255 


Met 


Leu 


Gin 


Pro 


Glu 


Gin 






265 










270 


Thr 


Glu 


Glu 


Lys 


Gly 


Lys 


Thr 




280 










285 


Val 


Leu 


Leu 


He 


Glu 


Thr 


Gin 




295 










300 


Asp 


Asn 


Leu 


He 


Thr 


Pro 


Ala 




310 










315 


Gly Asn 


Val 


Asp 


Ser 


Cys 


Gin 




325 










330 


Thr 


Ser 


Lys 


Asn 


Asn 


He 


Trp 




340 










345 


Gly 


Ser 


Gly 


Cys 


Ala 


Lys 


Ala 




355 










360 


Val 


Met 


Val 


Phe 


Thr 


Asp 


Trp 




370 










375 


Gly 
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<400> 24 

atgattacga attcgagctc gtaccccccc agaatgttga cagtcgctct cctagccctt 60 
ctctgtgcct cagcctctgg caatgccatt caggccaggt cttcctccta tagtggagag 12 0 
tatggaagtg gtggtggaaa gcgattctct cattctggca accagttgga cggccccatc 18 0 
accgccctcc gggtccgagt caacacatac tacatcgtag gtcttcaggt gcgctatggc 240 
aaggtgtgga gcgactatgt gggtggtcgc aacggagacc tggaggagat ctttctgcac 3 00 
cctggggaat cagtgatcca ggtttctggg aagtacaagt ggtacctgaa gaagctggta 3 60 
tttgtgacag acaagggccg ctatctgtct tttgggaaag acagtggcac aagtttcaat 42 0 
gccgtcccct tgcaccccaa caccgtgctc cgcttcatca gtggccggtc tggttctctc 480 
atcgatgcca ttggcctgca ctgggatgtt taccccacta gctgcagcag atgctgagcc 540 
tcctctcctt ggcaggggca ctgtgatgag gagtaagaac tcccttatca ctaaccccca 600 
tccaaatggn nnnnnnnnnn nnnnnnnnnn nnnnnnnnrm nnnnnnnntc ctgtgtgaaa 660 
ttgttatccg ctcacaattc cacacaacat acgagccgga agcataaagt gtaaagcctg 72 0 
gggtgcctaa tgagtgagct aactcacatt aattgcgttg cgctcactgc ccgctttcca 780 
gtcgggaaac ctgtcgtgcc agctgcatta atgaatcggc caacgcgcgg ggagaggcgg 84 0 
tttgcgtatt gggcgctctt ccgcttcctc gctcactgac tcgctgcgct cggtcgttcg 900 
gctgcggcga gcggtatcag ctcactcaaa ggcggtaata cggttatcca cagaatcagg 960 
gggatacgca ggaaagaaca tgtgagcaaa aggccagcaa a 10 01 



<210> 25 
<211> 178 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> IncytG ID No: 3220207CD1 

<400> 25 



Met 


He 


Thr 


Asn 


Ser 


Ser 


Ser 


Tyr 


Pro 


Pro 


Arg 


Met 


Leu 


Thr 


Val 


1 








5 










10 










15 


Ala 


Leu 


Leu 


Ala 


Leu 


Leu 


Cys 


Ala 


Ser 


Ala 


Ser 


Gly Asn Ala 


He 










20 










25 










30 


Gin 


Ala 


Arg 


Ser 


Ser 
35 


Ser 


Tyr 


Ser 


Gly 


Glu 
40 


Tyr 


Gly 


Ser 


Gly 


Gly 
45 


Gly 


Lys 


Arg 


Phe 


Ser 


His 


Ser 


Gly Asn 


Gin 


Leu 


Asp 


Gly 


Pro 


He 










50 










55 










60 


Thr 


Ala 


Leu 


Arg 


Val 
65 


Arg 


Val 


Asn 


Thr 


Tyr 
70 


Tyr 


He 


Val 


Gly 


Leu 
75 


Gin 


Val 


Arg 


Tyr 


Gly 


Lys 


Val 


Trp 


Ser 


Asp 


Tyr 


Val 


Gly Gly Arg 










80 










85 










90 


Asn 


Gly 


Asp 


Leu 


Glu 
95 


Glu 


He 


Phe 


Leu 


His 
100 


Pro 


Gly 


Glu 


Ser 


Val 
105 


He 


Gin 


Val 


Ser 


Gly 
110 


Lys 


Tyr 


Lys 


Trp 


Tyr 
115 


Leu 


Lys 


Lys 


Leu 


Val 
120 


Phe 


Val 


Thr 


Asp 


Lys 
125 


Gly 


Arg 


Tyr 


Leu 


Ser 
130 


Phe 


Gly 


Lys 


Asp 


Ser 
135 


Gly Thr 


Ser 


Phe 


Asn 


Ala 


Val 


Pro 


Leu 


His 


Pro 


Asn 


Thr 


Val 


Leu 










140 










145 










150 


Arg 


Phe 


He 


Ser 


Gly 
155 


Arg 


Ser 


Gly 


Ser 


Leu 
160 


He 


Asp 


Ala 


He 


Gly 
165 


Leu 


His 


Trp 


Asp 


Val 
170 


Tyr 


Pro 


Thr 


Ser 


Cys 
175 


Ser 


Arg 


Cys 







<210> 26 

<211> 2129 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 203309.2 



<400> 26 

ggcgccagtg tgctggaaag tgaagctaca ggtgctccct cctggaatct ccaatggatt 50 
tcagtcgcag aagcttccac agaagcctga gctcctcctt gcaggcccct gtagtcagta 120 
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cagtgggcat gcagcgcctc gggacgacac ccagcgttta tgggggtgct ggaggccggg 18 0 
gcatccgcat ctccaactcc agacacacgg tgaactatgg gagcgatctc acaggcggcg 240 
gggacctgtt tgttggcaat gagaaaatgg ccatgcagaa cctaaatgac cgtctagcga 3 00 
gctacctaga aaaggtgcgg accctggagc agtccaactc caaacttgaa gtgcaaatca 3 60 
agcagtggta cgaaaccaac gccccgaggg ctggtcgcga ctacagtgca tattacagac 420 
aaattgaaga gctgcgaagt cagattaagg atgctcaact gcaaaatgct cggtgtgtcc 480 
tgcaaattga taatgctaaa ctggctgctg aggacttcag actgaagtat gagactgaga 540 
gaggaatacg tctaacagtg gaagctgatc tccaaggcct gaataaggtc tttgatgacc 600 
taaccctaca taaaacagat ttggagattc aaattgaaga actgaataaa gacctagctc 660 
tcctcaaaaa ggagcatcag gaggaagtcg atggcctaca caagcatctg ggcaacactg 720 
tcaatgtgga ggttgatgct gctccaggcc tgaaccttgg cgtcatcatg aatgaaatga 780 
ggcagaagta tgaagtcatg gcccagaaga accttcaaga ggccaaagaa cagtttgaga 840 
gacagactgc agttctgcag caacaggtca cagtgaatac tgaagaatta aaaggaactg 9 00 
aggttcaact aacggagctg agacgcacct cccagagcct tgagatagaa ctccagtccc 9 60 
atctcagcat gaaagagtct ttggagcaca ctctagagga gaccaaggcc cgttacagca 102 0 
gccagttagc caacctccag tcgctgttga gctctctgga ggcccaactg atgcagattc 1080 
ggagtaacat ggaacgccag aacaacgaat accatatcct tcttgacata aagactcgac 114 0 
ttgaacagga aattgctact taccgccgcc ttctggaagg agaagacgta aaaactacag 12 0 0 
aatatcagtt aagcaccctg gaagagagag atataaagaa aaccaggaag attaagacag 1260 
tcgtgcaaga agtagtggat ggcaaggtcg tgtcatctga agtcaaagag gtggaagaaa 1320 
atatctaaat agctaccaga aggagatgct gctgaggttt tgaaagaaat ttggctataa 1380 
tcttatcttt gctccctgca agaaatcagc cataagaaag cactattaat actctgcagt 1440 
gattagaagg ggtggggtgg cgggaatcct atttatcaga ctctgtaatt gaatataaat 1500 
gttttactca gaggagctgc aaattgcctg caaaaatgaa atccagtgag cactagaata 1560 
tttaaaacat cattactgcc atctttatca tgaagcacat caattacaag ctgtagacca 162 0 
cctaatatca atttgtaggt aatgttcctg aaaattgcaa tacatttcaa ttatactaaa 1680 
cctcacaaag tagaggaatc catgtaaatt gcaaataaac cactttctaa ttttttcctg 174 0 
tttctgaatt gtaaaacccc ctttgggagt ccctggtttc ttattgagcc aatttctggg 1800 
ttaatcttat tgatttttca gcatcagtac aactctacaa cctttgagct atatctgctt 1860 
tttcccattg cttccactgc cttttaaaac tcaacacagc tttttgaata atttgagagt 1920 
caaattcaat cacaaatgct gagcagaata agagtgaagt acactatact taaaatggaa 1980 
atagattaaa aacaacatta ctgaaaccct tctcaaggca aaatgtgtct ccttttgata 2 04 0 
ataagctgca tatactatca ggtcctctct ttctttatat ggtgaacata tatttttaat 2100 
gaaatgtctc tcattttttt aataacaga 2129 

<210> 27 

<211> 880 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 998971.1 

<400> 27 

gaaaaaaaaa atccctgtga acaacttaca gcaaaaatga aacaaatgaa aaaaaagctt 60 
cgtgtactac aaaaggaact atcagaacca aaagaaataa aatcatagag aatcaaaaag 120 
ttaaaagaga acaagagctc tgcagtgtga ggtatgacat actagtatat aggatacttt 180 
tagtactagc tgacttacct tctgaggttt aactagagaa agaaatctct gtcttgtaga 240 
gtatcaaatt catttaaata atacaagttc ttaactgtga atacatctcc tgataattaa 3 00 
atgcatattt atttaaatca caattttaat ggctgcatag aaggccatta tttggaaacc 3 60 
caattattta cttaacaaat taatttttta tatttaattt ttttgtgtta taataagtgc 42 0 
tgcaaggcat aactgcatgt aaatcttttt ctatcattct aattattgac ttggaataaa 480 
ttattcaata taaaaatatt tggttaaatt ataggaagtt ttaagaagtt ctttgttcat 540 
tacttctaaa ttgttctcaa gaaaatttat attcatttat agttcaacaa agagagtgtg 600 
aaacggccat tcctctaccc ccaataatca ttttccttta attatacact tgtaatctta 660 
atatgcatgg agtataaaga aaaatataga gtaatttatg actagtatat tcaacatctc 72 0 
tctctctcct acataaataa aatcaattca gaattctatg ttaaaaacac ttattatttt 780 
tattttttaa ttaaatataa tattctgtct tattctaaaa gagatttaaa atttgttgat 840 
aaaatataaa ataatcaaca agatacattt aattattact 88 0 

<210> 28 

<211> 4101 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 333 07 6.1 

<400> 28 

gtcctcgccg cgcccgtagg tcccggcagc 
tgggcgggga aagggacagg caggtatagc 
aggccacggt ggaagacgcg tgccgcgagc 
gaggaagctg aaccatctat ctccagaaat 
ttcaaccaag agactcagct gaaggaaatg 
ttcaaaggga atcaagtact gacttcaagc 
atcataggat ccttattgag cgtcaagaga 
ttaaaaagct gcagaagaat tgccagtgca 
gtttccttcc tgttttgcag tggctcccaa 
atgtgatgtc aggcttgatt gtgggcatat 
tgctggctgg ccaagaacct gtctatggtc 
attttctctt gggtacctcc cgtcacatct 
tgattggtga gacagttgac cgagaactac 
ctccttcctt aggaatggtt tcaaatggga 
tatgtgacaa aagttgctat gcaattatgg 
tttatcaggt agcgatgggc ttctttcaag 
ccttgctgag tggatttgtc actggtgcct 
atcttcttgg gctcaacctt cctcggacta 
gtacatgtct tcagaaacat ccataagacc 
gtgcctttta ggttctttat gccaaccaaa 
taaggcacca gattcctatt agaacgtggt 
ttttggaaaa ctacatgaaa attataattc 
tatgccagcc caaagtacca gaatggaacc 
gctatttcca tcattggttt tgctatcact 
catggttaca cagtcaaagc aaaccaggaa 
ccttccttct tccactgttt tactactagt 
tcaacaggct gccatactca gctttctggt 
cctcctagta atagctcctt tgttctattc 
aattgtaaat ctacggggag cccttcgtaa 
tagtagaatg gatacagctt atctggcttt 
actgaaatag gcctacttgt tggggtttgt 
cagaagccaa agagttcact gcttggcttg 
tctgcttaca agaaccttca gactaagcca 
ctctactaca taaacaaaga atgctgttaa 
aatcttaata aaggtggctt ggaagaaggc 
gactcttggt ggaatccagg atgaaatgtc 
gcatactata gtgattgact gcagtgcaat 
actgaaagaa gttcgcagag attatgaagc 
caatcccact gtgagggatt ccctaaccaa 
ccttctcttc tatagtgtgt atgaagcgat 
aggagtatgt gttcccaatg gtctgagtct 
agaatgtcta gccaataggt taaaatttca 
gaaattttgc acacttgaaa ttttaaccaa 
aatggcattt gtatatacac actgcagcag 
aaaatacggt ttcaggcttt cttgcagata 
attgaactgt actgtaaagt agctccaaaa 
catttgggac tgtgcattct ccaagagatg 
agtgctgtag acttctttat gtggcccagt 
tctaagtacc ataggtcaag aggcttctgg 
ttcttgtagt tttctatccc cagtctttgc 
agtgccattc ctgtccttaa ggcacagtct 
taacatcctg agagccagcc tgacattaga 
tttactcatg cctttttgtt taggataaat 
aaaaaacaat aggagtcctt ccttgtcttt 
ttctctacca ttaagctcta ttttaggttt 
ctgtcctaaa actggtgttt ttgtcagtga 
agcattttaa atgagtttga tgtacagtaa 
tcaagtcacc taaagctatt atgcaggagg 
gctatgggtg tattattcat gatagctggc 
tttcaaaaag caagaatgtc caacactgaa 
ggtaagaaaa aaccaggttc tccaaagtta 



cgggccccgc ctccttcgga gtccgagcga 60 
tctgtcggcg acgcggtgtc cacctcagtc 12 0 
gcctggttgc ctgcagcggc ccggacccga 18 0 
gtcttcagaa agtaaagagc aacataacgt 240 
acagttatcc atctgggatc catctggaac 300 
aatttgagac caatgatcaa tgcagacctt 3 60 
aatcagatac aaacttcaag gagtttgtta 42 0 
gtccagccaa agccaaaaat atgattttag 480 
aatacgacct aaagaaaaac attttagggg 540 
tattggtgcc ccagtccatt gcttattccc 600 
tgtacacatc tttttttgcc agcatcattt 660 
ctgtgggcat ttttggagta ctgtgcctta 72 0 
agaaagctgg ctatgacaat gcccatagtg 780 
gcacattatt aaatcataca tcagacagga 840 
ttggcagcac tgtaaccttt atagctggag 900 
tgggttttgt ttctgtctac ctctcagatg 960 
ccttcactat tcttacatct caggccaagt 102 0 
atggtgtggg ctcactcatc actaccggga 108 0 
aatctctgtg atcttatcac cagacctttt 1140 
gaactcaagt gaacacttca aatccaagct 12 00 
tgttgttgta gcagacacat tagcctctca 1260 
tagtattgct ggacatattc ccactgggtt 132 0 
taattcctag tgtggctgta gatgcaacta 13 8 0 
gtatcacttt ctgagatgtt tgccaagaaa 144 0 
atgtatgcca ttggcttttg taatatcatc 1500 
gcagctcttg caaagacatt ggttaaagaa 1560 
gtggtaacag acctggttct tttcgttggt 152 0 
ccttcaaaaa agtgtccttg gtgtgatcac 1580 
atttagggat cttcccaaaa tgtggagtat 1740 
gttactatgc tgtcctctgc actgctaagt 180 0 
ttttctatat tttgtgtcat cctccgcact 1860 
gtggaagagt ctgaggtctt tgaatctgtg 192 0 
ggcatcaaga ttttccgctt tgtagcccct 1980 
atctgcttta tacaaacaaa ctgtcaaccc 2040 
agcaaagaga aagatcaaag acaaagtagt 210 0 
agtgcaactt tcccatgatc ccttggagct 2160 
tcaattttta gatacagcag ggatccacac 222 0 
cattggaatc caggttctgc tggctcagtg 228 0 
cggagaatat tgcaaaaagg aagaagaaaa 23 4 0 
ggcttttgca gaagtatcta aaaatcagaa 240 0 
tagtagtgat taattgagaa ggtagataga 246 0 
agtgtccaac atttcccagt tccacagtgg 252 0 
gtggctagat attattcctc ctttgaagct 258 0 
agcttgtagc tggacagagt caaaaagaag 2 64 0 
tgaagtattc ttggaatgca ataagtatgt 27 0 0 
cttaattact ctcctgtttt aggggttata 27 6 0 
aagcggtgaa gttggggatt tacattggga 282 0 
ggaagagagg gaaaagaatg ttgcacctgc 2880 
atcacaaaag tcataaccaa gacaggtttg 2940 
tccccagatg gcagtagttt ttagtaggaa 3 00 0 
catcagaagt ttaatacctg ggcaggttta 3060 
cagaataccc tttgtaatac attggaaatt 312 0 
aggtaagcac aaagagctct tcaaaatcag 3180 
cctgtgatct ctgtccttgt ttctgagact 3240 
cagttattct agtttgtttc ccatggaatt 33 00 
cagtccttgc ccagtcagca atttcctaac 33 60 
atattgatga caatgacagc ttttaactct 342 0 
atttagaagt cacattcata aaacccaagt 3480 
ccacaggtca tgaattgagg aggaatttgc 3 540 
agtttatagt tttatatttg gaccttgaaa 3 50 0 
ggaataggga actaatttat gaaacagcca 3 660 
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tcttaaaaaa aaaaaaaagt aaactgcaaa agtacaaaat catttttcaa tctgttccca 3 72 0 
gtttctaaac aattttaaat atttatgaga agcaaaccct atgtgtaggg catctgtggg 3780 
agtgggatgc ttttagacat attttaagta tgtacatgtt taatatgttt ttttaaaatg 384 0 
gcatatatat tttattatat ctatattatc ctatatagat atttgtaact tagctttatt 3900 
ggttagctcc ataagctggc agtggttggc ttttctggtg ggtagagctc tcccattggg 39 6 0 
tgacttggaa aatacctttc cattatcaca acaaagcagt ggtcagtaga acgtctagat 402 0 
ttctgtctta taggtgattc gtgcttatag gtgattataa tcaagtgtag gcttcctgaa 4080 
tttggacatc ttttagaact g 4101 



<210> 29 

<211> 2918 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 989613CB1 



<400> 29 

cttgcagcaa tggcttggat tagatccact 
cacatagcag ctgtaccgat taagtatctt 
ggtgaacaga aggatatttc agaaatcaat 
gacatcctct tgcagaaatc cagaaatggc 
cccattcctt acatcttggc tgataatttg 
gcctttgaga tgttccgtct caagtcctgt 
tcatatatca tatttcaaca gtttgatggg 
ggacagaaca tttccattgg ccaaggatgt 
ctgcatgctt tgggatttta ccacgagcag 
atctggtggg accaaattct ttcaggttac 
ttaatcacag acctcaatac accctatgat 
tcatttaaca agaatgcaag tgttcccacc 
attatcggac aacgcctgga tttcagtgcc 
aattgcacca caactcacac tcttttggac 
ggaatgattc agggcaccag agatgacact 
ggagaagtgg atcacacctt gttgggacaa 
agcaccagct cggggtccgc ggaagaggca 
aagaggaagc agcagtgcct gcaatttttc 
ctcgttgtct gggtcaggag ggatgacagc 
cagacttttc aaggagatga tgaccacaat 
gaacagaagt ttcgctacct tttccagggc 
ggaatttacc tagatgacat cactctgaca 
gtccggaatt tctcccaagt ccttgagaac 
cgattctaca attcggaggg atatggtttt 
agctctggtt acttgagact tgcttttcat 
gagtggccgg tagaaaacag acaggtgata 
cagaacagga tgtcctcaag catggtgttc 
ataaatgaca ctgtcatctg ggacaggccg 
aattgtttta gaagcatcga cttgggctgg 
aggaggagtt tcctgaaaaa tgatgacctc 
cacctcagcc agactgaagt tcccactaaa 
ctccaaggcc aggagcagca ggtctccgaa 
gcGctacctg tcagcctgag ccaggggcag 
acaggccccc tggaggacca taactggcca 
ccttgccaaa atgacggcat ctgtgtgaac 
tctggacatg ctttcttcta cacgggggag 
gtcctgggca tggtgatcgg aggcacggct 
gccatccttt cccaaaggcc aaggaagtga 
agcacctcct ccatgcaggc cttaactttc 
ttatcagcct tgctttggat aggacctcca 
ccttgtcatc tctctgcccc acataattat 
agtgtgtcct gtgacaacac tcatcacact 
ctttcctata gactgtaagc tccatgaggg 
ggccccagtg cctagatgca tggctggcac 
taaaacaata aatgaatgaa taactaagat 
atatatatga tgaaattctt atgttgaata 
atacagtagt gtcatcactc ttttaagatc 



tgcattctct tttttacctt gctttttgcc 60 
cctgaagaaa atgtacatga tgcagatttt 120 
ttagctgcag gcttggacct ctttcaaggg 180 
ctgagagacc caaacaccag gtggacgttc 240 
gggctgaatg ctaaaggagc cattctgtat 3 00 
gtggatttca agccctatga aggagagagc 3 60 
tgctggtctg aggttggtga ccaacatgtg 42 0 
gcctataagg ccatcataga acacgagatc 48 0 
tcaaggacgg accgggatga ttatgtgaac 54 0 
cagcacaact ttgacaccta tgatgatagc 600 
tatgagtctt tgatgcacta ccagcctttc 660 
atcacagcca agatccctga gtttaactcc 72 0 
attgatttag agaggctgaa ccgaatgtac 78 0 
cactgtactt ttgagaaggc aaacatctgt 840 
gactgggccc atcaggacag tgctcaggct 900 
tgcacaggtg ccggctactt catgcagttc 960 
gccctactgg agtctcggat tctttaccca 1020 
tataaaatga cgggaagtcc ttcagacaga 1080 
acaggcaatg ttcgcaagtt ggtgaaggtg 1140 
tggaaaattg cccatgtggt gctcaaagag 12 0 0 
acaaaaggcg accctcagaa ctcaactggg 12 50 
gaaaccccct gccccacagg ggtctggaca 132 0 
accagcaaag gggacaagct tcagagccct 13 80 
gggttaactt tatacccaaa tagcagagaa 144 0 
gtgtgcagtg gggagaacga tgctatcctg 1500 
attaccatcc ttgaccagga gcctgatgtc 1560 
actacctcga agtcgcacac atctccagcg 1620 
tccagggtgg gaacctatca tacagactgt 1680 
agtggtttca tttcccacca aatgctgaaa 1740 
atcatatttg tggactttga agatatcacc 18 0 0 
ggcaaaagac tgagccccca aggcctcatt 18 60 
gaaggttcgg gaaaggccat gttagaggaa 1920 
cccagccgac agaagcggtc ggtggagaac 19 80 
cagtacttca gagacccatg tgacccaaac 2040 
gtgaagggga tggcgagctg caggtgcatc 2100 
cgctgtcagg ccgtgcaggt gcacggcagt 2160 
ggcgtgatct tcttgacctt ctccatcatc 2220 
cctgcctgct ggcattggcc agaccacagc 2280 
ccatgttcaa tgcagtttgg ggcagctttt 2340 
aggactaagg cctccagccc catgtgtgac 24 00 
gttactttgc tatgtgctcc taatgtatct 2460 
tcattgtaaa tcacttgttt tattgactgt 2520 
caggcacatg ttgttctcat tgaccgtgct 2580 
attgttggca ctcaacaatg gttgaatgaa 2640 
atagaaactc tcatttatat tgcagattga 27 00 
tgttagaatc aaatactcat ttttcattag 2760 
ttgttaaaga tttcaaataa aggtacttct 2820 
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gggcagccag gctgcacagc atttgctttc ctctgagatt 


ctaagagaag gcctti 


aatttaataa atattgagtt agcaas 


laaas 


J. aaaaaaaa 










<210> 30 


























<211> 746 


























<212> PRT 


























<213> Homo sapiens 






















<220> 


























<221> misc_f eature 






















<223> Incyte ID 


No : 


989613CD1 
















<400> 30 


























Met Ala Trp 


He 


Arg 


Ser 


Thr 


Cys 


He 


Leu 


Phe 


Phe 


Thr 


Leu 


Leu 


1 




5 










10 










15 


Phe Ala His 


He 


Ala 


Ala 


Val 


Pro 


He 


Lys 


Tyr 


Leu 


Pro 


Glu 


Glu 






20 










25 










30 


Asn Val His 


Asp 


Ala 


Asp 


Phe 


Gly 


Glu 


Gin 


Lys 


Asp 


He 


Ser 


Glu 






35 










40 










45 


lie Asn Leu 


Ala 


Ala 


Gly 


Leu 


Asp 


Leu 


Phe 


Gin 


Gly 


Asp 


He 


Leu 






50 










55 










60 


Leu Gin Lys 


Ser 




Asn 


Gly 


Leu 


Arg 


Asp 


Pro 


Asn 


Thr 


Arg 


Trp 






65 










70 










75 


Thr Phe Pro 


He 




Tyr 


He 


Leu 


Ala 


Asp 


Asn 


Leu 


Gly 


Leu 








80 










85 










90 


Ala Lys Gly 


Ala 


He 


Leu 


Tyr 


Ala 


Phe 


Glu 


Met 


Phe 


Arg 


Leu 








95 










100 










l'05 


Ser Cys Val 


Asp 




Lys 


Pro 


Tyr 


Glu 


Gly 


Glu 


Ser 


Ser 


Tvr 


He 






110 










115 










120 


lie Phe Gin 


Gin 


Phe 


Asp 


Gly 


Cys 


Trp 


Ser 


Glu 


Val 


Gly 


Asp 


Gin 






125 










130 










135 


His Val Gly 


Gin 




He 


Ser 


He 


Gly 


Gin 


Gly 


Cys 


Ala 


Tyr 








140 










145 










150 


Ala He He 


Glu 


His 


Glu 


He 


Leu 


His 


Ala 


Leu 


Gly 


Phe 


Tyr 


His 






155 










160 










165 


Glu Gin Ser 


Arg 


Thr 


Asp 


Arg 


Asp 


Asp 


Tyr 


Val 


Asn 


He 


Trp 


Trp 






170 










175 










180 


Asp Gin He 


Leu 


Ser 


Gly 


Tyr 


Gin 


His 


Asn 


Phe 


Asp 


Thr 


Tyr 








185 










190 










195 


Asp Ser Leu 


He 


Thr 


Asp 


Leu 


Asn 


Thr 


Pro 


Tyr 


Asp 


Tyr 


Glu 


Ser 






200 










205 










210 


Leu Met His 


Tyr 


Gin 


Pro 


Phe 


Ser 


Phe 


Asn 


Lys 


Asn 


Ala 


Ser 


Val 






215 










220 










225 


Pro Thr He 


Thr 


Ala 


Lys 


He 


Pro 


Glu 


Phe 


Asn 


Ser 


He 


He 


Gly 






230 










235 










240 


Gin Arg Leu 


Asp 


Phe 


Ser 


Ala 


He 


Asp 


Leu 


Glu 


Arg 


Leu 


Asn 


Arg 






245 










250 










255 


Met Tyr Asn 


Cys 




Thr 


Thr 


His 


Thr 


Leu 


Leu 


Asp 


His 


Cys 


Thr 






260 










265 










270 


Phe Glu Lys 


Ala 




He 






Met 


He 


Gin 


Gly 


Thr 


Arg 


Asp 






275 










280 










285 


Asp Thr Asp 


Trp 


Ala 


His 


Gin 


Asp 


Ser 


Ala 


Gin Ala Gly Glu Val 






290 










295 










300 


Asp His Thr 


Leu 


Leu 


Gly 


Gin 


Cys 


Thr 


Gly 


Ala 


Gly 


Tyr 


Phe 


Met 






305 










310 










315 


Gin Phe Ser 


Thr 


Ser 


Ser 


Gly 


Ser 


Ala 


Glu 


Glu 


Ala 


Ala 


Leu 


Leu 






320 










325 










330 


Glu Ser Arg 


He 


Leu 


Tyr 


Pro 


Lys 


Arg 


Lys 


Gin 


Gin 


Cys 


Leu 


Gin 






335 




















345 


Phe Phe Tyr 


Lys 


Met 


Thr 


Gly 


Ser 


Pro 


Ser 


Asp 


Arg 


Leu 


Val 


Val 






350 










355 










360 


Trp Val Arg 


Arg 


Asp 


Asp 


Ser 


Thr 


Gly 


Asn 


Val 


Arg 


Lys 


Leu 


Val 






365 










370 










375 


Lys Val Gin 


Thr 


Phe 


Gin 


Gly 


Asp 


Asp 


Asp 


His 


Asn 


Trp 


Lys 


He 






380 










385 










390 


Ala His Val 


Val 


Leu 


Lys 


Glu 


Glu 


Gin 


Lys 


Phe 


Arg 


Tyr 


Leu 


Phe 
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395 










400 










405 


Gin 


Gly 


Thr 




Gly 
410 


Asp 


Pro 


Gin 


Asn 


Ser 
415 


Thr 


Gly 


Gly 


He 


Tyr 
420 








He 


Thr 
425 






Glu 


Thr 


Pro 
430 


Cys 


Pro 


Thr 


Gly 


Val 
435 




Thr 


Val 




440 


Phe 


Ser 


Gin 


Val 


Leu 

445 


Glu 


Asn 


Thr 


Ser 


Lys 
450 


Gly 


Asp 


Lys 


Leu 


Gin 
455 


Ser 


Pro 


Arg 


Phe 


Tyr 
460 


Asn 


Ser 


Glu 


Gly 


Tyr 
465 


Gly 


PhG 


Gly 


Leu 


Thr 
470 


Leu 


Tyr 


Pro 


Asn 


Ser 
475 


Arg 


Glu 


Ser 


Ser 


Gly 
480 


Tyr 








Ala 
485 


Phe 


His 


Val 


Cys 


Ser 
490 


Gly 


Glu 


Asn 


Asp 


Ala 
495 


lie 




Glu 


Trp 


Pro 
500 


Val 


Glu 


Asn 


Arg 


Gin 

505 


Val 


He 


He 


Thr 


He 
510 






Gin 


Glu 


515 




Val 


Gin 




Arg 
520 


Met 


Ser 


Ser 


Ser 


Met 
525 


Val 


Phe 


Thr 


Thr 


Ser 
530 


Lys 


Ser 


His 


Thr 


Ser 
535 


Pro 


Ala 


He 


Asn 


Asp 
540 


Thr 


Val 


He 


Trp 


545 




Pro 


Ser 


Arg 


Val 
550 


Gly 


Thr 


Tyr 


His 


Thr 
555 




Cys 


Asn 


Cys 


Phe 
560 


Arg 


Ser 


He 


Asp 


Leu 
565 


Gly 


Trp 


Ser 


Gly 


Phe 
570 


lie 




His 


Gin 


Met 
575 




Lys 


Arg 


Arg 


Ser 
580 


Phe 


Leu 


Lys 


Asn 


Asp 
585 






He 


He 


Phe 
590 


Val 


Asp 


Phe 


Glu 


595 


He 


Thr 


His 


Leu 


Ser 
600 


Gin 


Thr 


Glu 


Val 


605 


Thr 


Lys 


Gly 


Lys 


610 


Leu 


Ser 


Pro 


Gin 


Gly 
615 


Leu 


lie 


Leu 


Gin 


Gly 
620 


Gin 


Glu 


Gin 


Gin 


Val 
625 




Glu 


Glu 


Gly 


Ser 
630 


Gly Lys 


Ala 


Met 




Glu 


Glu 


Ala 




Pro 


Val 






Ser 


Gin 










635 










640 










645 


Gly 


Gin 






650 


Gin 








Val 
655 


Glu 




Thr 


Gly 


Pro 
660 


Leu 


Glu 




His 


665 


Trp 


Pro 


Gin 


Tyr 


Phe 
670 


Arg 


Asp 


Pro 


Cys 


Asp 
675 


Pro 


Asn 




Cys 


Gin 
680 






Gly 


He 


Cys 
685 


Val 




Val 




Gly 
690 


Met 


Ala 


Ser 


Cys 


Arg 
695 


Cys 


He 


Ser 


Gly 


His 
700 


Ala 


Phe 


Phe 


Tyr 


Thr 
705 


Gly 


Glu 


Arg 


Cys 


Gin 
710 


Ala 


Val 


Gin 


Val 


His 
715 


Gly 


Ser 


Val 




Gly 
720 


Met 


Val 


He 


Gly Gly 


Thr 


Ala 


Gly Val 


He 


Phe 


Leu 


Thr 


Phe 


Ser 










725 










730 










735 


He 


He 


Ala 


He 


Leu 
740 


Ser 


Gin 


Arg 


Pro 


Arg 
745 


Lys 











<210> 31 

<211> 1142 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2921920CB1 

<400> 31 

ggagctccga gtgtccacag gaagggaact atcagctcct ggcatctgta aggatgctgt 6 0 
ccatgctgag gacaatgacc agactctgct tcctgttatt cttctctgtg gccaccagtg 120 
ggtgcagtgc agcagcagcc tcttctcttg agatgctctc gagggaattc gaaacctgtg 180 
ccttctcctt ttcttccctg cctagaagct gcaaagaaat caaggaacgc tgccatagtg 240 
caggtgatgg cctgtatttt ctccgcacca agaatggtgt tgtctaccag accttctgtg 3 00 
acatgacttc tgggggtggc ggctggaccc tggtggccag cgtgcacgag aatgacatgc 3 60 
atgggaagtg cacggtgggt gatcgctggt ccagtcagca gggcaacaaa gcagactacc 42 0 
cagaggggga tggcaactgg gccaactaca acacctttgg atctgcagag gcggccacga 480 



PA-0038 US 



gcgatgacta caagaaccct 
atgtgcccaa caagtccccc 
ccaacactgg cttcctccag 
cagtgaaata cagatcaggg 
atgactttgg tgatgctaag 
ttgttgcagg attcgttcag 
gtgctgggat aaaagttact 
tcttcccaca gggcaaaccc 
atggaactca cgttaagagc 
tctatagatg agacagagct 
atttggagac ggaaaaactg 
tc 

<210> 32 
<211> 325 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 2921920CD1 

<400> 32 



Met 


Leu 


Ser 


Met 


Leu 


Arg 


Thr 


Met 


Thr 


Arg 


Leu 


Cys 


Phe 


Leu 


Leu 


1 








5 










10 










15 


Phe 


Phe 


Ser 


Val 


Ala 


Thr 


Ser 


Gly 


Cys 


Ser 


Ala 


Ala 


Ala 


Ala 


Ser 










20 










25 










30 


Ser 


Leu 


Glu 


Met 


Leu 


Ser 


Arg 


Glu 


Phe 


Glu 


Thr 


Cys 


Ala 


Phe 


Ser 










35 










40 










45 


Phe 


Ser 


Ser 


Leu 


Pro 


Arg 


Ser 


Cys 


Lys 


Glu 


He 


Lys 


Glu Arg 


Cys 










50 










55 










60 


His 


Ser 


Ala 


Gly 


Asp 


Gly 


Leu 


Tyr 


Phe 


Leu 


Arg 


Thr 


Lys 


Asn 


Gly 










65 










70 










75 


Val 


Val 


Tyr 


Gin 


Thr 


Phe 


Cys 




Met 


Thr 


Ser 


Gly 


Gly 


Gly 


Gly 










80 










85 










90 


Trp 


Thr 


Leu 


Val 


Ala 


Ser 


Val 


His 


Glu 


Asn 


Asp 


Met 


His 


Gly 


Lys 










95 










100 










105 


Cys 


Thr 


Val 


Gly 


Asp 


Arg 


Trp 


Ser 


Ser 


Gin 


Gin 


Gly Asn 


Lys 


Ala 










110 










115 










120 


Asp 


Tyr 


Pro 


Glu 


Gly 


Asp 


Gly 


Asn 


Trp 


Ala 


Asn 


Tyr 


Asn 


Thr 


Phe 










125 










13 0 










135 


Gly 


Ser 


Ala 


Glu 


Ala 


Ala 


Thr 


Ser 


Asp 


Asp 


Tyr 


Lys 


Asn 


Pro 


Gly 










140 










145 










150 


Tyr 


Tyr 


Asp 


He 


Gin 


Ala 


Lys 


Asp 


Leu 


Gly 


He 


Trp 


His 


Val 


Pro 










155 










160 










165 


Asn 


Lys 


Ser 


Pro 


Met 


Gin 


His 


Trp 


Arg 


Asn 


Ser 


Ala 


Leu 


Leu 


Arg 










170 










175 










180 


Tyr 


Arg 


Thr 


Asn 


Thr 


Gly 


Phe 


Leu 


Gin 


Arg 


Leu 


Gly 


His 


Asn 


Leu 










185 










190 










195 


Phe 


Gly 


He 


Tyr 


Gin 


Lys 


Tyr 


Pro 


Val 


Lys 


Tyr Arg 


Ser 


Gly Lys 










200 










205 










210 


Cys 


Trp 


Asn 


Asp 


Asn 


Gly 


Pro 


Ala 


He 


Pro 


Val 


Val 


Tyr 


Asp 


Phe 










215 










220 










225 


Gly Asp 


Ala 


Lys 


Lys 


Thr 


Ala 


Ser 


Tyr 


Tyr 


Ser 


Pro 


Tyr 


Gly Gin 










230 










235 










240 


Arg 


Glu 


Phe 


Val 


Ala 


Gly 


Phe 


Val 


Gin 


Phe 


Arg 


Val 


Phe 


Asn 


Asn 










245 










250 










255 


Glu 


Arg 


Ala 


Ala 


Asn 


Ala 


Leu 


Cys 


Ala Gly 


He 


Lys 


Val 


Thr 


Gly 










260 










265 










270 


Cys 


Asn 


Thr 


Glu 


His 


His 


Cys 


He 


Gly Gly Gly Gly Phe 


Phe 


Pro 










275 










280 










285 


Gin 


Gly 


Lys 


Pro 


Arg 


Gin 


Cys 


Gly Asp 


Phe 


Ser 


Ala 


Phe 


Asp 


Trp 










290 










295 










300 


Asp 


Gly 


Tyr 


Gly 


Thr 


His 


Val 


Lys 


Ser 


Ser 


Cys 


Ser 


Arg 


Glu 


He 










305 










310 










315 


Thr 


Glu 


Ala 


Ala 


Val 


Leu 


Leu 


Phe 


Tyr 


Arg 













26 



ggctactacg acatccaggc 
atgcagcatt ggagaaacag 
agactgggac ataatctgtt 
aaatgttgga atgacaatgg 
aagactgcat cttattactc 
ttccgggtgt ttaataacga 
ggctgtaaca ctgagcatca 
cgtcagtgtg gggacttctc 
agctgcagtc gggagataac 
ctgcggtgtc agggcgagaa 
gaattctaac aaggaggaga 



caaggacctg ggcatctggc 540 
cgccctgctg aggtaccgca 600 
tggcatctac cagaaatacc 660 
cccagccata cctgtggtct 72 0 
accgtatggt caacgggaat 780 
gagagcagcc aacgcccttt 840 
ctgcatcggt ggaggagggt 9 00 
cgcctttgac tgggatggat 9 60 
ggaggcggct gtactcttgt 102 0 
cccatcttcc aaccccggct 1080 
ggagactaaa tcacatcaat 114 0 
1142 



PA- 003 8 US 



320 325 

<210> 33 

<211> 2966 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> IncytG ID No: 997080.1 

<400> 33 

gcagatcagt gtgtgaggga actgccatca tgaggtctga caagtcagct ttggtatttc 6 0 
tgctcctgca gctcttctgt gttggctgtg gattctgtgg gaaagtcctg gtgtggccct 120 
gtgacatgag ccattggctt aatgtcaagg tcattctaga agagctcata gtgagaggcc 180 
atgaggtaac agtattgact cactcaaagc cttcgttaat tgactacagg aagccttctg 240 
cattgaaatt tgaggtggtc catatgccac aggacagaac agaagaaaat gaaatatttg 3 00 
ttgacctagc tctgaatgtc ttgccaggct tatcaacctg gcaatcagtt ataaaattaa 3 60 
atgatttttt tgttgaaata agaggaactt taaaaatgat gtgtgagagc tttatctaca 42 0 
atcagacgct tatgaagaag ctacaggaaa ccaactacga tgtaatgctt atagaccctg 480 
tgattccctg tggagacctg atggctgagt tgcttgcagt cccttttgtg ctcacactta 540 
gaatttctgt aggaggcaat atggagcgaa gctgtgggaa acttccagct ccactttcct 600 
atgtacctgt gcctatgaca ggactaacag acagaatgac ctttctggaa agagtaaaaa 6 60 
attcaatgct ttcagttttg ttccacttct ggattcagga ttacgactat catttttggg 720 
aagagtttta tagtaaggca ttaggaaggc ccactacatt atgtgagact gtgggaaaag 780 
ctgagatatg gctaatacga acatattggg attttgaatt tcctcaacca taccaaccta 840 
actttgagtt tgttggagga ttgcactgta aacctgccaa agctttgcct aaggaaatgg 9 00 
aaaattttgt ccagagttca ggggaagatg gtattgtggt gttttctctg gggtcactgt 9 60 
ttcaaaatgt tacagaagaa aaggctaata tcattgcttc agcccttgcc cagatcccac 102 0 
agaaggtgtt atggaggtac aaaggaaaaa aaccatccac attaggagcc aatactcggc 1080 
tgtatgattg gataccccag aatgatcttc ttggtcatcc caaaaccaaa gcttttatca 1140 
ctcatggtgg aatgaatggg atctatgaag ctatttacca tggggtccct atggtgggag 1200 
ttcccatatt tggtgatcag cttgataaca tagctcacat gaaggccaaa ggagcagctg 1260 
tagaaataaa cttcaaaact atgacaagcg aagatttact gagggctttg agaacagtca 1320 
ttaccgattc ctcttataaa gagaatgcta tgagattatc aagaattcac catgatcaac 1380 
ctgtaaagcc cctagatcga gcagtcttct ggatcgagtt tgtcatgcgc cacaaaggag 144 0 
ccaagcacct gcgatcagct gcccatgacc tcacctggtt ccagcactac tctatagatg 1500 
tgattgggtt cctgctgacc tgtgtggcaa ctgctatatt cttgttcaca aaatgttttt 1560 
tattttcctg tcaaaaattt aataaaacta gaaagataga aaagagggaa tagatctttc 162 0 
caaattcaag aaagacctga tggggtaatc ctgttaattc cagccacata gaatttggtg 1680 
aaaaccttgc tattttcata ttatctattc tgttatttta tcttagctat atagcctaga 1740 
attccacgat catgaggttg tgagtatatc tcattctttc gttgtatttt cctaggtgtc 1800 
tttactctct tctctcactt tgtgacacaa ggacatgaat acatctaaat tttcctattt 1860 
ctgatatgac tgttttgatg atgtcattac ttctataacc ttaagtgata gggtgacatg 192 0 
caatatgatt attcctggtg tgcgcccaaa cacatggata taaagaggta aaaaacttaa 1980 
aattcacaaa attcagtaaa ccacacaaat caggtaagtg ttctatgaga ttagctggct 2040 
atgagaaaca taatgatgtt tctttttcaa tttaaataag cctttctaca tagccagcat 2100 
cagtgatctc agaaaataaa ttgctaataa tgatgacatg gcattatgct tagaaaagtt 2160 
tgctgtattt ccatagacct catctagatg tcatggccta catttctgcc atcactcaac 222 0 
caatactttt ttctgttttc ttgatgataa aaagaccttt ctcatgattg ccatcaaata 228 0 
acaaaagaaa ctattttttt tctcacatag agaacatgtc agtaagatat tcaaggtgaa 23 4 0 
cagatatttt tgggattagt aactatttga aatatgtggt gataattact gagtttataa 240 0 
aatttatttg atagtacact taaagaagat ttatatgttt attctttaaa aatgatgaat 246 0 
actcataatt cttatctcta taatcaaaag tataatttac tgtagaaaaa taaagagatg 252 0 
cttgttctga aagtaagatc agtgaactgc ttttcagtct caatctttga gaattgtaaa 2580 
ttcatcaaat aattgcttac atagtaaaaa tttaaggtat tagaaaacct gcataacaaa 2640 
tagtattata tattaaatat tttgatatgt aaagctctac acaaagctaa atatagtgta 27 00 
ataatgttta cactagtaag caaatatgtt aatcttctca tttttttact gtcatataat 27 60 
cttagtgata tgcctattaa tagttttaaa taaataaatt ggcttatctg gctttttgaa 282 0 
aattttgaaa ttcttacaga tgttgattag gtatatctac aaattaattt caattttaaa 2880 
atgatgatat aaaaataaat ataagtattt ttcttgtgta tgtatacaat aaatataaat 2940 
aaaattgttt actgttttga aagttt 2966 

<210> 34 
<211> 2574 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5517972CB1 

<400> 34 

gcgcctccca cgccggccgc cgccgacgtg atcgctcggg cgcgccgggc gtggttgggg 60 
gaaggggttg tgccgcgcga cggtctgcgt gctgtgccca ctcaaaaggt tccgggcgcg 12 0 
caggacggaa gacgcagtgc tcgccactcc cactgagatt gagagacgcg gcaaggaggc 18 0 
agcctgtgga ggaactgggt aggatttagg aacgcaccgt gcacatgctt ggtggtcttg 240 
ttaagtggaa actgctgctt tagagtttgt ttggaaggtc cgggtgactc atcccaacat 3 00 
ttacatcctt aattgttaaa gcgctgcctc cgagcgcacg catcctgaga tcctgagcct 3 60 
ttggttaaga ccgagctcta ttaagctgaa aagataaaaa ctctccagat gtcttccagt 42 0 
aatgtcgaag tttttatccc agtgtcacaa ggaaacacca atggcttccc cgcgacagct 48 0 
tccaatgacc tgaaggcatt tactgaagga gctgtgttaa gttttcataa catctgctat 540 
cgagtaaaac tgaagagtgg ctttctacct tgtcgaaaac cagttgagaa agaaatatta 60 0 
tcgaatatca atgggatcat gaaacctggt ctcaacgcca tcctgggacc cacaggtgga 66 0 
ggcaaatctt cgttattaga tgtcttagct gcaaggaaag atccaagtgg attatctgga 72 0 
gatgttctga taaatggagc accgcgacct gccaatttca aatgtaattc aggttacgtg 78 0 
gtacaagatg atgttgtgat gggcactctg acggtgagag aaaacttaca gttctcagca 84 0 
gctcttcggc ttgcaacaac tatgacgaat catgaaaaaa acgaacggat taacagggtc 900 
attcaagagt taggtctgga taaagtggca gactccaagg ttggaactca gtttatccgt 960 
ggtgtgtctg gaggagaaag aaaaaggact agtataggaa tggagcttat cactgatcct 1020 
tccatcttgt tcttggatga gcctacaact ggcttagact caagcacagc aaatgctgtc 1080 
cttttgctcc tgaaaaggat gtctaagcag ggacgaacaa tcatcttctc cattcatcag 1140 
cctcgatatt ccatcttcaa gttgtttgat agcctcacct tattggcctc aggaagactt 1200 
atgttccacg ggcctgctca ggaggccttg ggatactttg aatcagctgg ttatcactgt 12 6 0 
gaggcctata ataaccctgc agacttcttc ttggacatca ttaatggaga ttccactgct 132 0 
gtggcattaa acagagaaga agactttaaa gccacagaga tcatagagcc ttccaagcag 13 80 
gataagccac tcatagaaaa attagcggag atttatgtca actcctcctt ctacaaagag 1440 
acaaaagctg aattacatca actttccggg ggtgagaaga agaagaagat cacagtcttc 15 00 
aaggagatca gctacaccac ctccttctgt catcaactca gatgggtttc caagcgttca 1560 
ttcaaaaact tgctgggtaa tccccaggcc tctatagctc agatcattgt cacagtcgta 1620 
ctgggactgg ttataggtgc catttacttt gggctaaaaa atgattctac tggaatccag 1680 
aacagagctg gggttctctt cttcctgacg accaaccagt gtttcagcag tgtttcagcc 1740 
gtggaactct ttgtggtaga gaagaagctc ttcatacatg aatacatcag cggatactac 1800 
agagtgtcat cttatttcct tggaaaactg ttatctgatt tattacccat gaggatgtta 1860 
ccaagtatta tatttacctg tatagtgtac ttcatgttag gattgaagcc aaaggcagat 1920 
gccttcttcg ttatgatgtt tacccttatg atggtggctt attcagccag ttccatggca 1980 
ctggccatag cagcaggtca gagtgtggtt tctgtagcaa cacttctcat gaccatctgt 2040 
tttgtgttta tgatgatttt ttcaggtctg ttggtcaatc tcacaaccat tgcatcttgg 2100 
ctgtcatggc ttcagtactt cagcattcca cgatatggat ttacggcttt gcagcataat 2160 
gaatttttgg gacaaaactt ctgcccagga ctcaatgcaa caggaaacaa tccttgtaac 2220 
tatgcaacat gtactggcga agaatatttg gtaaagcagg gcatcgatct ctcaccctgg 2280 
ggcttgtgga agaatcacgt ggccttggct tgtatgattg ttattttcct cacaattgcc 2340 
tacctgaaat tgttatttct taaaaaatat tcttaaattt ccccttaatt cagtatgatt 2400 
tatcctcaca taaaaaagaa gcactttgat tgaagtattc aatcaagttt ttttgttgtt 2460 
ttctgttccc ttgccatcac actgttgcac agcagcaatt gttttaaaga gatacatttt 2520 
tagaaatcac aacaaactga attaaacatg aaagaaccca agaaaaaaaa aaaa 2574 

<210> 35 

<211> 655 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 5517972CD1 

<400> 35 

Met Ser Ser Ser Asn Val Glu Val Phe lie Pro Val Ser Gin Gly 
15 10 15 

Asn Thr Asn Gly Phe Pro Ala Thr Ala Ser Asn Asp. Leu Lys Ala 
20 25 30 

Phe Thr Glu Gly Ala Val Leu Ser Phe His Asn lie Cys Tyr Arg 
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35 










40 










45 


Val 


Lys 


Leu 


Lys 


Ser 
50 


Gly 


Phe 


Leu 


Pro 


Cys 
55 


Arg 


Lys 


Pro 


Val 


Glu 
60 


Lys 


Glu 


He 


Leu 


Ser 
65 


Asn 


He 


Asn 


Gly 


He 
70 


Met 


Lys 


Pro 


Gly 


Leu 
75 


Asn 


Ala 


He 


Leu 


Gly 
80 


Pro 


Thr 


Gly 


Gly 


Gly 
85 


Lys 


Ser 


Ser 


Leu 


Leu 

90 


Asp 


Val 


Leu 


Ala 


Ala 


Arg 


Lys 


Asp 


Pro 


Ser 


Gly 


Leu 


Ser 


Gly Asp 










95 










100 










105 


Val 


Leu 


He 


Asn 


Gly 
110 


Ala 


Pro 


Arg 


Pro 


Ala 
115 


Asn 


Phe 


Lys 




120 


Ser 


Gly 


Tyr 


Val 


Val 
125 


Gin 


Asp 


Asp 


Val 


Val 
130 


Met 


Gly 


Thr 




135 


Val 


Arg 


Glu 


Asn 


Leu 
140 


Gin 


Phe 


Ser 


Ala 


Ala 
145 


Leu 


Arg 


Leu 


Ala 


Thr 
150 


Thr 


Met 


Thr 


Asn 


His 

155 


Glu 


Lys 


Asn 


Glu 


Arg 

160 


He 


Asn 


Arg 


Val 


He 
165 


Gin 


Glu 




Gly 


170 






Val 


Ala 


Asp 
175 


Ser 


Lys 


Val 


Gly 


Thr 
180 


Gin 


Phe 


He 




Gly 
185 


Val 


Ser 


Gly 


Gly 


Glu 

190 


Arg 


Lys 


Arg 




195 


lie 


Gly 


Met 


Glu 


Leu 
200 


He 


Thr 


Asp 


Pro 


Ser 
205 


He 


Leu 


Phe 


Leu 


Asp 
210 


Glu 


Pro 


Thr 


Thr 


Gly 
215 


Leu 


Asp 


Ser 


Ser 


Thr 
220 


Ala 


Asn 


Ala 


Val 


Leu 
225 


Leu 


Leu 


Leu 


Lys 


Arg 
230 


Met 


Ser 


Lys 


Gin 


Gly 
235 


Arg 


Thr 


He 


He 


Phe 
240 


Ser 


He 


His 


Gin 


Pro 
245 


Arg 


Tyr 


Ser 


He 


Phe 
250 


Lys 


Leu 


Phe 


Asp 


Ser 
255 


Leu 


Thr 


Leu 


Leu 


Ala 
250 


Ser 


Gly 


Arg 


Leu 


Met 
265 


Phe 


His 


Gly 


Pro 


Ala 
270 


Gin 


Glu 


Ala 


aII 


Gly 
275 




Phe 


Glu 


Ser 


Ala 

280 


Gly 


Tyr 


His 


Cys 


Glu 

285 


Ala 


Tyr 






Pro 


Ala 


Asp 


Phe 


Phe 


Leu 


Asp 


He 


He 


Asn Gly 










290 










295 










300 




Ser 


Thr 


Ala 


Val 
305 


Ala 


Leu 


Asn 


Arg 


Glu 

310 


Glu 


Asp 


Phe 


Lys 


Ala 
315 


Thr 


Glu 


He 


He 


Glu 
320 


Pro 


Ser 


Lys 


Gin 


Asp 
325 


Lys 


Pro 


Leu 


He 


Glu 
330 


Lyi 




Ala 


Glu 


He 
335 


Tyr 


Val 




Ser 


Ser 
340 


Phe 


Tyr 


Lys 


Glu 


Thr 
345 




Ala 


Glu 


Leu 


His 
350 


Gin 


Leu 


Ser 


Gly 


Gly 
355 


Glu 


Lys 


Lys 


Lys 


Lys 
360 


lie 


Thr 


Val 


Phe 


365 


Glu 


He 


Ser 


Tyr 


Thr 
370 


Thr 


Ser 


Phe 


Cys 


His 
375 


Gin 




Arg 


Trp 


Val 
380 


Ser 


Lys 


Arg 


Ser 


Phe 
385 


Lys 


Asn 


Leu 


Leu 


Gly 
390 




Pro 


Gin 


Ala 


Ser 
395 


He 


Ala 


Gin 


He 


He 
400 


Val 


Thr 


Val 


Val 


Leu 
405 


Gly 


Leu 


Val 


He 


Gly 
410 


Ala 


He 


Tyr 


Phe 


Gly 
415 


Leu 


Lys 


Asn 


Asp 


Ser 
420 


Thr 


Gly 


He 


Gin 


Asn 
425 


Arg 


Ala 


Gly 


Val 


Leu 
43 0 


Phe 


Phe 


Leu 


Thr 


Thr 
435 


Asn 


Gin 


Cys 


Phe 


Ser 
440 


Ser 


Val 


Ser 


Ala 


Val 
445 


Glu 


Leu 


Phe 


Val 


Val 
450 


Glu 








Phe 
455 


He 


His 


Glu 


Tyr 


He 
460 


Ser 


Gly 


Tyr 


Tyr 


Arg 
465 


Val 






Tyr 


Phe 
470 




Gly 






Leu 
475 


Ser 


Asp 


Leu 


Leu 


Pro 
480 


Met 




Met 


Leu 


Pro 
485 


Ser 


He 


He 


Phe 


Thr 
490 


Cys 


He 


Val 


Tyr 


Phe 
495 


Met 


Leu 


Gly 


Leu 


Lys 
500 


Pro 


Lys 


Ala 


Asp 


Ala 
505 


Phe 


Phe 


Val 


Met 


Met 
510 


Phe 


Thr 


Leu 


Met 


Met 
515 


Val 


Ala 


Tyr 


Ser 


Ala 
520 


Ser 


Ser 


Met 


Ala 


Leu 
525 


Ala 


He 


Ala 


Ala 


Gly 


Gin 


Ser 


Val 


Val 


Ser 


Val 


Ala 


Thr 


Leu 


Leu 
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530 










535 










540 


Met 


Thr 


lie 


Cys 


Phe 
545 


Val 


Phe 


Met 


Met 


He 
550 


Phe 


Ser 


Gly 


Leu 


Leu 
555 


Val 


Asn 


Leu 


Thr 


Thr 
550 


He 


Ala 


Ser 


Trp 


Leu 
565 


Ser 


Trp 


Leu 


Gin 


Tyr 
570 


Phe 




lie 


Pro 


575 


Tyr 


Gly 


Phe 


Thr 


Ala 
580 


Leu 


Gin 


His 


Asn 


Glu 
585 


Phe 




Gly 


Gin 


Asn 


Phe 


Cys 


Pro Gly Leu 


Asn 


Ala 


Thr 


Gly 


Asn 










590 










595 










600 










605 


Ala 


Thr 


Cys 


Thr 


Gly 
610 


Glu 


Glu 


Tyr 


Leu 


Val 
615 


Lys 


Gin 


Gly 


He 


Asp 
620 


Leu 


Ser 


Pro 


Trp 


Gly 
625 


Leu 


Trp 


Lys 


Asn 


His 
630 


Val 


Ala 


Leu 


Ala 


Cys 
635 


Met 


He 


Val 


lie 


Phe 
640 


Leu 


Thr 


He 


Ala 


Tyr 
645 


Leu 


Lys 


Leu 


Leu 


Phe 
650 


Leu 


Lys 


Lys 


Tyr 


Ser 
655 













<210> 36 

<211> 3405 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 1397781.7 

<400> 36 

ttgtttcccc cactcttccc tcctgtggag gagaaaaagt agagggttaa caacgccagg 60 

cagggcacca gggcccacag ggcgaggacg agcagcatcc acacgcagcc ggagggcaga 12 0 

ctgcagggag cagagctggc ccagcgatcc tgggggaggc cgcgccagag acgcagccgc 180 

gctcccacca cccacaccca ccgcgccctg cgttcgcctc ttctccggga gccagtcccg 240 

cgccaccgcc gccgcccagg ccatcgccac cctccgcagc catgtccacc aggtccgtgt 3 00 

cctcgtcctc ctaccgcagg atgttcggcg gcccgggcac cgcgagccgg ccgagctcca 3 60 

gccggagcta cgtgactacg tccacccgca cctacagcct gggcagcgcg ctgcgcccca 420 

gcaccagccg cagcctctac gcctcgtccc cgggcggcgt gtatgccacg cgctcctctg 480 

ccgtgcgcct gcggagcagc gtgcccgggg tgcggctcct gcaggactcg gtggacttct 54 0 

cgctggccga cgccatcaac accgagttca agaacacccg caccaacgag aaggtggagc 60 0 

tgcaggagct gaatgaccgc ttcgccaact acatcgacaa ggtgcgcttc ctggagcagc 660 

agaataagat cctgctggcc gagctcgagc agctcaaggg ccaaggcaag tcgcgcctgg 72 0 

gggacctcta cgaggaggag atgcgggagc tgcgccggca ggtggaccag ctaaccaacg 780 

acaaagcccg cgtcgaggtg gagcgcgaca acctggccga ggacatcatg cgcctccggg 840 

agaaattgca ggaggagatg cttcagagag aggaagccga aaacaccctg caatctttca 900 

gacaggatgt tgacaatgcg tctctggcac gtcttgacct tgaacgcaaa gtggaatctt 9 60 

tgcaagaaga gattgccttt ttgaagaaac tccacgaaga ggaaatccag gagctgcagg 102 0 

ctcagattca ggaacagcat gtccaaatcg atgtggatgt ttccaagcct gacctcacgg 1080 

ctgccctgcg tgacgtacgt cagcaatatg aaagtgtggc tgccaagaac ctgcaggagg 1140 

cagaagaatg gtacaaatcc aagtttgctg acctctctga ggctgccaac cggaacaatg 12 00 

acgccctgcg ccaggcaaag caggagtcca ctgagtaccg gagacaggtg cagtccctca 1260 

cctgtgaagt ggatgccctt aaaggaacca atgagtccct ggaacgccag atgcgtgaaa 132 0 

tggaagagaa ctttgccgtt gaagctgcta actaccaaga cactattggc cgcctgcagg 1380 

atgagattca gaatatgaag gaggaaatgg ctcgtcacct tcgtgaatac caagacctgc 1440 

tcaatgttaa gatggccctt gacattgaga ttgccaccta caggaagctg ctggaaggcg 1500 

aggagagcag gatttctctg cctcttccaa acttttcctc cctgaacctg agggaaacta 1560 

atctggattc actccctctg gttgataccc actcaaaaag gacacttctg attaagacgg 162 0 

ttgaaactag agatggacag gttatcaacg aaacttctca gcatcacgat gaccttgaat 1580 

aaaaattgca cacactcagt gcagcaatat attaccagca agaataaaaa agaaatccat 1740 

atcttaaaga aacagctttc aagtgccttt ctgcagtttt tcaggagcgc aagatagatt 1800 

tggaatagga ataagctcta gttcttaaca accgacactc ctacaagatt tagaaaaaag 1860 

tttacaacat aatctagttt acagaaaaat cttgtgctag aatacttttt aaaaggtatt 192 0 

ttgaatacca ttaaaactgc tttttttttt ccagcaagta tccaaccaac ttggttctgc 1980 

ttcaataaat ctttggaaaa acaaagcagt tttaatggta ttcaaaatac cttttaaaaa 2040 

gtattctagc acaagatttt tctgtaaact agattatgtt gtaaactttt ttctaaatct 2100 

tgtaggagtg tcggttgtta agaactagag cttattccta ttccaaatct atcttgcgct 2160 

cctgaaaaac tgcagaaagg cacttgaaag ctgtttcttt aagatatgga tttctttttt 222 0 

attcttgctg gtaatatatt gctgcactga gtgtgtgcaa tttttattca aggtcatcgt 228 0 
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gatgctgaga agtttcgttg ataacctgtt taaaaaaaaa aaccaaaata aatataatgc 2340 
cacatgccaa agactaaatt atcctatata tcacggcaaa taaaaatcct gctaaatata 240 0 
tgtaatttat tgtgcaaatc agaaggttat gttgcttctg catgagtgaa aaactagaag 246 0 
gggcagacac acaagaccct cttccactac aggcaatata aggatccagt ggaatgttgt 2 52 0 
aacttacaaa aagaaatttc ttaaaaaact gtgtttataa aagatggtat aatagttgta 2 58 0 
cacaatacag ccaagtttaa aagcaattaa gacatattaa aatgtgcagc aggtacattt 2 540 
taaatttatg tgcaagggaa gatttcatga tgactacaat aaattgcaac tatttctttc 27 0 0 
ctggcatagg gaggtaataa gaaactaaat gatcgtatgg cacatgcttg tattatatag 2760 
atgggtttag gaatctataa agtatggagg taggaagaca ccatatgtcc aggatcaaaa 2 82 0 
cattcctcat attgaggtag tctagtgaag ctgtttcatg tagctgcttt aggaagtggt 2880 
ttaaggaagc ttactcccac ttcaaattaa gcaccaaagc aaatcactaa ttctggagca 2 940 
caggaagact gctatctcaa cttcacatcc aggagccaaa taattagttg gctgtgtgta 3 00 0 
ctgctggaag aagaagccta ttcttttttt agtaggcatg aatgaaacct gaacctctca 3 060 
aattagccag ctgtatctga gattcagatt cactgatttt aaaatatatc aactcctgtc 312 0 
tgagattacc ctattttttc cttaaaagat accaacctgt ccatctctag tttcaaccgt 318 0 
cttaatcaga agtgtccttt ttgagtgggt atcaaccaga gggagtgaat ccagattagt 324 0 
ttctaaataa acaaacaggc caaaaatgag taaaaacgag ttttttcttg gaaaaaccaa 33 0 0 
gtaaccattt tactgaaaca attatgattt gtgggggaga ggcaattgtg taaagtacta 33 6 0 
ctcgccaaat aattttaggg tagtctctgt ttggaaaccc aggcc 3405 



<210> 37 

<211> 273 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 236655.3 



<400> 37 

ctctgggaag tggactgtgg tttttccaga ggaactcagt taagaaatcg agagtggatt 6 0 
agactcccag ttccaccaaa cctatgagcc ttccactgtg gatgggggcc gtgatcctga 120 
tggtcacatt gctttaaccc agcagggctt cggccagggg ctttccactt gaggatagca 180 
gcttcactag gctggccggc cagctccaca tctgactggg ttcttacttc tcagccagta 240 
cctaccccta ttgcggtcct ccagctcatc ttt 273 



<210> 38 

<211> 2333 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 345275.4 

<220> 

<221> unsure 

<222> 915-1222, 2199 

<223> a, t, c, g, or other 



<400> 38 

gctgcgcgcg ggcgagctgc cgcggagcac ccggcagggg ctgacagcat ggcctcgccc 60 
gacccgcccg ccaccagcta cgccccgtcc gacgtgccct cgggggtcgc gctgttcctc 120 
accatccctt tcgccttctt cctgcccgag ctgatatttg ggttcttggt ctggaccatg 180 
gtagccgcca cccacatagt ataccccttg ctgcaaggat gggtgatgta tgtqtcgctc 240 
acctcgtttc tcatctcctt gatgttcctg ttgtcttact tgtttggatt ttacaaaaga 300 
tttgaatcct ggagagttct ggacagcctg taccacggga ccactggcat cctgtacatg 3 60 
agcgctgccg tcctacaagt acatgccacg attgtttctg agaaactgct ggacccaaga 42 0 
atttactaca ttaattcggc agcctcgttc ttcgccttca tcgccacgct gctctacatt 480 
ctccatgcct tcagcatcta ttaccactga tgcacaggcg ccaggccaag ggggaaatgc 540 
tctttgaaag ctccaattat tggtccccaa aagcagcttc caacgtttgc catctggatg 600 
acaaacggaa gatccactaa aacgtccacg ggattaacag aacgtccttg cagactgagc 660 
gatgacacca cactttgttt ggacatttaa attcactctg ctgaatagga ggaagctttt 72 0 
ctttttcctg ggaaaacaac tgtctcttgg aattatctga ccatgaactt gctcttctag 780 
acaactcaca tcaaagccct cactccacta atggagaatc ctagccccac taatgccaag 840 
tctgtttggg gattttgcct cagctatggg cttccctaga gtaggtctag gggaatactc 900 
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agtctgatct ttttnnnnnn nnnnnnnrmn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 9 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 102 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 108 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1140 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 0 0 
nnnnnnnnnn nnnnnnnnnn nntgattctc ttaaaattga agaggtgctg ccaagggcct 12 6 0 
tcagatctaa cgcagatgca tagaccttgt tcctggtact tgttcagcct gtgctgggga 13 2 0 
gccgtggtcc cgagttccct gggaggctga cagggtcaag ccaccctgcc caccaccctc 13 80 
ccacttcccc tcccctttcc tctccagcat taggattcaa gggaaatctg catgaagcca 1440 
attttgaggg tagacgtgtg gggaaaataa atcattatac agtaagacct ggggcttgag 1500 
gggtggggaa tggggaggga agggcatagc ctgctcctcc atgagtctga catctcggaa 1560 
actgagcagc tgccggacgc ctgggtcagg aatccaagac cccacctctt aaggactggt 162 0 
tcctcagaaa gcaccctcag ggaaaaaggt gaaaacatta catccgtgga ttctcctgcc 1680 
acaaccgcat tggaagaaaa ggctgccgca acatctcagc gaggagtgaa ggacccatgt 1740 
cccaggaacc gcgctgcgcc acctgcactc acccccctca cattctctta agcacccggt 1800 
ggccctccga ggcctggcgg aatggtggtg cccacggggt tgggcaaggg ctcaccagga 1860 
cctcaacggg caaagttgtg cacactaaaa tatcaaatca aggtgcttgg ttttaaagta 192 0 
aatgtttttc taaagaaagc tgtgttcttc tgttgaccca gacgaatagg gcacagccct 1980 
gtaactgcac gtgccttctg tcattgggaa tgaaataaat tattacgaga aagggacttg 2 040 
tcctaactgg tttgaggcct tacagttttg tatctacatt tttcccctcc tggggtttgc 2100 
ggggacaggg acagaactac aggagtcatg ggaaagaaaa ttctggcttc actactgctc 2150 
actgctcact ttctgatcac tctgatactt ttttttttnt ttttttttgc aacctgatac 2220 
cttgaaaagc ttctatgtgt ctctcctttt gttgcctggc agctgtctag gatgatcact 2280 
gattactatt tactaagtag ccacatgcaa ataaaagttg tttggtaaaa tga 2333 



<210> 39 

<211> 1448 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 124600CB1 

<220> 

<221> unsure 
<222> 1164 

<223> a, t, c, g, or other 



<400> 39 

gcccgcccca gcagtggctg 
gcggctcagg gcataggcag 
gcgctggtgg attggaatct 
tttgaacctc agaagactct 
gacactttta gaaaagttgt 
ggagtgaata atgagaaaaa 
agtggaacct atcttggttt 
attatcaata tgtcatcttt 
gcttcaaagc atggcatagt 
aacagtggtg tgagactgaa 
tcaattgaaa aagaagaaaa 
atgattaaat actatggaat 
attgaagatg atgctttaaa 
tttcaagact atgatacaac 
gccatagctg aaaataagca 
gcttttaaat gaaatgttac 
tctaaatttt cagttaagta 
accaaaggct aggttgtaat 
gaatattcac tattctgcct 
tgttcttcag aacatcactt 
gttacacact cacattcacg 
ttccacacta atcatctcca 
tcttaggtcg atttttcgcg 
tcgttttgca aatcagaaca 
cacttcct 



caccatgcac gtgaacggca 
agcctttgca gaggcgctgc 
tgaagcaggt gtacagtgta 
gttcatccag tgcgatgtgg 
agaccacttt ggaagactgg 
ctgggaaaaa actctgcaaa 
ggattacatg agtaagcaaa 
agcaggactc atgcccgttg 
tggattcaca cgctcagcag 
tgccatttgt ccaggctttg 
catgggacaa tatatagaat 
tttggaccca ccattgattg 
tggtgctatt atgaagatca 
tccatttcaa gcaaaaaccc 
caaatagctt atattcagat 
agaatgaagt tttccttcat 
tatggataaa aagttatgaa 
cttgatagtc taaaaatgat 
tccagaaagt gtatttatat 
taanggagat actcgactcg 
ttcatacttt caaagaggaa 
ttttctccca ctcccactgg 
gcaggacaga ctccttcaag 
cactcatcac atcggccaaa 



aagtggcgct ggtgaccggc 6 0 
tgcttaaggg cgccaaggta 120 
aagctgccct ggatgagcag 180 
ctgaccagca acaactgaga 240 
acattttggt caataatgct 3 00 
ttaatttggt ttctgttatc 3 60 
atggaggtga aggcggcatc 42 0 
cacagcagcc ggtttattgt 480 
cgttggctgc taatcttatg 540 
ttaacacagc catccttgaa 600 
ataaggatca tatcaaggat 660 
ccaatggatt gataacactc 720 
caacttctaa gggaattcat 7 80 
aatgaacagc ttatgtgtta 840 
cctatcttca tttgaatata 900 
gcacttggtg ataaacgtct 9 60 
ctattaaaaa tgtgatgtgg 102 0 
cacaacaaat gattttcaag 1080 
ctgggcttca aaaatatcaa 1140 
ctatctaact caccccagat 1200 
agtcatcaac aatgacactt 1260 
acaactcagg cttcaagggt 132 0 
gccccatatc cggctaactc 1380 
accaacccct tctgaaacga 1440 
1448 
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<210> 40 

<211> 266 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 124600CD1 



<400> 40 
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<210> 41 

<211> 743 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 978410.7 



<400> 41 

cagcccggtt cctaacagac cacagacccc 
ctgtgaatca gccagcaata ttttagttgc 
taagtcagaa agaaatttta tgaattcagg 
aggcacagct ggatccaagg gcacaaatga 
ccagctcagc tttttctgtc tgtaagcctg 
agatgaccac catcagctcc aggcttctat 
atttacttat tccaataatt ccaagtggag 
ctacttctag gggaatgaaa cactctgagt 
gagccaggga aataaggtct gaggattcag 



acaccaggtc tatctcattt ggtctcagag 60 
aaatcactga aaacccaact caaagtgact 12 0 
taattaaaaa gtccagaagt atctgccttt 180 
tgtcatcagg ctccagttat tctccatctc 240 
attttcagga aggctctttc ctagtgatgg 3 00 
cctgctaacc cagtaaccca gtgggaagag 3 60 
agtgtcattg acccgtttgg ggtctcatct 420 
ggccaggcct gtgtcatgtg ctaattccta 480 
gatggggtga aaggtggttg cttaaaggaa 540 
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aatgaaatac aattagcaga ataaggggaa acgagtggtc tgctctgctc gggcaaaaca 500 
agagatgccc attactgtga gggacccttg aagtctggac tcttaaatgg gtttttgctg 560 
atttcctggg tgcatgctag gatgatgggg cttgatgcag tagggaagag acgatgtaaa 72 0 
aataataaac aatatatacc ttc 743 



<210> 42 
<211> 830 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1401115.1 



<400> 42 

gtggtgcctc agccatggcc tggacctttc tcctcctcgg cctcctctct cactgcacag 50 
actctgcgac ctccctcgtg ttgactcagc cgccctcggt gtcggtggcc ccaggaaaga 12 0 
cggccaccat tatttgtggg ggacacaacg ttggaagtta tagtgtccac tggtaccaac 180 
agaagcccgg ccaggcccct gtcttggtca tctataacga tgacgaccgg ccctcaggga 240 
tctctgagcg attctccggc tccaattctg gggacacggc caccctgacc atcagcaggg 3 00 
tcgaagtcgg ggatgaggcc gactattact gtcacttgtg gcatagtgct agtaatcctc 3 60 
cttatgtcct cgggactggg acgacggtca ccgtcctcgg tcagcccaag gccaacccca 420 
ctgtcactct gttcccgccc tcctctgagg agctccaagc caacaaggcc acactagtgt 480 
gtctgatcag tgacttctac ccgggagctg tgacagtggc ctggaaggca gatggcagcc 540 
ccgtcaaggc gggagtggag accaccaaac cctccaaaca gagcaacaac aagtacgcgg 600 
ccagcagcta cctgagcctg acgcccgagc agtggaagtc ccacagaagc tacagctgcc 660 
aggtcacgca tgaagggagc accgtggaga agacagtggc ccctacagaa tgttcatagg 72 0 
ttcccaactc taaccccacc cacgggagcc tggagctgca ggatcccagg ggaggggtct 780 
ctctccccat cccaagtcat ccagcccttc tccctgcact catcaaacca 83 0 



<210> 43 

<211> 2147 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_featurG 

<223> IncytG ID No: 2921009CB1 



<400> 43 

cggctcgagg gattctgcta atacctatca 
acatgacctc aaggagcttc ctgtcaatga 
taaagaggag cctgaaactg ttccttggac 
agggttagaa gatcagggga catggttgtt 
ttcacttgga aacagaatca cgccttgtga 
ctaaaggatt gtgtcctcct ccaccttccc 
gtgacgatgg ttcaatggaa ggggctctgc 
tatatgctgc tggccactgt ggctctgaaa 
cacttgggtc tggagtccag ggaatctcaa 
ttcctgaaac ttccagcaaa gaggtctatc 
gaggcagtgc ttcaggctat tctgaataac 
acagacaccc actacctctc cctcaccaga 
ttcatacagt tcccactgag caaagaagag 
attcatgaga agattgaaaa ctttgaaagg 
atatactgtg tccatgtgga tgagaagtcc 
attatttctt gcttcccaaa tgtcttcata 
tcctggtcca gggtgcaagc tgacctcaac 
ccgtggaaat acttcctgaa tacatgtggg 
atggtccagg ctctcaagat gttgaatggg 
aagcacaaag aaacccgctg gaaatatcac 
accaacaaga agaaggatcc tcccccttat 
attgtggctt cccgagattt cgtccaacat 
attgaatggg taaaagacac ttatagccca 
gcacggtgga tgcctggctc tgttcccaac 
tctattgcca ggctggtcaa gtggcagggt 
tatgctccct gctctggaat ccaccagcgg 



ctgtaggtgc tgaagggaaa cagatgaaga 60 
gaagaccaag ctgacgcctg gcaaagatat 120 
atcttatgaa tgtcagaaaa taccttttgg 180 
cacatttgct gccacggaac accgccagtc 240 
agagatcatc cctaagcagg agagaagcta 3 00 
tgtgctcggt ctccacctgt ctcccattct 3 60 
cagctgcatt acttgtgggc tctgggctgc 420 
ctttctttca ggttgaagtg tgactctgac 480 
agccagtact gtaggaatat cttgtataat 540 
aactgttcag gggtcacccg aggggaccaa 6 00 
ctggaggtca agaagaagcg agagcctttc 660 
gactgtgagc acttcaaggc tgaaaggaag 72 0 
gtggagttcc ctattgcata ctctatggtg 7 80 
ctactgcgag ctgtgtatgc ccctcagaac 840 
ccagaaactt tcaaagaggc ggtcaaagca 9 00 
gccagtaagc tggttcgggt ggtttatgcc 9 60 
tgcatggaag acttgctcca gagctcagtg 102 0 
acggactttc ctataaagag caatgcagag 1080 
aggaatagca tggagtcaga ggtacctcct 114 0 
tttgaggtag tgagagacac attacaccta 120 0 
aatttaacta tgtttacagg gaatgcgtac 1260 
gttttgaaga accctaaatc ccaacaactg 132 0 
gatgaacacc tctgggccac ccttcagcgt 1380 
caccccaagt acgacatctc agacatgact 1440 
catgagggag acatcgataa gggtgctcct 1500 
gctatctgcg tttatggggc tggggacttg 1560 
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aattggatgc ttcaaaacca 
aatgctcttc agtgcttaga 
tgagacacac tatgagagcg 
aacttgctgg gacagtgtgg 
ataagagggc tgctattaga 
gggtgaatgc tgcttgttct 
ctaagtgaga atgagaactg 
cttgatttca gttgaatgcc 
taattccagg tttggtagcg 
actgttaact taaaaataaa 

<210> 44 

<211> 438 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No : 2 

<400> 44 
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35 



tcacctgttg gccaacaagt 
agaataccta cgttataagg 
ttgctacctg tggggcaaga 
gtgggagacc agggctttgc 
ttgtgggtaa gtagatcttt 
ctcaccccta accctagtag 
ctgtgatagg gagagtgaag 
tgctggtagc ttttccattc 
tggaggagaa ctttgatgga 
tagctcctga ttcaaagtaa 



ttgacccaaa ggtagatgat 162 0 
ccatctatgg gactgaactt 1680 
gcatgtacaa acatgctcag 1740 
aattcgtggc atcctttagg 1800 
tgccttgcaa attgctgcct 1860 
ttcctccact aactttctca 1920 
gagggatatg tggtagagca 1980 
tgtggagctg ccgttcctaa 2040 
aagagaacct tcccttctgt 2100 
aaaaaaa 2147 
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Tyr 


Lys 


Ala 


He 


Tyr 


Gly 










425 








430 










435 


Thr 


Glu 


Leu 

























<210> 45 

<211> 2150 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 255115.4 

<220> 

<221> unsure 

<222> 2087, 2089, 2094, 2096-2098, 2108, 2110, 2112, 2115-2116, 2120, 
2122-2123, 2125, 2136 
<223> a, t, c, g, or other 

<400> 45 

ggcacgagga aagaaacaac aactggaaaa gaagcattgc ataagaccag gatgtctctg 60 

aaatggatgt cagtctttct gctgatgcag ctcagttgtt actttagctc tgggagttgt 120 

ggaaaggtgc tggtgtggcc cacagaatac agccattgga taaatatgaa gacaatcctg 180 

gaagagcttg ttcagagggg tcatgaggtg attgtgttga catcttcggc ttctattctt 240 

gtcaatgcca gtaaatcatc tgctattaaa ttagaagttt atcctacatc tttaactaaa 3 00 

aatgatttgg aagatttttt tatgaaaatg ttcgatagat ggacatatag tatttcaaaa 3 60 

aatacatttt ggtcatattt ttcacaacta caagaattgt gttgggaata ttctgactat 420 

aatataaagc tctgtgaaga tgcagttttg aacaagaaac ttatgagaaa actacaagag 480 

tcaaaatttg atgtccttct ggcagatgcc gttaatccct gtggtgagct gctggctgaa 540 

ctacttaaca taccctttct gtacagtctc cgcttctctg ttggctacac agttgagaag 500 

aatggtggag gatttctgtt ccctccttcc tatgtacctg ttgttatgtc agaattaagt 6 60 

gatcaaatga ttttcatgga gaggataaaa aatatgatat atatgcttta ttttgacttt 720 

tggtttcaag catatgatct gaagaagtgg gaccagtttt atagtgaagt tctaggaaga 780 

cccactacat tatttgagac aatggggaaa gctgaaatgt ggctcattcg aacctattgg 840 

gattttgaat ttcctcgccc attcttacca aatgttgatt ttgttggagg acttcactgt 9 00 

aaaccagcca aacccttgcc taaggaaatg gaagagtttg tgcagagctc tggagaaaat 9 60 

ggtattgtgg tgttttctct ggggtcgatg atcagtaaca tgtcagaaga aagtgccaac 102 0 

atgatgcatc agccctgccc agatcccaca aaaggttcta tggagatttg atggcaagaa 1080 

gccaaatact ttaggttcca atactcgact gtacaagtgg ttaccccaga atgaccttct 1140 

tggtcatccc aaaaccaaag cttttataac tcatggtgga accaatggca tctatgaggc 1200 

aatctaccat gggatcccta tggtgggcat tcccttgttt gcggatcaac atgataacat 1260 

tgctcacatg aaagccaagg gagcagccct cagtgtggac atcaggacca tgtcaagtag 132 0 

agatttgctc aatgcattga agtcagtcat taatgaccct atctataaag agaatatcat 1380 

gaaattatca agaattcatc atgatcaacc ggtgaagccc ctggatcgag cagtcttctg 1440 

gattgagttt gtcatgcgcc ataaaggagc caagcacctt cgggtcgcag cccacaacct 1500 

cacctggatc cagtaccact ctttggatgt gatagcattc ctgctggcct gcgtggcaac 1560 

tatgatattt atgatcacaa aatgttgcct gttttgtttc cgaaagcttg ccaaaacagg 1620 

aaagaagaag aaaagggatt agttatatca aaagcctgaa gtggaatgac caaaagatgg 1680 

gactcctcct ttattccagc atggagggtt ttaaatggag gatttccttt ttcctgcgac 1740 

aaaacgtctt ttcacaactt accctgttaa gtcaaaattt attttccagg aatttaatat 180 0 

gtactttagt tggaattatt ctatgtcaat gatttttaag ctatgaaaaa taataatata 1860 

aaaccttatg ggcttatatt gaaatttatt attctaatcc aaaagttacc ccacacaaaa 192 0 

gttactgagc ttccttatgt ttcacacatt gtatttgatc acaaaacatt aacaactcca 1980 

ctcatagtat caacattgtt ttgcaaatac tcagaatatt ttggcttcat tttgagcaga 2 040 
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atttttgttt ttaattttgc caatgaaatc ttcaataatt aaaaaanana aaanannnaa 210 0 
aaaaaaanan anaannaacn anngnaaaaa aaaaangggc ggccgccgac 215 0 

<210> 46 

<211> 764 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1213592.1 

<220> 

<221> unsure 
<222> 692 

<223> a, t, c, g, or other 
<400> 45 

gctgggcctc aggaagcagc atcggaggtg cctcagccat ggcatggatc cctctcttcc 6 0 
tcggcgtcct tgcttactgc acaggttccg tggcctctta tgacctgact cagtcaccct 12 0 
tagtgtccgt gtccccagga cagacagcca acatcacctg ctctgcagga tcaattgggg 180 
agtacatttg cttcttggta tcagcagaag ccaggtcagt cccctgtgtt ggtcatctat 240 
caggataaca agcggccctc agggatctct gagcgattct ctggctccaa ctctgggaac 3 00 
actgccactc tgaccatcac cgagacccag gctacggatg aggctgacta ttattgtcag 3 60 
gcgtgggaca gcagggcatt ggggtgttcg gcggagggac caagctgacc gtcctaggtc 420 
agcccaaggc tgccccctcg gtcactctgt tcccgccctc ctctgaggag cttcaagcca 480 
acaaggccac actggtgtgt ctcataagtg acttctaccc gggagccgtg acagtggcct 540 
ggaaggcaga tagcagcccc gtcaaggcgg gagtggagac caccacaccc tccaaaccaa 6 00 
agcaaccaac caaggtacgg gggccagcag ctatctgagc ctgacgcctg agccagtggg 650 
aagtcccaca gaagctacag ctgccaggtc anggcatgaa ggggagcacc gtgggaggaa 72 0 
ggacagtggc cccttacaag aatgtttcat aggtttcttc aacc 7 54 

<210> 47 

<211> 1764 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1376382CB1 

<400> 47 

ctcaggcctg acggtccgag tggagctgcg ggacagcccg aacctccagg tcagccccgc 60 
ggccctccat ggcgctggtg cgcgcactcg tctgctgcct gctgactgcc tggcactgcc 120 
gctccggcct cgggctgccc gtggcgcccg caggcggcag gaatcctcct ccggcgatag 180 
gacagttttg gcatgtgact gacttacact tagaccctac ttaccacatc acagatgacc 240 
acacaaaagt gtgtgcttca tctaaaggtg caaatgcctc caaccctggc ccttttggag 3 00 
atgttctgtg tgattctcca tatcaactta ttttgtcagc atttgatttt attaaaaatt 3 60 
ctggacaaga agcatctttc atgatatgga caggggatag cccacctcat gttcctgtac 42 0 
ctgaactctc aacagacact gttataaatg tgatcactaa tatgacaacc accatccaga 480 
gtctctttcc aaatctccag gttttccctg cgctgggtaa tcatgactat tggccacagg 540 
atcaactgcc tgtagtcacc agtaaagtgt acaatgcagt agcaaacctc tggaaaccat 600 
ggctagatga agaagctatt agtactttaa ggaaaggtgg tttttattca cagaaagtta 650 
caactaatcc aaaccttagg atcatcagtc taaacacaaa cttgtactac ggcccaaata 72 0 
taatgacact gaacaagact gacccagcca accagtttga atggctagaa agtacattga 780 
acaactctca gcagaataag gagaaggtgt atatcatagc acatgttcca gtggggtatc 840 
tgccatcttc acagaacatc acagcaatga gagaatacta taatgagaaa ttgatagata 9 00 
tttttcaaaa atacagtgat gtcattgcag gacaatttta tggacacact cacagagaca 9 60 
gcattatggt tctttcagat aaaaaaggaa gtccagtaaa ttctttgttt gtggctcctg 102 0 
ctgttacacc agtgaagagt gttttagaaa aacagaccaa caatcctggt atcagactgt 108 0 
ttcagtatga tcctcgtgat tataaattat tggatatgtt gcagtattac ttgaatctga 114 0 
cagaggcgaa tctaaaggga gagtccatct ggaagctgga gtatatcctg acccagacct 1200 
acgacattga agatttgcag ccggaaagtt tatatggatt agctaaacaa tttacaatcc 1260 
tagacagtaa gcagtttata aaatactaca attacttctt tgtgagttat gacagcagtg 132 0 
taacatgtga taagacatgt aaggcctttc agatttgtgc aattatgaat cttgataata 13 80 
tttcctatgc agattgcctc aaacagcttt atataaagca caattactag tatttcacag 1440 
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tttttgctaa tagaaaatgc 
aatctttgtt aattactgag 
tctttttgat gccttaatgt 
tgctcattaa tagaatgatg 
tctaatttgt acccttgttg 
aatatgaaaa aaaaaaaaaa 

<210> 48 
<211> 453 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 1376382CD1 

<400> 48 



Met 


Ala 


Leu 


Val 


Arg 


Ala 


Leu 


Val 


Cys 


Cys 


Leu 


Leu 


Thr 


Ala 


Trp 


1 








5 










10 










15 


His 


Cys 


Arg 


Ser 


Gly 


Leu 


Gly 


Leu 


Pro 


Val 


Ala 


Pro 


Ala 


Gly Gly 










20 










25 










30 


Arg 


Asn 


Pro 


Pro 


Pro 
35 


Ala 


He 


Gly 


Gin 


Phe 
40 


Trp 


His 


Val 




45 


Leu 


His 


Leu 


Asp 


Pro 
50 


Thr 


Tyr 


His 


He 


Thr 
55 


Asp 


Asp 


His 




60 


Val 


Cys 


Ala 


Ser 


Ser 
65 


Lys 


Gly 


Ala 


Asn 


Ala 
70 


Ser 


Asn 


Pro 


Gly 


75 


Phe 


Gly 


Asp 


Val 


Leu 
80 


Cys 


Asp 


Ser 


Pro 


Tyr 
85 


Gin 


Leu 


He 




90 


Ala 


Phe 


Asp 


Phe 


He 
95 


Lys 


Asn 


Ser 


Gly 


Gin 
100 


Glu 


Ala 


Ser 


Phe 


Met 
105 


He 


Trp 


Thr 


Gly 


Asp 
110 


Ser 


Pro 


Pro 


His 


Val 
115 


Pro 


Val 


Pro 


Glu 


120 


Ser 


Thr 


Asp 


Thr 


Val 
125 


He 


Asn 


Val 


He 


Thr 
130 


Asn 


Met 


Thr 




Thr 
135 


He 


Gin 


Ser 


Leu 


Phe 
140 


Pro 


Asn 


Leu 


Gin 


Val 
145 


Phe 


Pro 


Ala 




Gly 
150 


Asn 


His 


Asp 


Tyr 


Trp 
155 


Pro 


Gin 


Asp 


Gin 


Leu 
160 


Pro 


Val 


Val 


Thr 


Ser 
165 


Lys 


Val 


Tyr 


Asn 


Ala 
170 


Val 


Ala 


Asn 


Leu 


Trp 
175 


Lys 


Pro 


Trp 




180 


Glu 


Glu 


Ala 


He 


Ser 
185 


Thr 


Leu 


Arg 


Lys 


Gly 

190 


Gly 


Phe 


Tyr 


Ser 


Gin 
195 


Lys 


Val 


Thr 


Thr 


Asn 


Pro 


Asn 


Leu 


Arg 


He 


He 


Ser 


Leu 


Asn 


Thr 








200 










205 










210 


Asn 


Lgu 


Tyr 


Tyr 


Gly 
215 


Pro 


Asn 


He 


Met 


Thr 
220 


Leu 


Asn 


Lys 


Thr 


Asp 
225 


Pro 


Ala 


Asn 


Gin 


Phe 
230 


Glu 


Trp 


Leu 


Glu 


Ser 
235 


Thr 


Leu 


Asn 


Asn 


Ser 
240 


Gin 


Gin 






Glu 
245 


Lys 


Val 


Tyr 


He 


He 
250 


Ala 


His 


Val 


Pro 


Val 
255 


Gly 


Tyr 


Leu 


Pro 


Ssr 
260 


Ser 


Gin 


Asn 


He 


Thr 
265 


Ala 


Met 


Arg 


Glu 


Tyr 
270 


Tyr 


Asn 


Glu 


Lys 


Leu 
275 


He 


Asp 


He 


Phe 


Gin 
280 


Lys 


Tyr 


Ser 


Asp 


Val 
285 


He 


Ala 


Gly 


Gin 


Phe 


Tyr 


Gly 


His 


Thr 


His 


Arg Asp 


Ser 


He 


Met 










290 










295 










300 


Val 


Leu 


Ser 


Asp 


Lys 
305 


Lys 


Gly 


Ser 


Pro 


Val 
310 


Asn 


Ser 


Leu 


Phe 


Val 
315 


Ala 


Pro 


Ala 


Val 


Thr 
320 


Pro 


Val 


Lys 


Ser 


Val 
325 


Leu 


Glu 


Lys 


Gin 


Thr 
330 


Asn 


Asn 


Pro 


Gly 


He 
335 


Arg 


Leu 


Phe 


Gin 


Tyr 
340 


Asp 


Pro 


Arg 


Asp 


Tyr 
345 


Lys 


Leu 


Leu 


Asp 


Met 

350 


Leu 


Gin 


Tyr 


Tyr 


Leu 

355 


Asn 


Leu 


Thr 


Glu 


Ala 

360 


Asn 


Leu 


Lys 


Gly 


Glu 


Ser 


He 


Trp 


Lys 


Leu 


Glu 


Tyr 


He 


Leu 


Thr 



38 



tgattctgat tctgagatca 
tgggcaagta gacttcctgt 
agatatcttt atcattctga 
gatgtaaatt ggatgtaaat 
aaattgtcat ttatacaata 
aagg 



atttgtggga attttacata 1500 
ctttgctttc tttttttttt 1560 
attgtattat atatttaaag 1620 
attcagttta tataattata 1680 
aagcgaattc tttatctcta 1740 
17 64 
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365 










370 










375 


Gin 


Thr 


Tyr 


Asp 


He 
380 


Glu 


Asp 


Leu 


Gin 


Pro 
385 


Glu 


Ser 


Leu 


Tyr 


Gly 
390 


Leu 


Ala 


Lys 


Gin 


Phe 
395 


Thr 


He 


Leu 


Asp 


Ser 
400 


Lys 


Gin 


Phe 


He 


Lys 
405 


Tyr 


Tyr 


Asn 


Tyr 


Phe 
410 


Phe 


Val 


Ser 


Tyr 


Asp 
415 


Ser 


Ser 


Val 


Thr 


Cys 
420 


Asp 


Lys 


Thr 


Cys 


Lys 
425 


Ala 


Phe 


Gin 


He 


Cys 
430 


Ala 


He 


Met 


Asn 


Leu 
435 


Asp 


Asn 


He 


Ser 


Tyr 
440 


Ala 


Asp 


Cys 


Leu 


Lys 
445 


Gin 


Leu 


Tyr 


He 


Lys 
450 


His 


Asn 


Tyr 



























<210> 49 

<211> 2107 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2264641CB1 

<400> 49 

tccaagctat tgtcctgccc atggcttccc atctcaggac gctctctggc cgctatcatc 60 
ccagcagtgg agttcagccc actactctga accagccgca ggtggctgct atgggactga 12 0 
agccatgaat ggtgccggcc ctggccccgc cgcagccgcc ccggtcccag tcccggtccc 180 
ggtcccggac tggcggcagt tctgcgagct gcatgcgcag gcggccgccg tggactttgc 240 
gcacaagttc tgccgtttcc tgcgggacaa cccagcttac gacacgcccg acgccggcgc 3 00 
ctccttctcc cgccacttcg ccgccaactt cctggacgtc ttcggcgagg aggtgcgccg 3 60 
cgtgctggtg gctgggccga cgactcgggg cgcggccgtg agcgcagagg ccatggagcc 42 0 
ggagctcgcg gacacctctg cactcaaggc ggcgtcctac ggccactcgc ggagctcgga 480 
ggacgtgtcc acgcacgcgg ccaccaaggc ccgcgttcgc aagggcttct cgctgcgcaa 540 
catgagcctg tgcgtggtgg acggcgtgcg cgacatgtgg caccggcgcg cctcgcccga 600 
gcccgacgcg gcagctgccc cgcgcaccgc cgagccccgc gacaagtgga cgcggcgcct 660 
gaggctgtcg cggacgctgg ctgccaaggt ggagctggtg gacattcaac gcgagggggc 72 0 
gctgcgcttc atggtggccg acgacgcggc cgcgggctcc gggggctcgg ctcagtggca 780 
gaagtgccgc ctgctcctgc gcagggctgt ggccgaggaa cgcttccgcc tggagttctt 840 
cgtgccgccc aaagcctcca ggcccaaggt cagcatccca ctgtcagcca tcattgaggt 900 
ccgcaccacc atgcccctgg aaatgccaga gaaggataac acattcgtcc tcaaggtaga 9 60 
gaatggagcc gaatacatct tggagaccat cgactctctg cagaagcact cgtgggtagc 102 0 
tgacatccag ggctgcgtgg accccggtga cagtgaggaa gacaccgagc tctcctgtac 1080 
ccgaggaggc tgtctggcca gccgcgtggc ctcctgcagc tgtgagctcc tgactgatgc 1140 
agtcgacctg ccccgccccc cagagacgac agccgtgggt gcagtggtga cagcccccca 12 0 0 
cagccgaggt cgagatgccg tcagagaatc cctgatccac gtcccgctag agacctttct 12 6 0 
gcagaccctg gaatccccgg gcggcagcgg cagtgacagc aataacacag gggaacaggg 132 0 
tgcagagacg gatcccgagg ctgaacccga gctggagcta tccgactacc catggttcca 13 8 0 
cgggacactg tcccgggtca aggctgctca actggttctg gcaggggggc cccggaacca 144 0 
cggcctcttc gtgatccgcc aaagtgagac tcggcctggg gagtacgtgc tgaccttcaa 150 0 
cttccagggc aaggccaagc acctgcgcct gtccctgaac ggccacggcc agtgtcacgt 1560 
acagcatctg tggttccagt ctgtgcttga catgctccgc cacttccaca cacaccccat 162 0 
cccactggag tcagggggct cggccgacat cacccttcgc agctatgtgc gggcccagga 168 0 
ccccccacca gagccgggcc ccacgccccc tgccgcgccc gcgtccccgg cctgctggag 174 0 
cgactcgccc ggccagcact acttctccag cctcgccgcg gccgcctgcc cgcctgcctc 180 0 
gccctccgac gccgccggcg cctcctcgtc ttccgcctcg tcgtcctctg ccgcgtcggg 1860 
gcccgccccc ccgcgccccg tcgagggcca gctcagcgcg cggagccgca gcaacagcgc 1920 
cgagcgcctg ctggaggccg tggccgccac cgccgccgag gagcccccgg aggccgcgcc 198 0 
cggccgcgcg cgcgccgtgg agaaccagta ctccttctac tagcccgcgg cgccgcccgg 204 0 
gtgggacacg ccaagctctt cagtgaagac acgatgttat taaaagcctg ttttagggac 210 0 
tgcaaaa 2107 

<210> 50 

<211> 632 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 50 



Met 


Asn 


Gly 


Ala 


Gly 


1 








5 


Val 


Pro 


Val 


Pro 


Val 










20 


Ala 


Gin 


Ala 


Ala 


Ala 










35 


Leu 


Arg 


Asp 


Asn 












50 


Phe 


Ser 


Ara 


His 


Phe 










65 


Glu 


Val 


Arg 


Arg 


Val 
80 


Ala 


Val 


Ser 


Ala 


Glu 










95 


Ala 


Leu 


Lys 


Ala 


Ala 










110 


Val 


Ser 


Thr 


His 


Ala 










125 


Ser 


Leu 


Arg 


Asn 


Met 










140 


Met 


Trp 


His 


Arg 












155 


Pro 




Thr 


Ala 












170 


Leu 


Ser 


rg 


Thr 












185 


rg 


Glu 


Glv 


Ala 












2 00 


Glv 


Ser 


Glv 


Glv 


Ser 










215 


Arcr 


Ara 


Ala 


Val 


Ala 










23 0 


Pro 


Pro 


Lys 


Ala 












245 


lie 


lie 


Glu 


Val 












260 


ASTD 


Asn 


Thr 


Phe 












275 


Leu 


Glu 


Thr 


lie 












290 


lie 


Gin 


Gly 


Cvs 












305 


Leu 


Ser 


Cys 


Thr 












320 


Cvs 


Ser 


Cys 


Glu 












335 


Pro 


Glu 


Thr 


Thr 


Ala 










350 


Ara 


Gly Arg 


Asrj 












365 


Glu 


Thr 


Phe 


Leu 


Gin 










380 


Asp 


Ser 


Asn 


Asn 


Thr 










395 


Ala 


Glu 


Pro 


Glu 


Leu 










410 


Thr 


Leu 


Ser 


Arg 


Val 










425 


Pro 


Arg Asn 


His 


Gly 










440 


Pro 


Gly 


Glu 


Tyr 


Val 



2264641CD1 



Pro 


Gly 


Pro 


Ala 


Ala 
10 


Pro 


Asp 


Trp 


Arg 


Gin 
25 


Val 


Asp 


Phe 


Ala 


His 
40 


Ala 


Tyr 


Asp 


Thr 


Pro 
55 


Ala 


Ala 


Asn 


Phe 


Leu 
70 


Leu 


Val 


Ala 


Gly 


Pro 
85 


Ala 


Met 


Glu 


Pro 


Glu 

100 


Ser 


Tyr 


Gly 


His 


Ser 
115 


Ala 


Thr 


Lys 


Ala 


Arg 
130 


Ser 


Leu 


Cys 


Val 


Val 
145 


Ala 


Ser 


Pro 


Glu 


Pro 

160 


Pro 


Arg 


Asp 


Lys 


Trp 
175 


Ala 


Ala 


Lys 


Val 


Glu 
190 


Arg 


Phe 


Met 


Val 


Ala 
205 


Ala 


Gin 


Trp 


Gin 


Lys 

220 


Glu 


Glu 


Arg 


Phe 


Arg 
235 


Arg 


Pro 


Lys 


Val 


Ser 
250 


Thr 


Thr 


Met 


Pro 


Leu 
265 


Leu 


Lys 


Val 


Glu 


Asn 
280 


Ser 


Leu 


Gin 


Lys 


His 
295 


Asp 


Pro 


Gly 


Asp 


Ser 
310 


Gly 


Gly 


Cys 


Leu 


Ala 
325 


Leu 


Thr 


Asp 


Ala 


Val 
340 


Val 


Gly 


Ala 


Val 


Val 
355 


Val 


Arg 


Glu 


Ser 


Leu 
370 


Thr 


Leu 


Glu 


Ser 


Pro 
385 


Gly 


Glu 


Gin 


Gly 


Ala 
400 


Glu 


Leu 


Ser 


Asp 


Tyr 

415 


Lys 


Ala 


Ala 


Gin 


Leu 
430 


Leu 


Phe 


Val 


lie 


Arg 
445 


Leu 


Thr 


Phe 


Asn 


Phe 



Ala 


Ala 


Pro 


Val 


Pro 
15 


Phe 


Cys 


Glu 


Leu 


His 
30 


Lys 


Phe 


Cys 


Arg 


Phe 
45 


Asp 


Ala 


Gly 


Ala 


Ser 
60 


Asp 


Val 


Phe 


Gly 


Glu 
75 


Thr 


Thr 


Arg 


Gly 


Ala 
90 


Leu 


Ala 


Asp 


Thr 


Ser 
105 


Arg 


Ser 


Ser 


Glu 


Asp 
120 


Val 


Arg 


Lys 


Gly 


Phe 
135 


Asp 


Gly 


Val 


Arg 


Asp 
150 


Asp 


Ala 


Ala 


Ala 


Ala 

165 


Thr 


Arg 


Arg 


Leu 


Arg 
180 


Leu 


Val 


Asp 


He 


Gin 
195 


Asp 


Asp 


Ala 


Ala 


Ala 
210 


Cys 


Arg 


Leu 


Leu 


Leu 
225 


Leu 


Glu 


Phe 


Phe 


Val 
240 


He 


Pro 


Leu 


Ser 


Ala 

255 


Glu 


Met 


Pro 


Glu 


Lys 
270 


Gly 


Ala 


Glu 


Tyr 


He 
285 


Ser 


Trp 


Val 


Ala 


Asp 
300 


Glu 


Glu 


Asp 


Thr 


Glu 
315 


Ser 


Arg 


Val 


Ala 


Ser 
330 


Asp 


Leu 


Pro 


Arg 


Pro 
345 


Thr 


Ala 


Pro 


His 


Ser 
360 


He 


His 


Val 


Pro 


Leu 
375 


Gly 


Gly 


Ser 


Gly 


Ser 
390 


Glu 


Thr 


Asp 


Pro 


Glu 
405 


Pro 


Trp 


Phe 


His 


Gly 
420 


Val 


Leu 
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Gin 
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Thr 


Arg 
450 
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Lys 
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455 










460 










465 


His 


Leu 


Arg 


Leu 


Ser 
470 


Leu 


Asn 


Gly 


His 


Gly 
475 


Gin 


Cys 


His 


Val 


Gin 
480 


His 


Leu 


Trp 


Phe 


Gin 
485 


Ser 


Val 


Leu 


Asp 


Met 
490 


Leu 


Arg 


His 


Phe 


His 
495 


Thr 


His 


Pro 


He 


Pro 
500 


Leu 


Glu 


Ser 


Gly 


Gly 
505 


Ser 


Ala 


Asp 


He 


Thr 
510 


Leu 


Arg 


Ser 


Tyr 


Val 
515 


Arg 


Ala 


Gin 


Asp 


Pro 
520 


Pro 


Pro 


Glu 


Pro 


Gly 
525 


Pro 


Thr 


Pro 


Pro 


Ala 

530 


Ala 


Pro 


Ala 


Ser 


Pro 
535 


Ala 


Cys 


Trp 


Ser 


Asp 
540 


Ser 


Pro 


Gly 


Gin 


His 
545 


Tyr 


Phe 


Ser 


Ser 


Leu 
550 


Ala 


Ala 


Ala 


Ala 


Cys 
555 


Pro 


Pro 


Ala 


Ser 


Pro 
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Ser 


Asp 


Ala 


Ala 


Gly 
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Ala 


Ser 


Ser 


Ser 


Ser 
570 


Ala 


Ser 


Ser 


Ser 


Ser 
575 


Ala 


Ala 


Ser 


Gly 


Pro 
580 


Ala 


Pro 


Pro 


Arg 


Pro 
585 


Val 


Glu 


Gly 


Gin 


Leu 
590 


Ser 


Ala 


Arg 


Ser 


Arg 
595 


Ser 


Asn 


Ser 


Ala 


Glu 
500 


Arg 


Leu 


Leu 


Glu 


Ala 


Val 


Ala 


Ala 


Thr 


Ala 


Ala 


Glu 


Glu 


Pro 


Pro 








605 










610 










615 


Glu 


Ala 


Ala 


Pro 


Gly 
620 


Arg 


Ala 


Arg 


Ala 


Val 
625 


Glu 


Asn 


Gin 


Tyr 


Ser 
630 



Phe Tyr 



<210> 51 

<211> 1863 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 237547CB1 

<400> 51 

cctgaagcta caggtgctcc ctcctggaat ctccaatgga tttcagtcgc agaagcttcc 6 0 
acagaagcct gagctcctcc ttgcaggccc ctgtagtcag tacagtgggc atgcagcgcc 120 
tcgggacgac acccagcgtt tatgggggtg ctggaggccg gggtatccgc atctccaact 180 
ccagacacac ggtgaactat gggagcgatc tcacaggcgg cggggacctg tttgttggca 240 
atgagaaaat ggccatgcag aacctaaatg accgtctagc gagctaccta gaaaaggtgc 3 00 
ggaccctgga gcagtccaac tccaaacttg aagtgcaaat caagcagtgg tacgaaacca 3 60 
acgccccgag ggctggtcgc gactacagtg catattacag acaaattgaa gagctgcgaa 420 
gtcagattaa ggatgctcaa ctgcaaaatg ctcggtgtgt cctgcaaatt gataatgcta 480 
aactggctgc tgaggacttc agactgaagt atgagactga gagaggaata cgtctaacag 540 
tggaagctga tctccaaggc ctgaataagg tctttgatga cctaacccta cataaaacag 600 
atttggagat tcaaattgaa gaactgaata aagacctagc tctcctcaaa aaggagcatc S60 
aggaggaagt cgatggccta cacaagcatc tgggcaacac tgtcaatgtg gaggttgatg 720 
ctgctccagg cctgaacctt ggcgtcatca tgaatgaaat gaggcagaag tatgaagtca 780 
tggcccagaa gaaccttcaa gaggccaaag aacagtttga gagacagact gcagttctgc 84 0 
agcaacaggt cacagtgaat actgaagaat taaaaggaac tgaggttcaa ctaacggagc 9 00 
tgagacgcac ctcccagagc cttgagatag aactccagtc ccatctcagc atgaaagagt 9 60 
ctttggagca cactctagag gagaccaagg cccgttacag cagccagtta gccaacctcc 1020 
agtcgctgtt gagctctctg gaggcccaac tgatgcagat tcggagtaac atggaacgcc 1080 
agaacaacga ataccatatc cttcttgaca taaagactcg acttgaacag gaaattgcta 1140 
cttaccgccg ccttctggaa ggagaagacg taaaaactac agaatatcag ttaagcaccc 120 0 
tggaagagag agatataaag aaaaccagga agattaagac agtcgtgcaa gaagtagtgg 126 0 
atggcaaggt cgtgtcatct gaagtcaaag aggtggaaga aaatatctaa atagctacca 132 0 
gaaggagatg ctgctgaggt tttgaaagaa atttggctat aatcttatct ttgctccctg 138 0 
caagaaatca gccataagaa agcactatta atactctgca gtgattagaa ggggtggggt 144 0 
ggcgggaatc ctatttatca gactctgtaa ttgaatataa atgttttact cagaggagct 150 0 
gcaaattgcc tgcaaaaatg aaatccagtg agcactagaa tatttaaaac atcattactg 156 0 
ccatctttat catgaagcac atcaattaca agctgtagac cacctaatat caatttgtag 1620 
gtaatgttcc tgaaaattgc aatacatttc aattatacta aacctcacaa agtagaggaa 168 0 
tccatgtaaa ttgcaaataa accactttct aattttttcc tgtttctgaa ttgtaaaacc 1740 
ccctttggga gtccctggtt tcttattgag ccaatttctg ggttaatctt attgattttt 1800 
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Gin 


He 
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195 


Glu Leu Asn 
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Leu 
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Glu 


His 


Gin 


Glu 
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210 
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Lys 
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Thr 


Val 


Asn 
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215 










220 
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Glu Val Asp 
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Asn 
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Val 


He 
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230 
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240 
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Val 
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Lys 
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245 










250 










255 


Glu Ala Lys 
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Gin 


Phe 
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Arg 


Gin 


Thr 
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Val 
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Gin 
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Val 
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Leu Thr Glu 
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Arg 
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He 


Glu 








290 
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Gin Ser His 
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Met 


Lys 
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Thr 


Leu 
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Ala 


Arg 


Tyr 


Ser 
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Gin 
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Asn 
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Gin 
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33 0 


Leu Leu Ser 
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Ala 


Gin 
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Met 


Gin 


He 


Arg 
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Asn 






335 










340 
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Met Glu Arg 
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Asn 


Asn 


Glu 


Tyr 


His 


He 


Leu 
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Asp 


He 


Lys 






350 










355 










360 


Thr Arg Leu 


Glu 


Gin 


Glu 


He 


Ala 


Thr 


Tyr 


Arg 


Arg 


Leu 


Leu 


Glu 






365 










370 










375 


Gly Glu Asp 


Val 


Lys 


Thr 


Thr 


Glu 


Tyr 


Gin 


Leu 


Ser 


Thr 


Leu 


Glu 






380 










385 










390 


Glu Arg Asp 


He 


Lys 


Lys 


Thr 


Arg 


Lys 


He 


Lys 


Thr 


Val 


Val 


Gin 
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395 400 405 

Glu Val Val Asp Gly Lys Val Val Ser Ser Glu Val Lys Glu Val 

410 415 420 

Glu Glu Asn lie 



<210> 53 

<211> 3169 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2771481CB1 

<400> 53 

gccaggaata actagagagg aacaatgggg ttattcagag gttttgtttt cctcttagtt 6 0 
ctgtgcctgc tgcaccagtc aaatacttcc ttcattaagc tgaataataa tggctttgaa 120 
gatattgtca ttgttataga tcctagtgtg ccagaagatg aaaaaataat tgaacaaata 180 
gaggatatgg tgactacagc ttctacgtac ctgtttgaag ccacagaaaa aagatttttt 240 
ttcaaaaatg tatctatatt aattcctgag aattggaagg aaaatcctca gtacaaaagg 3 00 
ccaaaacatg aaaaccataa acatgctgat gttatagttg caccacctac actcccaggt 3 60 
agagatgaac catacaccaa gcagttcaca gaatgtggag agaaaggcga atacattcac 420 
ttcacccctg accttctact tggaaaaaaa caaaatgaat atggaccacc aggcaaactg 480 
tttgtccatg agtgggctca cctccggtgg ggagtgtttg atgagtacaa tgaagatcag 540 
cctttctacc gtgctaagtc aaaaaaaatc gaagcaacaa ggtgttccgc aggtatctct 600 
ggtagaaata gagtttataa gtgtcaagga ggcagctgtc ttagtagagc atgcagaatt 660 
gattctacaa caaaactgta tggaaaagat tgtcaattct ttcctgataa agtacaaaca 72 0 
gaaaaagcat ccataatgtt tatgcaaagt attgattctg ttgttgaatt ttgtaacgaa 780 
aaaacccata atcaagaagc tccaagccta caaaacataa agtgcaattt tagaagtaca 84 0 
tgggaggtga ttagcaattc tgaggatttt aaaaacacca tacccatggt gacaccacct 9 00 
cctccacctg tcttctcatt gctgaagatc agtcaaagaa ttgtgtgctt agttcttgat 9 60 
aagtctggaa gcatgggggg taaggaccgc ctaaatcgaa tgaatcaagc agcaaaacat 102 0 
ttcctgctgc agactgttga aaatggatcc tgggtgggga tggttcactt tgatagtact 1080 
gccactattg taaataagct aatccaaata aaaagcagtg atgaaagaaa cacactcatg 114 0 
gcaggattac ctacatatcc tctgggagga acttccatct gctctggaat taaatatgca 1200 
tttcaggtga ttggagagct acattcccaa ctcgatggat ccgaagtact gctgctgact 12 6 0 
gatggggagg ataacactgc aagttcttgt attgatgaag tgaaacaaag tggggccatt 1320 
gttcatttta ttgctttggg aagagctgct gatgaagcag taatagagat gagcaagata 13 8 0 
acaggaggaa gtcattttta tgtttcagat gaagctcaga acaatggcct cattgatgct 1440 
tttggggctc ttacatcagg aaatactgat ctctcccaga agtcccttca gctcgaaagt 1500 
aagggattaa cactgaatag taatgcctgg atgaacgaca ctgtcataat tgatagtaca 1560 
gtgggaaagg acacgttctt tctcatcaca tggaacagtc tgcctcccag tatttctctc 162 0 
tgggatccca gtggaacaat aatggaaaat ttcacagtgg atgcaacttc caaaatggcc 1680 
tatctcagta ttccaggaac tgcaaaggtg ggcacttggg catacaatct tcaagccaaa 1740 
gcgaacccag aaacattaac tattacagta acttctcgag cagcaaattc ttctgtgcct 18 00 
ccaatcacag tgaatgctaa aatgaataag gacgtaaaca gtttccccag cccaatgatt 18 6 0 
gtttacgcag aaattctaca aggatatgta cctgttcttg gagccaatgt gactgctttc 1920 
attgaatcac agaatggaca tacagaagtt ttggaacttt tggataatgg tgcaggcgct 1980 
gattctttca agaatgatgg agtctactcc aggtatttta cagcatatac agaaaatggc 2040 
agatatagct taaaagttcg ggctcatgga ggagcaaaca ctgccaggct aaaattacgg 2100 
cctccactga atagagccgc gtacatacca ggctgggtag tgaacgggga aattgaagca 2160 
aacccgccaa gacctgaaat tgatgaggat actcagacca ccttggagga tttcagccga 2220 
acagcatccg gaggtgcatt tgtggtatca caagtcccaa gccttccctt gcctgaccaa 2280 
tacccaccaa gtcaaatcac agaccttgat gccacagttc atgaggataa gattattctt 2340 
acatggacag caccaggaga taattttgat gttggaaaag ttcaacgtta tatcataaga 2400 
ataagtgcaa gtattcttga tctaagagac agttttgatg atgctcttca agtaaatact 2460 
actgatctgt caccaaagga ggccaactcc aaggaaagct ttgcatttaa accagaaaat 2520 
atctcagaag aaaatgcaac ccacatattt attgccatta aaagtataga taaaagcaat 2580 
ttgacatcaa aagtatccaa cattgcacaa gtaactttgt ttatccctca agcaaatcct 2 640 
gatgacattg atcctactcc tactcctact cctactcctg ataaaagtca taattctgga 27 00 
gttaatattt ctacgctggt attgtctgtg attgggtctg ttgtaattgt taactttatt 27 60 
ttaagtacca ccatttgaac cttaacgaag aaaaaaatct tcaagtagac ctagaagaga 2820 
gttttaaaaa acaaaacaat gtaagtaaag gatatttctg aatcttaaaa ttcatcccat 2880 
gtgtgatcat aaactcataa aaataatttt aagatgtcgg aaaaggatac tttgattaaa 2 940 
taaaaacact catggatatg taaaaactgt caagattaaa atttaatagt ttcatttatt 3000 
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tgttatttta tttgtaagaa atagtgatga acaaagatcc tttttcatac tgatacctgg 3 06 0 
ttgtatatta tttgatgcaa cagttttctg aaatgatatt tcaaattgca tcaagaaatt 312 0 
aaaatcatct atctgagtag tcaaaataca agtaaaggag agcaaataa 3159 

<210> 54 

<211> 917 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2771481CD1 

<400> 54 
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Asp Lys Ser His Asn Ser Gly Val Asn lie Ser Thr Leu Val Leu 
890 895 900 

Ser Val lie Gly Ser Val Val lie Val Asn Phe lie Leu Ser Thr 
905 910 915 

Thr He 



<210> 55 

<211> 846 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1400916.1 



<400> 55 

cagagtctgg gaatctcacc atggcctgga cccctctcct gctccccctc ctcactttct 6 0 
gcacagtctc tgaggcctcc tatgagctga cacagccacc ctcggtgtcc gtgtccccag 120 
gacaaacggc caatatcacc tgctctggag acgcattgcc aaataaatat gcatattggt 180 
tccagcagaa gtcagggcag gcccctttgc tggtcatcta tgaggacatt agacgacatt 240 
ccgggatccc tgagagattt tctgggtcca gctcagggac aatggccaca ttgaccatca 3 00 
gcggggccca ggtggacgat gaagctgtct actattgtta ctcaacagac aacagtggaa 3 60 
attacaaaag gctgttcggc ggagggacca ggctgaccgt cctaggccag cccagggctg 420 
ccccctcggt cactctgttc ccgccctcct ctgaggagct tcaagccaac agggccacac 480 
tggtgtgtct cataagtgac ttctacccgg gagccgtgac agtggcctgg aaggcagata 540 
gcagccccgt caaggcggga gtggagacca ccacaccctc caaacaaagc aacaacaagt 500 
acgcggccag cagctatctg agcctgacgc ctgagcagtg gaagtcccac agaaactaca 660 
gctgccagat cacgcatgaa gggagcaccg tggagaagac agtggcccct acagaatgtt 72 0 
cataggttct aaaccctcac cccccccacg ggagcctaga gctgcaggat cccaggggag 780 
gggtctctcc tcccacccca aggcatcaag cccttctccc tgcactcaat aaaccctcaa 840 
tgaata 846 



<210> 56 

<211> 1769 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 253986.11 



<400> 56 

cttctcctcc agcacaggaa ctaggaacta cggagagaga agccaaggga gaggaggagg 60 
aggaaactaa cgattccctg cccaccccca cacccagcac caccaacagg tggggcaagc 12 0 
ttgccgagaa aacgcagagg ggcatcctgt gagcagcaaa cacatctgag cctggaaaag 180 
acgcagagaa gtaaaagatc aaagtctgat tggcaccggc tcccattccg gctccagcct 240 
ccaatccgac ccccatttcg gctgcagcct cggacctagc tccggccctc ggtctatccg 3 00 
gttgcatcct ccctccctgt tccggatctt atcttgcgcc agcgcctact ccaggatccc 3 60 
gtagccagac ctcaagccat ggctggtccc ttctcccgtc tgctgtccgc ccgcccggga 42 0 
ctcaggctcc tggctttggc cggagcgggg tctctagccg ctgggtttct gctccgaccg 48 0 
gaacctgtac gagctgccag tgaacgacgg aggctgtatc ccccgagcgc tgagtaccca 54 0 
gacctccgaa agcacaacaa ctgcatggcc agtcacctga ccccagcagt ctatgcacgg 60 0 
ctctgcgaca agaccacacc cactggttgg acgctagatc agtgtatcca gactggcgtg 66 0 
gacaaccctg gccacccctt catcaagact gtgggcatgg tggctggaga tgaggagacc 72 0 
tatgaggtat ttgctgacct gtttgaccct gtgatccaag agcgacacaa tggatatgac 780 
ccccggacaa tgaagcacac cacggatcta gatgccagta aaatccgttc tggctacttt 840 
gatgagaggt atgtattgtc ctctagagtc agaactggcc gaagcatccg aggactcagt 900 
ctgcctccag cttgcactcg agcagagcga cgagaggtgg aacgtgttgt ggtggatgca 960 
ctgagtggcc tgaagggtga cctggctgga cgttactata ggctcagtga gatgacagag 1020 
gctgaacagc agcagcttat tgatgaccac tttctgtttg ataagcctgt gtccccgttg 1080 
ctgactgcag caggaatggc tcgagactgg ccagatgctc gtggaatttg gcacaacaat 1140 
gagaagagct tcctgatctg ggtgaatgag gaggatcata cacgggtgat ctccatggag 12 0 0 
aagggtggta acatgaagag agtgtttgaa agattctgcc gaggcctcaa agaggtggag 12 60 
agacttatcc aagaacgtgg ctgggagttc atgtggaatg agcgtttggg atacatcttg 1320 
acctgtccat ctaacctggg cactggactt cgggcaggag tgcacatcaa actgcccctg 13 80 
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ctaagcaaag atagccgctt cccaaagatc ctggagaacc taagactcca aaagcgtggt 1440 
actggaggag tggacactgc tgccacaggc ggtgtctttg atatttctaa tttggaccga 1500 
ctaggcaaat cagaggtgga gctggtgcaa ctggtcatcg atggagtaaa ctatttgatt 1560 
gattgtgaac ggcgtctgga gagaggccag gatatccgca tccccacacc tgtcatccac 1620 
accaagcatt aactccccat cgccagctga tgactcaaga ttccaaggag ttctgctcat 1680 
tctaatgatg gcccattcta cttgctctgg acctgccctc gcatcccctg cctccatcct 1740 
agtaaagact ccttgctatg ctgcaaaaa 1769 

<210> 57 

<211> 780 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 253986.17 



<400> 57 

ctggctggac gttactatag gctcagtgag 
gatgaccact ttctgtttga taagcctgtg 
cgagactggc cagatgctcg tggaatttgg 
gtgaatgagg aggatcatac acgggtgatc 
gtgtttgaaa gattctgccg aggcctcaaa 
tgggagttca tgtggaatga gcgtttggga 
actggacttc gggcaggagt gcacatcaaa 
ccaaagatcc tggagaacct aagactccaa 
gctacaggcg gtgtctttga tatttctaat 
ctggtgcaac tggtcatcga tggagtaaac 
agaggccagg atatccgcat ccccacacct 
gccagctgat gactcaagat tcccaggagt 
ttgctctgga cctgcccccg catcccctgc 



atgacagagg ctgaacagca gcagcttatt 60 
tccccgttgc tgactgcagc aggaatggct 120 
cacaacaatg agaagagctt cctgatctgg 180 
tccatggaga agggtggtaa catgaagaga 24 0 
gaggtggaga gacttatcca agaacgtggc 3 00 
tacatcttga cctgtccatc taacctgggc 3 60 
ctgcccctgc taagcaaaga tagccgcttc 42 0 
aaacgtggta ctggaggagt ggacactgct 480 
ttggaccgac taggcaaatc agaggtggag 540 
tatttgattg attgtgaacg gcgtctggag 600 
gtcatccaca ccaagcatta actccccatc 660 
tctgctcatt ctaatgatgg cccattctac 72 0 
ctccatccta gtaaagactc cttgctatgc 780 



<210> 58 

<211> 3149 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2680109CB1 



<400> 58 

gcagcgtcca gtgccctgcc agtagctcct agagaggcag gggttaccaa ctggccagca 60 
ggctgtgtcc ctgaagtcag atcaacggga gagaaggaag tggctaaaac attgcacagg 12 0 
agaagtcggc ctgagtggtg cggcgctcgg gacccaccag caatgctgct cttcgtgctc 180 
acctgcctgc tggcggtctt cccagccatc tccacgaaga gtcccatatt tggtcccgag 240 
gaggtgaata gtgtggaagg taactcagtg tccatcacgt gctactaccc acccacctct 3 00 
gtcaaccggc acacccggaa gtactggtgc cggcagggag ctagaggtgg ctgcataacc 3 60 
ctcatctcct cggagggcta cgtctccagc aaatatgcag gcagggctaa cctcaccaac 42 0 
ttcccggaga acggcacatt tgtggtgaac attgcccagc tgagccagga tgactccggg 480 
cgctacaagt gtggcctggg catcaatagc cgaggcctgt cctttgatgt cagcctggag 540 
gtcagccagg gtcctgggct cctaaatgac actaaagtct acacagtgga cctgggcaga 600 
acggtgacca tcaactgccc tttcaagact gagaatgctc aaaagaggaa gtccttgtac 660 
aagcagatag gcctgtaccc tgtgctggtc atcgactcca gtggttatgt aaatcccaac 72 0 
tatacaggaa gaatacgcct tgatattcag ggtactggcc agttactgtt cagcgttgtc 780 
atcaaccaac tcaggctcag cgatgctggg cagtatctct gccaggctgg ggatgattcc 84 0 
aatagtaata agaagaatgc tgacctccaa gtgctaaagc ccgagcccga gctggtttat 9 00 
gaagacctga ggggctcagt gaccttccac tgtgccctgg gccctgaggt ggcaaacgtg 960 
gccaaatttc tgtgccgaca gagcagtggg gaaaactgtg acgtggtcgt caacaccctg 1020 
gggaagaggg ccccagcctt tgagggcagg atcctgctca acccccagga caaggatggc 1080 
tcattcagtg tggtgatcac aggcctgagg aaggaggatg cagggcgcta cctgtgtgga 1140 
gcccattcgg atggtcagct gcaggaaggc tcgcctatcc aggcctggca actcttcgtc 12 00 
aatgaggagt ccacgattcc ccgcagcccc actgtggtga agggggtggc aggaagctct 12 60 
gtggccgtgc tctgccccta caaccgtaag gaaagcaaaa gcatcaagta ctggtgtctc 1320 
tgggaagggg cccagaatgg ccgctgcccc ctgctggtgg acagcgaggg gtgggttaag 13 80 
gcccagtacg agggccgcct ctccctgctg gaggagccag gcaacggcac cttcactgtc 1440 
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atcctcaacc agctcaccag ccgggacgcc ggcttctact ggtgtctgac caacggcgat 1500 
actctctgga ggaccaccgt ggagatcaag attatcgaag gagaaccaaa cctcaaggta 15 60 
ccagggaatg tcacggctgt gctgggagag actctcaagg tcccctgtca ctttccatgc 1620 
aaattctcct cgtacgagaa atactggtgc aagtggaata acacgggctg ccaggccctg 1680 
cccagccaag acgaaggccc cagcaaggcc ttcgtgaact gtgacgagaa cagccggctt 1740 
gtctccctga ccctgaacct ggtgaccagg gctgatgagg gctggtactg gtgtggagtg 1800 
aagcagggcc acttctatgg agagactgca gccgtctatg tggcagttga agagaggaag 1860 
gcagcggggt cccgcgatgt cagcctagcg aaggcagacg ctgctcctga tgagaaggtg 1920 
ctagactctg gttttcggga gattgagaac aaagccattc aggatcccag gctttttgca 1980 
gaggaaaagg cggtggcaga tacaagagat caagccgatg ggagcagagc atctgtggat 2040 
tccggcagct ctgaggaaca aggtggaagc tccagagcgc tggtctccac cctggtgccc 2100 
ctgggcctgg tgctggcagt gggagccgtg gctgtggggg tggccagagc ccggcacagg 2160 
aagaacgtcg accgagtttc aatcagaagc tacaggacag acattagcat gtcagacttc 222 0 
gagaactcca gggaatttgg agccaatgac aacatgggag cctcttcgat cactcaggag 2280 
acatccctcg gaggaaaaga agagtttgtt gccaccactg agagcaccac agagaccaaa 2340 
gaacccaaga aggcaaaaag gtcatccaag gaggaagccg agatggccta caaagacttc 2400 
ctgctccagt ccagcaccgt ggccgccgag gcccaggacg gcccccagga agcctagacg 2460 
gtgtcgccgc ctgctccctg cacccatgac aatcaccttc agaatcatgt cgatcctggg 2520 
gccctcagct cctggggacc ccactccctg ctctaacacc tgcctaggtt tttcctactg 2580 
tcctcagagg cgtgctggtc ccctcctcag tgacatcaaa gcctggccta attgttccta 2640 
ttggggatga gggtggcatg aggaggtccc acttgcaact tctttctgtt gagagaacct 27 00 
caggtacgga gaagaataga ggtcctcatg ggtcccttga aggaagaggg accagggtgg 27 60 
gagagctgat tgcagaaagg agagacgtgc agcgcccctc tgcaccctta tcatgggatg 2820 
tcaacagaat ttttccctcc actccatccc tccctcccgt ccttcccctc ttcttctttc 2880 
cttccatcaa aagatgtatt tgaattcata ctagaattca ggtgctttgc tagatgctgt 2940 
gacaggtatg cctacaacac tgctcacagc ctttctgagg acaccagtga aagaagctac 3 000 
agctcttctt ggcgtattta tactcactga gtcttaactt ttcaccaggg gtgctcacgt 3 060 
ctgcccctag tgggagaggt cataaaatgt ctcgagtcct aaggacttag gggtcatgta 3120 
tgatgagcat acacacaggt aattataaa 3149 



<210> 59 
<211> 764 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2680109CD1 
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Lys 
465 


Val 


Pro 


Gly 


Asn 


Val 
470 


Thr 


Ala 


Val 


Leu 


Gly 
475 


Glu 


Thr 


Leu 


Lys 


Val 
480 


Pro 


Cys 


His 


Phe 


Pro 
485 


Cys 


Lys 


Phe 


Ser 


Ser 
490 


Tyr 


Glu 


Lys 


Tyr 


Trp 

495 


Cys 


Lys 


Trp 


Asn 


Asn 
500 


Thr 


Gly 


Cys 


Gin 


Ala 
505 


Leu 


Pro 


Ser 


Gin 


Asp 
510 


Glu 


Gly 


Pro 


Ser 


Lys 
515 


Ala 


Phe 


Val 


Asn 


Cys 
520 


Asp 


Glu 


Asn 


Ser 


Arg 
525 


Leu 


Val 


Ser 


Leu 


Thr 

530 


Leu 


Asn 


Leu 


Val 


Thr 
535 


Arg 


Ala 


Asp 


Glu 


Gly 
540 


Trp 


Tyr 


Trp 


Cys 


Gly 
545 


Val 


Lys 


Gin 


Gly 


His 
550 


Phe 


Tyr 


Gly 


Glu 


Thr 
555 


Ala 


Ala 


Val 


Tyr 


Val 

560 


Ala 


Val 


Glu 


Glu 


Arg 
565 


Lys 


Ala 


Ala 


Gly 


Ser 

570 


Arg 


Asp 


Val 


Ser 


Leu 
575 


Ala 


Lys 


Ala 


Asp 


Ala 
580 


Ala 


Pro 


Asp 


Glu 


Lys 
585 


Val 


Leu 


■Asp 


Ser 


Gly 
590 


Phe 


Arg 


Glu 


He 


Glu 
595 


Asn 


Lys 


Ala 


He 


Gin 
600 


Asp 


Pro 


Arg 


Leu 


Phe 
605 


Ala 


Glu 


Glu 


Lys 


Ala 
610 


Val 


Ala 


Asp 


Thr 


Arg 
615 


Asp 


Gin 


Ala 


Asp 


Gly 

620 


Ser 


Arg 


Ala 


Ser 


Val 
625 


Asp 


Ser 


Gly 


Ser 


Ser 
63 0 


Glu 


Glu 


Gin 


Gly 


Gly 
635 


Ser 


Ser 


Arg 


Ala 


Leu 
540 


Val 


Ser 


Thr 


Leu 


Val 
645 


Pro 


Leu 


Gly 


Leu 


Val 
650 


Leu 


Ala 


Val 


Gly 


Ala 
655 


Val 


Ala 


Val 


Gly 


Val 

660 


Ala 


Arg 


Ala 


Arg 


His 
655 


Arg 


Lys 


Asn 


Val 


Asp 
670 


Arg 


Val 


Ser 


He 


Arg 
675 


Ser 


Tyr 


Arg 


Thr 


Asp 
680 


He 


Ser 


Met 


Ser 


Asp 
685 


Phe 


Glu 


Asn 


Ser 


Arg 
690 
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Glu 


Phe Gly 


Ala Asn 


Asp 


Asn 


Met 


Gly Ala 


Ser 


Ser 


He 


Thr 


Gin 








695 










700 










705 


Glu 


Thr 


Ser 


Leu Gly 
710 


Gly 


Lys 


Glu 


Glu 


Phe 
715 


Val 


Ala 


Thr 


Thr 


Glu 
720 


Ser 


Thr 


Thr 


Glu Thr 
725 


Lys 


Glu 


Pro 


Lys 


Lys 
730 


Ala 


Lys 


Arg 


Ssr 


Ser 
735 


Lys 


Glu 


Glu 


Ala Glu 
740 


Met 


Ala 


Tyr 


Lys 


Asp 
745 


PhG 


Lgu 


Leu 


Gin 


Ser 
750 


Ser 


Thr 


Val 


Ala Ala 
755 


Glu 


Ala 


Gin 


Asp 


Gly 
760 


Pro 


Gin 


Glu 


Ala 





<210> 60 

<211> 655 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1800311CB1 

<400> 60 

cagtaacctg ccctctttaa 
ctctctcggg cactgctgcc 
cctgggccgc cttggcagga 
agtcagtgaa gaagctcaaa 
ggaactttgc acccatccct 
ttccagaaga actcaagcct 
tggaggaaat cgctgaggac 
gatgctaggg gggcttgccc 
ctgcagaaag ggccacccat 
cgggaggagc agcccgggga 
ccctgccact tcaaccccca 

<210> 61 
<211> 115 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 1800311CD1 

<400> 61 



Met 


Asn 


Ala 


Phe 


Leu 


Leu 


Phe 


Ala 


Leu 


Cys 


Leu 


Leu 


Gly 


Ala 


Trp 


1 








5 










10 










15 


Ala 


Ala 


Leu 


Ala 


Gly 
20 


Gly 


Val 


Thr 


Val 


Gin 
25 


Asp 


Gly 


Asn 


Phe 


Ser 
30 


Phe 


Ser 


Leu 


Glu 


Ser 
35 


Val 


Lys 


Lys 


Leu 


Lys 
40 


Asp 


Leu 


Gin 


Glu 


Pro 
45 


Gin 


Glu 


Pro 


Arg 


Val 


Gly 


Lys 


Leu Arg Asn 


Phe 


Ala 


Pro 


He 


Pro 










50 










55 










60 


Gly 


Glu 


Pro 


Val 


Val 
65 


Pro 


He 


Leu 


Cys 


Ser 
70 


Asn 


Pro 


Asn 


Phe 


Pro 
75 


Glu 


Glu 


Leu 


Lys 


Pro 
80 


Leu 


Cys 


Lys 


Glu 


Pro 
85 


Asn 


Ala 


Gin 


Glu 


He 
90 


Leu 


Gin 


Arg 


Leu 


Glu 
95 


Glu 


He 


Ala 


Glu 


Asp 
100 


Pro 


Gly 


Thr 


Cys 


Glu 
105 


rie 


Cys 


Ala 


Tyr 


Ala 
110 


Ala 


Cys 


Thr 


Gly 


Cys 
115 













<210> 62 

<211> 1312 

<212> DNA 

<213> Homo sapiens 

<220> 



aagtcccgcc gcttccccct ggcatccaca acagccaccc 60 
atgaatgcct tcctgctctt cgcactgtgc ctccttgggg 12 0 
ggggtcaccg tgcaggatgg aaatttctcc ttttctctgg 180 
gacctccagg agccccagga gcccagggtt gggaaactca 24 0 
ggtgaacctg tggttcccat cctctgtagc aacccgaact 3 00 
ctctgcaagg agcccaatgc ccaggagata cttcagaggc 3 60 
ccgggcacat gtgaaatctg tgcctacgct gcctgtaccg 42 0 
actgcctgcc tcccctccgc agcagggaag ctcttttctc 48 0 
gatactccac tcccagcagc tcaacctacc ctggtccagt 54 0 
ggaactgggt gactggaggc ctcgccccaa cactgtcctt 60 0 
gctaataaac cagattccag agtaaaaaaa aaaaa 65 5 
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<221> misc_feature 

<223> Incyte ID No: 1804734CB1 



<400> 62 

gtccctagga gataagagta tcttgcacag caggtgcagg tttcccagca gctcaggcaa 60 
gagtccgatg tttgtgccat ctgatcctga tgtctggaga gcagatagcc atgtgtgagc 12 0 
ctgaatttgg caatgacaag gccagggagc cgagcgtggg tggcaggtgg cgagtgtcct 180 
ggtacgaacg gtttgtgcag ccatgtctgg tcgaactgct gggctctgct ctcttcatct 240 
tcatcgggtg cctgtcggtc attgagaatg ggacggacac tgggctgctg cagccggccc 30 0 
tggcccacgg gctggctttg gggctcgtga ttgccacgct ggggaatatc agtggtggac 3 60 
acttcaaccc tgcggtgtcc ctggcagcca tgctgatcgg aggcctcaac ctggtgatgc 42 0 
tcctcccgta ctgggtctca cagctgctcg gggggatgct cggggctgcc ttggccaagg 480 
cggtgagtcc tgaggagagg ttctggaatg catctggggc ggcctttgtg acagtccagg 540 
agcaggggca ggtggcaggg gcgttggtgg cagagatcat cctgacgacg ctgctggccc 60 0 
tggctgtatg catgggtgcc atcaatgaga agacaaaggg ccctctggcc ccgttctcca 660 
tcggctttgc cgtcaccgtg gatatcctgg ctgggggccc tgtgtctgga ggctgcatga 72 0 
atcccgcccg tgcttttgga cctgcggtgg tggccaacca ctggaacttc cactggatct 780 
actggctggg cccactcctg gctggcctgc ttgttggact gctcattagg tgcttcattg 84 0 
gagatgggaa gacccgcctc atcctgaagg ctcggtgaag cagagctcgt gggattcctg 900 
ctgctccagg tgtcctcagc tcacctgtcc cagactgagg acaggggagt tcctgcattt 9 60 
cctgccaggg cagaggccca gaggagcgac cccctgcttc cactgcttgg gcctgctttc 102 0 
tcagatagac tgactgctga ggaggctcta ggttcttgga attcctttgt gctcatcaga 108 0 
gaccccagcc tggggaacac gctgcccgca ctgcccagag agcagtgcaa acaccacaac 1140 
acgagcgtgt ttcttgagag gaatgtcccc gagttggaca aggaggctgt ttctgcacat 12 0 0 
cagctcattt cccgcacccc atttcttgct tgattgcttt gttgggggcc tggccacttc 1260 
cttgcttctc aagctgacaa ttctcacttt gcaataaata gtccagtgtt tc 1312 



<210> 63 
<211> 262 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1804734CD1 



Met 


Ser 


Gly 


Glu 


Gin 


He 


Ala 


Met 


Cys 


Glu 


Pro 


Glu 


Phs 


Gly 


Asn 


1 








5 










10 










15 


Asp 


Lys 


Ala 


Arg 


Glu 


Pro 


Ser 


Val 


Gly 


Gly 


Arg 


Trp 


Arg 


Val 


Ser 










20 










25 










30 


Trp 


Tyr 


Glu 


Arg 


Phe 


Val 


Gin 


Pro 


Cys 


Leu 


Val 


Glu 


Leu 


Leu 


Gly 










35 










40 










45 


Ser 


Ala 


Leu 


Phe 


He 


Phe 


He 


Gly 


Cys 


Leu 


Ser 


Val 


He 


Glu 


Asn 










50 










55 










60 


Gly 


Thr 


Asp 


Thr 


Gly 


Leu 


Leu 


Gin 


Pro 


Ala 


Leu 


Ala 


His 


Gly 


Leu 










65 










70 










75 


Ala 


Leu 


Gly 


Leu 


Val 

80 


He 


Ala 


Thr 


Leu 


Gly 
85 


Asn 


He 


Ser 


Gly 


Gly 
90 


His 


Phe 


Asn 


Pro 


Ala 


Val 


Ser 


Leu 


Ala 


Ala 


Met 


Leu 


He 


Gly 


Gly 










95 










100 










105 


Leu 


Asn 


Leu 


Val 


Met 


Leu 


Leu 


Pro 


Tyr 


Trp 


Val 


Ser 


Gin 


Leu 


Leu 










110 










115 










120 


Gly Gly 


Met 


Leu 


Gly 


Ala 


Ala 


Leu 


Ala 


Lys 


Ala 


Val 


Ser 


Pro 


Glu 










125 










130 










135 


Glu 


Arg 


Phe 


Trp 


Asn 


Ala 


Ser 


Gly 


Ala 


Ala 


Phe 


Val 


Thr 


Val 


Gin 










140 










145 










150 


Glu 


Gin 


Gly 


Gin 


Val 


Ala 


Gly 


Ala 


Leu 


Val 


Ala 


Glu 


He 


He 


Leu 










155 










160 










165 


Thr 


Thr 


Leu 


Leu 


Ala 


Leu 


Ala 


Val 


Cys 


Met 


Gly 


Ala 


He 


Asn 


Glu 










170 










175 










180 


Lys 


Thr 


Lys 


Gly 


Pro 


Leu 


Ala 


Pro 


Phe 


Ser 


He 


Gly 


Phe 


Ala 


Val 










185 










190 










195 


Thr 


Val 


Asp 


He 


Leu 


Ala 


Gly 


Gly 


Pro 


Val 


Ser 


Gly 


Gly 


Cys 


Met 










200 










205 










210 


Asn 


Pro 


Ala 


Arg 


Ala 


Phe 


Gly 


Pro 


Ala 


Val 


Val 


Ala 


Asn 


His 


Trp 



51 



PA-0038 US 



215 220 225 

Asn Phe His Trp lie Tyr Trp Leu Gly Pro Leu Leu Ala Gly Leu 

230 235 240 

Leu Val Gly Leu Leu lie Arg Cys Phe lie Gly Asp Gly Lys Thr 

245 250 255 

Arg Leu lie Leu Lys Ala Arg 

260 



<210> 54 

<211> 1555 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3231154CB1 



<400> 64 

gggagaaggc aggggaggtg gctggtttaa ggggaacttg agggaagtag ggaagactcc 60 
tctcgggacc tttggagtag gtgacacatg agcccagccc cagctcacct gccaatccag 12 0 
ctgaggagct cacctgccaa tccagctgag gctgggcaga ggtgggtgag aagagggaaa 180 
attgcaggga cctccagttg ggccaggcca gaagctgctg tagctttaac cagacagctc 240 
agacctgtct ggaggctgcc agtgacaggt taggtttagg gcagagaaga agcaagacca 300 
tggtggggaa gatgtggcct gtgttgtgga cactctgtgc agtcagggtg accgtcgatg 360 
ccatctctgt ggaaactccg caggacgttc ttcgggcttc gcagggaaag agtgtcaccc 42 0 
tgccctgcac ctaccacact tccacctcca gtcgagaggg acttattcaa tgggataagc 480 
tcctcctcac tcatacggaa agggtggtca tctggccgtt ttcaaacaaa aactacatcc 540 
atggtgagct ttataagaat cgcgtcagca tatccaacaa tgctgagcag tccgatgcct 600 
ccatcaccat tgatcagctg accatggctg acaacggcac ctacgagtgt tctgtctcgc 66 0 
tgatgtcaga cctggagggc aacaccaagt cacgtgtccg cctgttggtc ctcgtgccac 72 0 
cctccaaacc agaatgcggc atcgagggag agaccataat tgggaacaac atccagctga 78 0 
cctgccaatc aaaggagggc tcaccaaccc ctcagtacag ctggaagagg tacaacatcc 840 
tgaatcagga gcagcccctg gcccagccag cctcaggtca gcctgtctcc ctgaagaata 9 00 
tctccacaga cacatcgggt tactacatct gtacctccag caatgaggag gggacgcagt 960 
tctgcaacat cacggtggcc gtcagatctc cctccatgaa cgtggccctg tatgtgggca 1020 
tcgcggtggg cgtggttgca gccctcatta tcattggcat catcatctac tgctgctgct 1080 
gccgagggaa ggacgacaac actgaagaca aggaggatgc aaggccgaac cgggaagcct 114 0 
atgaggagcc accagagcag ctaagagaac tttccagaga gagggaggag gaggatgact 1200 
acaggcaaga agagcagagg agcactgggc gtgaatcccc ggaccacctc gaccagtgac 12 60 
aggccagcag cagagggcgg cggaggaagg gttaggggtt cattctcccg cttcctggcc 1320 
tcccttctcc tttctaagcc ctgttctcct gtccctccat cccagacatt gatggggaca 1380 
tttcttcccc agtgtcagct gtggggaaca tggctggcct ggtaaggggg tccctgtgct 1440 
gatcctgctg acctcactgt cctgtgaagt aacccctcct ggctgtgaca cctggtgcgg 1500 
gcctggccct cactcaagac caggctgcag cctccattcc tcgtagttgg caggag 1556 



<210> 65 
<211> 319 
<212> PRT 
<213> Homo 



sapiens 



<22G> 

<221> misc_f eature 

<223> Incyte ID No: 3231154CD1 



<400> 65 

Met Val Gly Lys Met Trp Pro Val Leu Trp Thr Leu Cys Ala Val 

15 10 15 

Arg Val Thr Val Asp Ala lie Ser Val Glu Thr Pro Gin Asp Val 

20 25 30 

Leu Arg Ala Ser Gin Gly Lys Ser Val Thr Leu Pro Cys Thr Tyr 

35 40 45 

His Thr Ser Thr Ser Ser Arg Glu Gly Leu lie Gin Trp Asp Lys 

50 55 60 

Leu Leu Leu Thr His Thr Glu Arg Val Val lie Trp Pro Phe Ser 

65 70 75 

Asn Lys Asn Tyr lie His Gly Glu Leu Tyr Lys Asn Arg Val Ser 
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80 










85 










90 


He 


Ser 


Asn 


Asn 


Ala 
95 


Glu 


Gin 


Ser 


Asp 


Ala 
100 


Ser 


He 


Thr 


He 


Asp 
105 


Gin 


Leu 


Thr 


Met 


Ala 
110 


Asp 


Asn 


Gly 


Thr 


Tyr 
115 


Glu 


Cys 


Ser 


Val 


Ser 
120 


Leu 


Met 


Ser 


Asp 


Leu 
125 


Glu 


Gly 


Asn 


Thr 


Lys 
130 


Ser 


Arg 


Val 


Arg 


Leu 
135 


Leu 


Val 


Leu 


Val 


Pro 
140 


Pro 


Ser 


Lys 


Pro 


Glu 
145 


Cys 


Gly 


He 


Glu 


Gly 
150 


Glu 


Thr 


He 


He 


Gly 
155 


Asn 


Asn 


He 


Gin 


Leu 
160 


Thr 


Cys 


Gin 


Ser 


Lys 
165 


Glu Gly 


Ser 


Pro 


Thr 


Pro 


Gin 


Tyr 


Ser 


Trp 


Lys 


Arg 


Tyr 


Asn 


He 










170 










175 










180 






Gin 


Glu 


Gin 
185 


Pro 


Leu 


Ala 


Gin 


Pro 
190 


Ala 


Ser 


Gly 


Gin 


Pro 
195 


Val 


Ser 


Leu 


Lys 


Asn 
200 


He 


Ser 


Thr 


Asp 


Thr 
205 


Ser 


Gly 


Tyr 


Tyr 


He 
210 


Cys 


Thr 


Ser 


Ser 


Asn 
215 


Glu 


Glu 


Gly 


Thr 


Gin 

220 


Phe 


Cys 


Asn 


He 


Thr 
225 


Val 


Ala 


Val 


Arg 


Ser 
230 


Pro 


Ser 


Met 


Asn 


Val 
235 


Ala 


Leu 


Tyr 


Val 


Gly 
240 


He 


Ala 


Val 


Gly 


Val 
245 


Val 


Ala 


Ala 


Leu 


He 
250 


He 


He 


Gly 


He 


He 
255 


He 


Tyr 


Cys 


Cys 


Cys 
260 


Cys 


Arg 


Gly 


Lys 


Asp 
265 


Asp 


Asn 


Thr 


Glu 


Asp 
270 


Lys 


Glu 


Asp 


Ala 


Arg 
275 


Pro 


Asn 


Arg 


Glu 


Ala 
280 


Tyr 


Glu 


Glu 


Pro 


Pro 
285 


Glu 


Gin 


Leu 


Arg 


Glu 
290 


Leu 


Ser 


Arg 


Glu 


Arg 
295 


Glu 


Glu 


Glu 


Asp 


Asp 
300 


Tyr 


Arg 


Gin 


Glu 


Glu 
305 


Gin 


Arg 


Ser 


Thr 


Gly 
310 


Arg 


Glu 


Ser 


Pro 


Asp 
315 



<210> 66 

<211> 3476 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 210095.11 

<400> 66 

aaaacagcag aggtgacaga gcagccgtgc tcgaagcgtt cctggagccc aagctctctt 60 
ccacaggtga agacagggcc agcaggagac accatggggc acctctcagc cccacttcac 12 0 
agagtgcgtg taccctggca ggggcttctg ctcacagcct cacttctaac cttctggaac 180 
ccgcccacca ctgcccagct cactactgaa tccatgccat tcaatgttgc agaggggaag 240 
gaggttcttc tccttgtcca caatctgccc cagcaacttt ttggctacag ctggtacaaa 3 00 
ggggaaagag tggatggcaa ccgtcaaatt gtaggatatg caataggaac tcaacaagct 3 60 
accccagggc ccgcaaacag cggtcgagag acaatatacc ccaatgcatc cctgctgatc 42 0 
cagaacgtca cccagaatga cacaggattc tacaccctac aagtcataaa gtcagatctt 480 
gtgaatgaag aagcaactgg acagttccat gtatacccgg agctgcccaa gccctccatc 540 
tccagcaaca actccaaccc tgtggaggac aaggatgctg tggccttcac ctgtgaacct 60 0 
gagactcagg acacaaccta cctgtggtgg ataaacaatc agagcctccc ggtcagtccc 66 0 
aggctgcagc tgtccaatgg caacaggacc ctcactctac tcagtgtcac aaggaatgac 72 0 
acaggaccct atgagtgtga aatacagaac ccagtgagtg cgaaccgcag tgacccagtc 78 0 
accttgaatg tcacctatgg cccggacacc cccaccattt ccccttcaga cacctattac 840 
cgtccagggg caaacctcag cctctcctgc tatgcagcct ctaacccacc tgcacagtac 900 
tcctggctta tcaatggaac attccagcaa agcacacaag agctctttat ccctaacatc 9 50 
actgtgaata atagtggatc ctatacctgc cacgccaata actcagtcac tggctgcaac 1020 
aggaccacag tcaagacgat catagtcact gagctaagtc cagtagtagc aaagccccaa 1080 
atcaaagcca gcaagaccac agtcacagga gataaggact ctgtgaacct gacctgctcc 1140 
acaaatgaca ctggaatctc catccgttgg ttcttcaaaa accagagtct cccgtcctcg 1200 
gagaggatga agctgtccca gggcaacacc accctcagca taaaccctgt caagagggag 1260 
gatgctggga cgtattggtg tgaggtcttc aacccaatca gtaagaacca aagcgacccc 132 0 
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atcatgctga acgtaaacta taatgctcta ccacaagaaa atggcctctc acctggggcc 13 80 
attgctggca ttgtgattgg agtagtggcc ctggttgctc tgatagcagt agccctggca 1440 
tgttttctgc atttcgggaa gaccggcagg gcaagcgacc agcgtgatct cacagagcac 1500 
aaaccctcag tctccaacca cactcaggac cactccaatg acccacctta caagatgaat 1560 
gaagttactt attctaccct gaactttgaa gcccagcaac ccacacaacc aacttcagcc 1620 
tccccatccc taacagccac agaaataatt tattcagaag taaaaaagca gtaatgaaac 1680 
ctgtcctgct cactgcagtg ctgatgtatt tcaagtctct caccctcatc actaggagat 1740 
tcctttcccc tgtaggggta gaggggtggg gacagaaaca actttctcct actcttcctt 1800 
Gctaataggc atctccaggc tgcctggtca ctgcccctct ctcagtgtca atagatgaaa 1860 
gtacattggg agtctgtagg aaacccaacc ttcttgtcat tgaaatttgg caaagctgac 1920 
tttgggaaag agggaccaga acttcccctc ccttcccctt ttcccaacct ggacttgttt 1980 
taaacttgcc tgttcagagc actcattcct tcccaccccc agtcctgtcc tatcactcta 2040 
attcggattt gccatagcct tgaggttatg tccttttcca ttaagtacat gtgccaggaa 2100 
acaagagaga gagaaagtaa aggcagtaat gccttctcct atttctccaa agccttgtgt 2160 
gaactcacca aacacaagaa aatcaaatat ataaccaata gtgaaatgcc acacctttgt 2220 
ccactgtcag ggttgtctac ctgtaggatc agggtctaag caccttggtg cttagctaga 22 80 
ataccaccta atccttctgg caagcctgtc ttcagagaac ccactagaag caactaggaa 2340 
aatcacttgc caaaatccaa ggcaattcct gatggaaaat gcaaaagcac atatatgttt 2400 
taatatcttt atgggctctg ttcaaggcag tgctgagagg gaggggttat agcttcagga 2460 
gggaaccagc ttctgataaa cacaatctgc taggaacttg ggaaaggaat cagagagctg 2520 
cccttcagcg attatttaaa ttattgttaa agaatacaca atttggggta ttgggatttt 2580 
tctccttttc tctgagacat tccaccattt taatttttgt aactgcttat ttatgtgaaa 2 640 
agggttattt ttacttagct tagctatgtc agccaatccg attgccttag gtgaaagaaa 2700 
ccaccgaaat ccctcaggtc ccttggtcag gagcctctca agattttttt tgtcagaggc 2760 
tccaaataga aaataagaaa aggttttctt cattcatggc tagagctaga tttaactcag 2820 
tttctaggca cctcagacca atcatcaact accattctat tccatgtttg cacctgtgca 2880 
ttttctgttt gcccccattc actttgtcag gaaaccttgg cctctgctaa ggtgtatttg 2940 
gtccttgaga agtgggagca ccctacaggg acactatcac tcatgctggt ggcattgttt 3 0 00 
acagctagaa agctgcactg gtgctaatgc cccttgggga aatggggctg tgaggaggag 3 060 
gattataact taggcctagc ctcttttaac agcctctgaa atttatcttt tcttctatgg 3120 
ggtctataaa tgtatcttat aataaaaagg aaggacagga ggaagacagg caaatgtact 3180 
tctcacccag tcttctacac agatggaatc tctttggggc taagagaaag gttttattct 3 240 
atattgctta cctgatctca tgttaggcct aagaggcttt ctccaggagg attagcttgg 3 3 00 
agttctctat actcaggtac ctctttcagg gttttctaac cctgacacgg actgtgcata 3 3 60 
ctttccctca tccatgctgt gctgtgttat ttaatttttc ctggctaaga tcatgtctga 3420 
attatgtatg aaaattattc tatgttttta taataaaaat aatatatcag acatcg 3476 

<210> 67 

<211> 1237 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2719813CB1 

<400> 67 

atcgctgcac ccgcggcggc ctcctcggtg cgcgaccccc ggctcagagg actctttgct 60 
gtcccgcaag atgcggatgc tgctggcgct cctggccctc tccgcggcgc ggccatcggc 12 0 
cagtgcagag tcacactggt gctacgaggt tcaagccgag tcctccaact acccctgctt 180 
ggtgccagtc aagtggggtg gaaactgcca gaaggaccgc cagtccccca tcaacatcgt 240 
caccaccaag gcaaaggtgg acaaaaaact gggacgcttc ttcttctctg gctacgataa 300 
gaagcaaacg tggactgtcc aaaataacgg gcactcagtg atgatgttgc tggagaacaa 3 60 
ggccagcatt tctggaggag gactgcctgc cccataccag gccaaacagt tgcacctgca 42 0 
ctggtccgac ttgccatata agggctcgga gcacagcctc gatggggagc actttgccat 480 
ggagatgcac atagtacatg agaaagagaa ggggacatcg aggaatgtga aagaggccca 540 
ggaccctgaa gacgaaattg cggtgctggc ctttctggtg gaggctggaa cccaggtgaa 600 
cgagggcttc cagccactgg tggaggcact gtctaatatc cccaaacctg agatgagcac 660 
tacgatggca gagagcagcc tgttggacct gctccccaag gaggagaaac tgaggcacta 72 0 
cttccgctac ctgggctcac tcaccacacc gacctgcgat gagaaggtcg tctggactgt 780 
gttccgggag cccattcagc ttcacagaga acagatcctg gcattctctc agaagctgta 840 
ctacgacaag gaacagacag tgagcatgaa ggacaatgtc aggcccctgc agcagctggg 900 
gcagcgcacg gtgataaagt ccggggcccc gggtcggccg ctgccctggg ccctgcctgc 9 60 
cctgctgggc cccatgctgg cctgcctgct ggccggcttc ctgcgatgat ggctcacttc 1020 
tgcacgcagc ctctctgttg cctcagctct ccaagttcca ggcttccggt ccttagcctt 1080 
cccaggtggg actttaggca tgattaaaat atggacatat ttttggagaa acctttctca 1140 
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agtgtgtttt tagccttcca caactacccc accctgtccc cctccaccca cccctgttcc 1200 
tcctgttcca gggcgggggc tttaaggcca ggagatt 1237 

<210> 68 

<211> 312 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2719813CD1 
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<210> 69 

<211> 973 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2886583CB1 
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agccgtagcg cccggctcct 
gcgcgatggc ggaggctgta 
ctggagcccc catcctcctg 
tgctgggtga cagagagtcc 
ctcgggatgc ccagctgatc 
actgccacgc ggaccacatt 
agtctgtcat ctcccgcctt 
ccatccgctt cgggcgcttc 
gtgtcacctt cgtcctgaat 
gtgggtgtgg gcggacagac 
atgaaaagat cttcacactt 
ggttcacagt gtccaccgtg 
gtgaggagtt tgtcaaaatc 
ttgctgttcc agccaacatg 
gtcagatgct cccatccact 
gcacctctcc tttcccaccg 
aaaaaaaaaa aaa 

<210> 70 
<211> 254 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 2886583CD1 

<400> 70 
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<210> 71 
<211> 643 
<212> DNA 



gcaggcgctc ggcctccgct 
ctgagggtcg cccggcggca 
cggcagatgt tcgagcctgt 
cgggaggccg ttctgatcga 
aaggagctgg ggctgcggct 
acaggctcgg ggctgctccg 
agtggggccc aggctgactt 
gcgttggaga ccagggccag 
gaccacagca tggccttcac 
ttccagcaag gctgtgccaa 
ccaggagact gtctgatcta 
gaggaggaga ggactctgaa 
atgggcaacc tgaacttgcc 
cgctgtgggg tgcagacacc 
attaatgcac taggtgggag 
cattccctgg agctccctaa 



cattcctgac cccgcagtgg 60 
gctgagccag cgcggcgggt 120 
gagctgcacc ttcacgtacc 180 
cccagtcctg gaaacagcgc 240 
gctctatgct gtgaataccc 300 
ttccctcctc cctggctgcc 360 
acacattgag gatggagact 420 
ccctggccac accccaggct 480 
tggagatgcc ctgttgatcc 540 
gaccttgtac cactcggtcc 600 
ccctgctcac gattaccatg 550 
ccctcggctc accctcagct 720 
taaacctcag cagatagact 780 
cactgcctga tctcacttct 840 
gagagggcgg caatgacact 900 
ataaaacttt ttttatcgtg 960 
973 
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<213> Homo sapiens 
<220> 

<221> misc_featurG 

<223> Incyte ID No: 025685.3 

<400> 71 

gttttcctct ccagagggat cagggtcctc ttagggagtg acgggctttt catatatttt 60 
tgctgaagaa tatatggaaa gggtggcatt tgcgtcacgt ggaccaggac agtgctgaaa 12 0 
tcagcagtgc tcagaaacaa tttaacatgt tgaaacgaca atattctaaa atactgatga 180 
atcttgcatc aatataatta ttgggttttt ttctttttcc tgctgtataa ctccttgcca 240 
tgcaaactct caagaggcca atatattcct ggccatgttt gaatgagcct cttaaaataa 3 00 
acttagagcc atgcaaatgc cagcagctta atggatttca tggaatgaaa taccgtgatt 3 60 
aactcatagc tacatatcat tgcataaatg ggatttatct tttttctcac ttattttttg 42 0 
ctgtgaaagt cgagggcatg caagagtttc tcttccagaa gccaggagga gaacgaaggt 480 
cctaatgctg tactattcca ccctttggac gcctcatcca ggacgcagag gactctaggt 540 
ttaacatttt gtacaaaaca gaacctgtta atcacattaa agcacatatg tatatatctt 600 
ttatttataa ataaaatttt aaaacaatag tttcagtata gcc 643 

<210> 72 

<211> 2879 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1808144CB1 

<400> 72 

tgagtggatg gacactgcct cttagaacta gaacttagaa ctttatcttg aaaatgtacc 60 
actgttgcag aagctcctca cagagtatgt gtcaggcatt tttaacctgc taaaggcaag 12 0 
aagaagtgtt caccacatag ttgcaaaggt cttcaacttg ccacagccaa cagaaaaatc 180 
aaaatgattg aaccctttgg gaatcagtat attgtggcca ggccagtgta ttctacaaat 24 0 
gcttttgagg aaaatcataa aaagacagga agacatcata agacatttct ggatcatctc 3 00 
aaagtgtgtt gtagctgttc cccacaaaag gccaagagaa ttgtcctctc tttgttcccc 3 60 
atagcatctt ggttgccagc ataccggctt aaagaatggt tgctcagtga tattgtttct 42 0 
ggtatcagca cagggattgt ggccgtacta caaggtttag catttgctct gctggtcgac 48 0 
attcccccag tctatgggtt gtatgcatcc tttttcccag ccataatcta ccttttcttc 540 
ggcacttcca gacacatatc cgtgggtccg tttccgattc tgagtatgat ggtgggacta 600 
gcagtttcag gagcagtttc aaaagcagtc ccagatcgca atgcaactac tttgggattg 660 
cctaacaact cgaataattc ttcactactg gatgacgaga gggtgagggt ggcggcggcg 72 0 
gcatcagtca cagtgctttc tggaatcatc cagttggctt ttgggattct gcggattgga 780 
tttgtagtga tatacctgtc tgagtccctc atcagtggct tcactactgc tgctgctgtt 840 
catgttttgg tttcccaact caaattcatt tttcagttga cagtcccgtc acacactgat 900 
ccagtttcaa ttttcaaagt actatactct gtattctcac aaatagagaa gactaatatt 960 
gcagacctgg tgacagctct gattgtcctt ttggttgtat ccattgttaa agaaataaat 1020 
cagcgcttca aagacaaact tccagtgccc attccaatcg aattcattat gaccgtgatt 1080 
gcagcaggtg tatcctacgg ctgtgacttt aaaaacaggt ttaaagtggc tgtggttggg 1140 
gacatgaatc atggatttca gccccctatt acacctgacg tggagacttt ccaaaacacc 12 0 0 
gtaggagatt gcttcggcat cgcaatggtt gcatttgcag tggccttttc agttgccagc 12 60 
gtctattccc tcaaatacga ttatccactt gatggcaatc aggagttaat agccttggga 13 2 0 
ctgggtaaca tagtctgtgg agtattcaga ggatttgctg ggagtactgc cctctccaga 13 80 
tcagcagttc aggagagcac aggaggcaaa acacagattg ctgggcttat tggtgccatc 1440 
atcgtgctga ttgtcgttct agccattgga tttctcctgg cgcctctaca aaagtccgtc 1500 
ctggcagctt tagcattggg aaacttaaag ggaatgctga tgcagtttgc tgaaataggc 1560 
agattgtggc gaaaggacaa atatgattgt ttaatttgga tcatgacctt catcttcacc 1620 
attgtcctgg gactcgggtt aggcctggca gctagtgtgg catttcaact gctaaccatc 1680 
gtgttcagga cccaatttcc aaaatgcagc acgctggcta atattggaag aaccaacatc 1740 
tataagaata aaaaagatta ttatgatatg tatgagccag aaggagtgaa aattttcaga 1800 
tgtccatctc ctatctactt tgcaaacatt ggtttcttta ggcggaaact tatcgatgct 1860 
gttggcttta gtccacttcg aattctacgc aagcgcaaca aagctttgag gaaaatccga 1920 
aaactgcaga agcaaggctt gctacaagtg acaccaaaag gatttatatg tactgttgac 1980 
accataaaag attctgacga agagctggac aacaatcaga tagaagtact ggaccagcca 2 040 
atcaatacca cagacctgcc tttccacatt gactggaatg atgatcttcc tctcaacatt 2100 
gaggtcccca aaatcagcct ccacagcctc attctcgact tttcagcagt gtcctttctt 2160 
gatgtttctt cagtgagggg ccttaaatcg attttgcaag aatttatcag gatcaaggta 2220 
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gatgtgtata tcgttggaac tgatgatgac ttcattgaga agcttaaccg gtatgaattt 2280 
tttgatggtg aagtgaaaag ctcaatattt ttcttaacaa tccatgatgc tgttttgcat 2340 
attttgatga agaaagatta cagtacttca aagtttaatc ccagtcagga aaaagatgga 24 0 0 
aaaattgatt ttaccataaa tacaaatgga ggattacgta atcgggtata tgaggtgcca 24 60 
gttgaaacaa aattctaatc aacatataat tcagaaggat cttcatctga ctatgacata 2520 
aaaacaactt tatacccaga aagttattga taagttcata cattgtacga agagtatttt 2580 
tgacagaata tgtttcaaac tttggaacaa gatggttcta gcatggcata tttttcacat 2 640 
atctagtatg aaattatata agtattctaa attttatatc ttgtagcttt atcaaagggt 27 00 
gaaaattatt ttgttcatac atatttttgt agcactgaca gatttccatc ctagtcacta 2760 
ccttcatgca taggtttagc agtatagtgg cgccactgtt ttgaatctca taatttatac 282 0 
aggtcatatt aatatatttc cattaaaaaa tcagttgtac agtgaaaaaa aaaaaaaaa 287 9 

<210> 73 

<211> 764 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1808144CD1 
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Ala 


Phe 
355 


Ser 


Val 


Ala 


Ser 


Val 
360 


Tyr 


Ser 


Leu 


Lys 


Tyr 
365 


Asp 


Tyr 


Pro 


Leu 


Asp 
370 


Gly 


Asn 


Gin 


Glu 


Leu 
375 


He 


Ala 


Leu 


Gly 


Leu 


Gly Asn 


He 


Val 


Cys 


Gly 


Val 


Phe 


Arg 


Gly 










380 










385 










390 


Phe 


Ala 


Gly 


Ser 


Thr 
395 


Ala 


Leu 


Ser 


Arg 


Ser 
400 


Ala 


Val 


Gin 


Glu 


Ser 
405 


Thr 


Gly 


Gly 


Lys 


Thr 
410 


Gin 


He 


Ala 


Gly 


Leu 
415 


He 


Gly 


Ala 


He 


He 
420 


Val 


Leu 


He 


Val 


Val 
425 


Leu 


Ala 


He 


Gly 


Phe 
430 


Leu 


Leu 


Ala 


Pro 


Leu 
435 


Gin 


Lys 


Ser 


Val 


Lgu 
440 


Ala 


Ala 


Leu 


Ala 


Lgu 
445 


Gly 


Asn 


Leu 


Lys 


Gly 
450 


Met 


Leu 


Met 


Gin 


Phe 


Ala 


Glu 


He 


Gly Arg 


Leu 


Trp 


Arg 


Lys 


Asp 










455 










460 










465 


Lys 


Tyr 


Asp 


Cys 


Leu 
470 


He 


Trp 


He 


Met 


Thr 

475 


Phe 


He 


Phe 


Thr 


He 
480 


Val 


Leu 


Gly 


Leu 


Gly 
485 


Leu 


Gly 


Leu 


Ala 


Ala 
490 


Ser 


Val 


Ala 


Phe 


Gin 
495 


Leu 


Leu 


Thr 


He 


Val 
500 


Phe 


Arg 


Thr 


Gin 


Phe 
505 


Pro 


Lys 


Cys 


Ser 


Thr 
510 


Leu 


Ala 


Asn 


He 


Gly 
515 


Ara 


Thr 


Asn 


He 


Tyr 
520 


Lys 


Asn 


Lys 


Lys 


Asp 
525 


Tyr 


Tyr 


Asp 


Met 


Tyr 


Glu 


Pro 


Glu 


Gly Val 


Lys 


He 


Phe 


Arg 


Cys 










530 










535 










540 


Pro 


Ser 


Pro 


He 


Tyr 
545 


Phe 


Ala 


Asn 


He 


Gly 
550 


Phe 


Phe 


Arg 


Arg 


Lys 
555 


Leu 


He 


Asp 


Ala 


Val 
560 


Gly 


Phe 


Ser 


Pro 


Leu 
555 


Arg 


He 


Leu 


Arg 


Lys 
570 


Arg 


Asn 


Lys 


Ala 


Leu 
575 


Arg 


Lys 


He 


Arg 


Lys 
580 


Leu 


Gin 


Lys 


Gin 


Gly 
585 


Leu 


Leu 


Gin 


Val 


Thr 
590 


Pro 


Lys 


Gly 


Phe 


He 
595 


Cys 


Thr 


Val 


Asp 


Thr 
600 


He 


Lys 


Asp 


Ser 


Asp 


Glu 


Glu 


Leu Asp 


Asn 


Asn 


Gin 


He 


Glu 


Val 










605 










610 










615 


Leu 


Asp 


Gin 


Pro 


He 
620 


Asn 


Thr 


Thr 


Asp 


Leu 
625 


Pro 


Phe 


His 


He 


Asp 
630 


Trp 


Asn 


Asp 


Asp 


Leu 
635 


Pro 


Leu 


Asn 


He 


Glu 
640 


Val 


Pro 


Lys 


He 


Ser 
645 


Leu 


His 


Ser 


Leu 


He 
650 


Leu 


Asp 


Phe 


Ser 


Ala 
655 


Val 


Ser 


Phe 


Leu 


Asp 
660 


Val 


Ser 


Ser 


Val 


Arg 
665 


Gly 


Leu 


Lys 


Ser 


He 
670 


Leu 


Gin 


Glu 


Phe 


He 
675 


Arg 


He 


Lys 


Val 


Asp 
680 


Val 


Tyr 


He 


Val 


Gly 
685 


Thr 


Asp 


Asp 


Asp 


Phe 
690 


He 


Glu 


Lys 


Leu 


Asn 
695 


Arg 


Tyr 


Glu 


Phe 


Phe 
700 


Asp 


Gly 


Glu 


Val 


Lys 
705 


Ser 


Ser 


He 


Phe 


Phe 
710 


Leu 


Thr 


He 


His 


Asp 
715 


Ala 


Val 


Leu 


His 


He 
720 


Leu 


Met 


Lys 


Lys 


Asp 
725 


Tyr 


Ser 


Thr 


Ser 


Lys 
730 


Phe 


Asn 


Pro 


Ser 


Gin 
735 


Glu 


Lys 


Asp 


Gly 


Lys 


He 


Asp 


Phe 


Thr 


He 


Asn 


Thr 


Asn 


Gly Gly 










740 










745 










750 


Leu 


Arg 


Asn 


Arg 


Val 
755 


Tyr 


Glu 


Val 


Pro 


Val 
760 


Glu 


Thr 


Lys 


Phe 





<210> 74 

<211> 3503 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 
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<223> Incyte ID No: 201356.1 
<400> 74 

gcccttctcc caaggcaggc ttaagttgag actattatag gtgtctaata acctgtgaca 6 0 
gagtaatgag tacatgctta agatgttata attagccaac accaacacag caaaaaatat 12 0 
aattccagcc aaagattctg gaaaatccct cagaaggagg gataacagga tttgaccttt 180 
accagcgatt tctgtccata tgtggatgta aacagttctg gaacgttatg catgcagtta 240 
gcgaatcctt gaattatgtt ctggtttgta cttgtcccat ccatccaaac aagagattct 3 00 
gcttttggta gccatctgta gaaacattta agatgtcact agaatttaca tttcatcctc 3 60 
tctacttggg ttgaggttgc ctatacttgc atattgttaa aatgttttgg ttgctgatat 42 0 
tcagaggaat gaaacctgga accaaagcct aatttgccga taaaaaaact gttttcggcc 48 0 
aggtgcagtg gctcatgcct gtaatcccag cacgttggga ggccgaggcg ggtggatcac 540 
ctgaagtcag gagttcgaga ccatcctggc taacactgtg aaaccccgtc tctactaaaa 600 
atacaaagaa ttagcggggc atggtggcac gcgcctgtag tcccagctac tcaggaggct 660 
gaggcaggag aattacttga gcccgggagg cggaggttgc agtaagcaga gattgtgcca 72 0 
ctggactcca gcctgggtga cagagcgaga ctccgtctca aacaaacaaa caaaaaactg 780 
ttttcatttg ctctcttgac caaaggatag gactttagtt ctttaagcat tattttaaac 840 
actatattga tacaaaaata tcttgcttac tctaaacttt agagtctaaa tgaagctttt 900 
tctcagtaca agattctgag tatcataaaa tggttattta attgaaacgt agtgtggtat 9 60 
actcttgatg gttagaactc ttacagcctt atttattttt aagtttgtta cagccaaagg 102 0 
gttggagtgt gccagtgcac aggtagacta aggaaaacat tatagaggag tgaagagaac 1080 
agaccattga aaagactatt atctgaccag cggaggcaga aaagagagga acccagttga 1140 
ataggatcca atccctggtt agcctctaca caataatagg gagacaagga ttaggagcca 12 00 
tacctcccag agcaaggtat ctttctagag caaatttctc tttctagaag gggagggtca 12 60 
cagggtcaca gattcaccaa agctgaaagg gctgaggagc tcatggtagc ctgggttgac 1320 
ctactctgga gcacggtgtc ttccttctaa actgagtgac tgtagtacta tctgtgcctc 13 80 
tgatggtaat aaaactgaca agatgtctaa ttttttttta agtaggacca aaggaaaaca 1440 
agatttagat agtctgactt tgcttttgaa caacagacat tgcaagtcaa aattgttgtc 1500 
aaatttacat atggtaaatg atgaacttta aaaatgtgtc caggtgttag atgagttcat 15 60 
tagactcttt taatgctaat ggctagtacg tttaaacaaa acagcagttc tctgctgcaa 1620 
tattcccatt gaccacttaa atgaccataa gtggtcattt aagaacatgt tagggttagc 1680 
cctgatctga atataaaagt gagaaaaggg ctacagtgca tttcttggta acttaaactg 1740 
agtcttgaag ttataatgat ccattcgagt tctgtgatcc ttattgttct taattgtgtt 18 00 
tctctacgta ttgttacaga tgagccatac gtttctttgt atcaatgtag acatgacttc 1860 
agatacctct gaggacctac ccagcagtct aggaccctgg gccaagtgct gggactatgg 192 0 
tactaaatcc agtagatggg ctgtgtagca actctcccag ggaacacact agggtactta 1980 
gggaggtgct ttgtggagca tgttgaagct ttgagatctg agcaggaggc agtgatgtcc 2 040 
ctggtctatt cagggaaaga tttcagtgtg aaatggtaaa catccaattg acaggattta 2100 
gattttgctt agtttttctg ctttttaatg tttctatccc ccatctcagt gttttcttta 2160 
tccatcccag tgatgcctta tttgaaactg ggcttaaact gcaaaaagaa tgaagttgga 2220 
tttaggaagc tgttagatca ttgagtggtg ttgagagtga agtttcacta gcagggaagt 2280 
ttccttgagc ctaaaataaa aagaaaaaat taaaaagaat cagttttttt aattaaaaaa 2340 
atagaaagct gttaggctcc taattcgtgg ggtttttttt tgtaaaaaca gtttagataa 2400 
tcctgaatgc aatcattaac ttggttgcta attacaagaa tgaaaattat aatggaaaag 2460 
gacaaaataa tataccagct ggtttgttat tatagtccgt gtattaaaat actattgaaa 2520 
tacgttaaag gtaaattttt aaggtttaaa aaaaatttag taacttacag ggatggagaa 2580 
tttagatgtc agaggtgggg agatttattt ttataaggta atttttatcc tgataaggac 2 640 
ttaaaaaaaa gttttgcaac tgaaatttta aagtaaacat gttaagtaca gttaaaaagt 27 00 
aagcattgta gtaaatagtg gattctctgg tgtgtatttt ttatctcagt gttgaaaatt 27 60 
ggaaaagaat ggactgaagt ctaaaaactg gaataatgaa ggacactaaa tgcctttatt 2 82 0 
gtagatacta tgtttgtaag tctatagcta agcaacttaa gccaaaaagg tctttcaact 2880 
gaagctttaa tcaacttatt ttggagatgt tctcttccct tatctcatgc gtcatcccta 2 940 
aaataataag atacatggga tcaaatagcc cttgcctttt caacacaaat cagttggaaa 3 0 00 
attatggttt gagtcctgtt gctgccatgg cttctgtttc tcagaaatga gtgtgtatga 3 060 
acataccaat ctatgtaata ggctaccttt ttttgtcttc tttggaactt tgtacacaaa 3120 
ccaagacaat atcagggtga caggtgaatg aacttaaatt ctcagtcttg tctattcacc 3180 
aaaaaagtat actgcctgtt ttttctttaa ttattcaagg ttgatgactt ttaggaacat 3240 
gttttatact gtatttttta attaaagcaa gtgccttgat gtaattccat gtaaatcatt 33 00 
gcttaaccct cttatgggat gaggatgagt tattaatgta ttgcagccta ctggaaagga 33 60 
gggggagttg gttaatagca gatacttttc ttctagaagc ttatgtttta tgctgtttat 3 420 
tatgtaagat cctgtatgtg tgttgagatt tagaggtttc atttgttttg tctgctaata 3480 
aattgttact ctaataatac att 3 503 

<210> 75 
<211> 1575 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.- 978178.7 



<400> 75 

ctgaaggtaa aaaaacctaa aataggtcct actcttccaa ccattaccat gagtctatcg 5 0 
aaaattaggt ctcagaccag aacagatcaa aatatttagt gctctctagg gaaaaagctt 120 
ttgagataaa gtggaatttc ttatttctaa gaagtaggaa aagagtgttt tgtttggtct 180 
ctacaaatta tagttatttg gtttcagcct gaacaaccac cacaagcaaa tactggcagg 240 
cagagtctct acaggagtgg tcaaaaaagt cagttttcat ttccttccaa gccctagttt 3 00 
ggctgatcca tccacagaaa agcagaacaa aaggcaaggg attactgcac ccttaagcat 3 50 
ccaagtggct cattcggctc aggggttatt tttagcaatc tggctcacac tgagggcttc 420 
ctgctctatt cagcaaatgt gcaaatggat gctgcaggac cgtaacagta gacattgatg 480 
aaggttgtga tcaatgatta gactctcaag cctgttgtgt ttttgatcta gccatgcctt 540 
tcaaccactg tggtgaacat ttagctctga ataggctcat cttcttcata tgcacattct 600 
atttgtagat gttgctatga ggacagattc atcaaaaatg actgacgtgg agtctggggt 660 
cgccaatttt gcatcttcag caagggcagg ccgccggaat gccttaccag acatccagag 720 
ttcagctgcc acagacggaa cctcagattt gcccctcaaa ctggaggctc tctccgtgaa 780 
ggaagatgca aaagagaaag atgaaaaaac aacacaagac caattggaaa agcctcaaaa 840 
tgaagaaaaa tgaaggctca taatctatca agagtgctga atttctgcat gttgaaagac 9 00 
ttagtggttc tgttttcttg agacatttaa tctggtggta actgtggtaa cattgcagcc 9 60 
ctaagcagca tgtgtatatt agataattgt gttgtgatgc tactcacttt gattgcaatg 102 0 
atgatgtcca aggtaagcta ttaaaaggca ggttacttcc aaatcgcact gaaggaaaag 108 0 
gttaagaata atacatgatc acagaaatgc ataccactgt ctgtaaaccc aacaaaattc 1140 
actgttctct tttggattta tttagcctga tgtattttta attcaatttt tatggtgatg 1200 
ggcaaatcat tcttggtaaa tgtaaatcaa acatgattga tttaaaactt catggaattt 1260 
gtagaaaatt atggacattt ttggtgagaa agaacaatag tcaaaactca catggataga 132 0 
gtgtgtttgt tttttgccaa aaatgcccca gactttttcc caaacctcaa aaacgtcttg 13 80 
gaaaaattgt aaaagtttga taacagaaac atctttagga tatttttgtc tgacgtattt 144 0 
tgcttctagt atgtgcctac tgtgattttt ttcatgtgga aaatgcaaaa tttgtaacaa 1500 
aatggttata tggaacatgc ctattaaatg aattttacta tcttccctaa ctttgggtct 1560 
gtggtatggt gtgtg 1575 



<210> 76 

<211> 2222 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 237553.31 

<220> 

<221> unsure 
<222> 2208 

<223> a, t, c, g, or other 



<400> 76 

catttccgca ttgaaggggc tgctccgaat ggagggggag gggaggtgtt taggagaaag 60 
taggggctgt gggtgtcggg agccggctga cgggtggaca agggggggtt agcagctggg 120 
ctgcgaccgt tagggagggg ctcaaggtgt gcatgtgtga gggaagagag agagagagaa 180 
gggcgcctca gaggtgactt tcagcctgcg agccttcttc ccggggcgcc ataaacgccc 24 0 
ccaatttccc agctgctaaa ggaagaggaa gatcttagca aagcaatgtc tcaagatggt 300 
gcttctcagt tccaagaagt cattcggcaa gagctagaat tatctgtgaa gaaggaacta 3 60 
gaaaaaatac tcaccacagc atcatcacat gaatttgagc acaccaaaaa agacctggat 42 0 
ggatttcgga agctatttca tagatttttg caagaaaagg ggccttctgt ggattgggga 480 
aaaatccaga gaccccctga agattcgatt caaccctatg aaaagataaa ggccaggggc 540 
ttgcctgata atatatcttc cgtgttgaac aaactagtgg tggtgaaact caatggtggt 600 
ttgggaacca gcatgggctg caaaggccct aaaagtctga ttggtgtgag gaatgagaat 660 
acctttctgg atctgactgt tcagcaaatt gaacatttga ataaaaccta caatacagat 72 0 
gttcctcttg ttttaatgaa ctcttttaac acggatgaag ataccaaaaa aatactacag 78 0 
aagtacaatc attgtcgtgt gaaaatctac actttcaatc aaagcaggta cccgaggatt 84 0 
aataaagaat ctttacttcc tgtagcaaag gacgtgtctt actcagggga aaatacagaa 900 
gcttggtacc ctccaggtca tggtgatatt tacgccagtt tctacaactc tggattgctt 960 
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gataccttta taggagaagg caaagagtat atttttgtgt ctaacataga taatctgggt 1020 
gccacagtgg atctgtatat tcttaatcat ctaatgaacc cacccaatgg aaaacgctgt 1080 
gaatttgtca tggaagtcac aaataaaaca cgtgcagatg taaagggcgg gacactcact 1140 
caatatgaag gcaaactgag actggtggaa attgctcaag tgccaaaagc acatgtagac 12 00 
gagttcaagt ctgtatcaaa gttcaaaata tttaatacaa acaacctatg gatttctctt 12 6 0 
gcagcagtta aaagactgca ggagcaaaat gccattgaca tggaaatcat tgtgaatgca 132 0 
aagactttgg atggaggcct gaatgtcatt caattagaaa ctgcagtagg ggctgccatc 13 80 
aaaagttttg agaattctct aggtattaat gtgccaagga gccgttttct gcctgtcaaa 1440 
accacatcag atctcttgct ggtgatgtca aacctctata gtcttaatgc aggatctctg 1500 
acaatgagtg aaaagcggga atttcctaca gtgcccttgg ttaaattagg cagttctttt 15 6 0 
acgaaggttc aagattatct aagaagattt gaaagtatac cagatatgct tgaattggat 162 0 
cacctcacag tttcaggaga tgtgacattt ggaaaaaatg tttcattaaa gggaacggtt 1680 
atcatcattg caaatcatgg tgacagaatt gatatcccac ctggagcagt attagagaac 1740 
aagattgtgt ctggaaacct tcgcatcttg gaccactgaa atgaaaaata ctgtggacac 1800 
ttaaataatg ggctagtttc ttacaatgaa atgttctcta ggattctaaa ataggcaggt 1860 
actttactat gttactgtac cctgcagtgt tgatttttaa aatagagttt tctgcagtat 192 0 
gcttttagtc taagaaaagc acagatggag caatactttc cttctttgaa gagaatccca 19 80 
aaagttagtt catcttaaag tgcaatattg tttaatctta aaactgggca actttggaag 2040 
aacttttaac agaagcctca atgatgatca ctttgaattg cttgtgattt caaaaataaa 2100 
gcagtgaagc aatacttgtg tacactggta ctttataatg ctaactataa actggtttat 2160 
tgttgttaga cagttactat attagttgga agatttgccc tttaagtnca cactggctag 222 0 
tt 2222 

<210> 77 

<211> 2842 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1100412.5 

<400> 77 

gctaagagga caagatgagg cccggcctct catttctcct agcccttctg ttcttccttg 60 

gccaagctgc aggggatttg ggggatgtgg gacctccaat tcccagcccc ggcttcagct 12 0 

ctttcccagg tgtttgactc caagctccag cttcagctcc agctccaggt cgggctccag 180 

ctccagccgc agcttaggca gcggaggttc tgtgtcccag ttgttttcca atttcaccgg 240 

ctccgtggat gaccgtggga cctgccagtg ctctgtttcc ctgccagaca ccacctttcc 3 00 

cgtggacaga gtggaacgct tggaattcac agctcatgtt ctttctcaga agtttgagaa 3 60 

agaactttcc aaagtgaggg aatatgtcca attaattagt ttgtatgaaa agaaactgtt 42 0 

aaacctaact gtccgaattg acatcatggg agaaggatac atttcttaca ctgaactgga 480 

cttcgagctg ataaggtaga agtgaaggag atggaaaaac tggtcataca gctgaaggag 540 

agttttggtg gaagctcaga aattgttgac cagctggagg tggagataag aaatatgact 600 

ctcttggtag agaagcttga gacactagac aaaaacaatg tccttgccat tcgccgagaa 660 

atcgtggctc tgaagaccaa gctgaaagag tgtgaggcct ctaaagatca aaacacccct 72 0 

gtcgtccacc ctcctcccac tccagggagc tgtggtcatg gtggtgtggt gaacatcagc 780 

aaaccgtctg tggttcagct caactggaga gggttttctt atctatatgg tgcttggggt 840 

agggattact ctccccagca tccaaacaaa ggactgtatt gggtggcgcc attgaataca 90 0 

gatgggagac tgttggagta ttatatactg tacaacacac tggatgattt gctattgtat 9 60 

ataaatgctc gagagttgcg gatcacctat ggccaaggta gtggtacagc agtttacaac 102 0 

aacaacatgt acgtcaacat gtacacaccg ggaatattgc cagagttaac ctgaccacca 108 0 

acacgattgc tgtgactcaa actctcccta atgctgccta taataaccgc ttttcatatg 1140 

ctaatgttgc ttggcaagca tattgacttt gctgtggatg agaatggatt gtgggttatt 12 0 0 

tattcaactg aagccagcac tggttaacat ggtgattagt aaactcaatg acaccacact 12 6 0 

tcaggtgcta aacacttggt ataccaagca gtataaacca tctgcttcta acgccttcat 13 2 0 

ggtatgtggg gttctgtatg ccacccgtac tatgaacacc agaacagaag agatttttta 13 8 0 

ctattatgac acaaacacag ggaaagaggg caaactagac attgtaatgc ataagatgca 144 0 

ggaaaaagtg cagagcatta actataaccc ttttgaccag aaactttatg tctataacga 1500 

tggttacctt ctgaattatg atctttctgt cttgcagaag ccccagtaag ctgtttagga 15 6 0 

gttagggtga aagagaaaat gtttgttgaa aaaatagtct tctccactta cttagatatc 1620 

tgcagatatc tatagtaagt ggagaagact attttttcaa caaacatttt ctctttcacc 1680 

ctaactccta aacagcttac tggggcttct gcaagacaga aagatcataa ttcagaaggt 1740 

aaccatcgtt atagacataa agtttctggt caaaagggtt atagttaatg ctctgcactt 1800 

tttcctgcat cttatgcatt acaatgtcta gtttgccctc tttccctgtg tttgtgtcat 1860 

aatagtaaaa aatctcttct gtttggcgtc tagggattct ttgtacagga aatattgccc 192 0 

aatgactagt cctcatccat gtagcaccac taattcttcc atgcctggaa gaaacctggg 1980 
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gacttagtta ggtagattaa tatctggagc tcctcgaggg accaaatctc caactttttt 2 04 0 
ttcccctcac tagcacctgg aatgatgctt tgtatgtggc agataagtaa atttggcatg 2100 
cttatatatt ctacatctgt aaagtgctga gttttatgga gagaggcctt tttatgcatt 2160 
aaattgtaca tggcaaataa atcccagaag gatctgtaga tgaggcacct gctttttctt 222 0 
ttctctcatt gtccacctta ctaaaagtca gtagaatctt ctacctcata gcttccttcc 2280 
aaaggcagct cagaagatta gaaccagact tactaaccaa ttccaccccc caccaacccc 2340 
cttctactgc ctactttaaa aaaattaata gttttctatg gaactgatct aagattagaa 2400 
aaattaattt tctttaattt cattatgaac ttttatttac atgactctaa gactataaga 2460 
aaatctgatg gcagtgacaa agtgctagca tttattgtta tctaataaag accttggagc 252 0 
atatgtgcaa cttatgagtg tatcagttgt tgcatgtaat ttttgccttt gtttaagcct 2580 
ggaacttgta agaaaatgaa aatttaattt ttttttctag gacgagctat agaaaagcta 2 64 0 
ttgagagtat ctagttaatc agtgcagtag ttggaaacct tgctggtgta tgtgatgtgc 2700 
ttctgtgctt ttgaatgact ttatcatcta gtctttgtct atttttcctt tgatgttcaa 2760 
gtcctagtct ataggattgg cagtttaaat gctttactcc cccttttaaa ataaatgatt 2820 
aaaatgtgct ttgaaaaaag tc 2842 

<210> 78 

<211> 2892 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1100412.4 

<400> 78 

ggggaaatca ccactgggca ctataagaag cccctgggct ctctgcagag ccagcggctc 60 
cagctaagag gacaagatga ggcccggcct ctcatttctc ctagcccttc tgttcttcct 12 0 
tggccaagct gcaggggatt tgggggatgt gggacctcca attcccagcc ccggcttcag 180 
ctctttccca ggtgttgact ccagctccag cttcagctcc agctccaggt cgggctccag 240 
ctccagccgc agcttaggca gcggaggttc tgtgtcccag ttgttttcca atttcaccgg 3 00 
ctccgtggat gaccgtggga cctgccagtg ctctgtttcc ctgccagaca ccacctttcc 3 60 
cgtggacaga gtggaacgct tggaattcac agctcatgtt ctttctcaga agtttgagaa 42 0 
agaactttcc aaagtgaggg aatatgtcca attaattagt gtgtatgaaa agaaactgtt 480 
aaacctaact gtccgaattg acatcatgga gaaggatacc atttcttaca ctgaactgga 540 
cttcgagctg atcaaggtag aagtgaagga gatggaaaaa ctggtcatac agctgaagga 600 
gagttttggt ggaagctcag aaattgttga ccagctggag gtggagataa gaaatatgac 660 
tctcttggta gagaagcttg agacactaga caaaaacaat gtccttgcca ttcgccgaga 720 
aatcgtggct ctgaagacca agctgaaaga gtgtgaggcc tctaaagatc aaaacacccc 780 
tgtcgtccac cctcctccca ctccagggag ctgtggtcat ggtggtgtgg tgaacatcag 840 
caaaccgtct gtggttcagc tcaactggag agggttttct tatctatatg gtgcttgggg 9 00 
tagggattac tctccccagc atccaaacaa aggactgtat tgggtggcgc cattgaatac 9 60 
agatgggaga ctgttggagt attatagact gtacaacaca ctggatgatt tgctattgta 102 0 
tataaatgct cgagagttgc ggatcaccta tggccaaggt agtggtacag cagtttacaa 1080 
caacaacatg tacgtcaaca tgtacaacac cgggaatatt gccagagtta acctgaccac 1140 
caacacgatt gctgtgactc aaactctccc taatgctgcc tataataacc gcttttcata 12 0 0 
tgctaatgtt gcttggcaag atattgactt tgctgtggat gagaatggat tgtgggttat 1260 
ttattcaact gaagccagca ctggtaacat ggtgattagt aaactcaatg acaccacact 132 0 
tcaggtgcta aacacttggt ataccaagca gtataaacca tctgcttcta acgccttcat 13 8 0 
ggtatgtggg gttctgtatg ccacccgtac tatgaacacc agaacagaag agatttttta 1440 
ctattatgac acaaacacag ggaaagaggg caaactagac attgtaatgc ataagatgca 1500 
ggaaaaagtg cagagcatta actataaccc ttttgaccag aaactttatg tctataacga 1560 
tggttacctt ctgaattatg atctttctgt cttgcagaag ccccagtaag ctgtttagga 162 0 
gttagggtga aagagaaaat gtttgttgaa aaaatagtct tctccactta cttagatatc 168 0 
tgcaggggtg tctaaaagtg tgttcatttt gcagcaatgt ttaggtgcat agttctacca 1740 
cactagagat ctaggacatt tgtcttgatt tggtgagttc tcttgggaat catctgcctc 180 0 
ttcaggcgca ttttgcaata aagtctgtct agggtgggat tgtcagaggt ctaggggcac 186 0 
tgtgggccta gtgaagccta ctgtgaggag gcttcactag aagccttaaa ttaggaatta 1920 
aggaacttaa aactcagtat ggcgtctagg gattctttgt acaggaaata ttgcccaatg 1980 
actagtcctc atccatgtag caccactaat tcttccatgc ctggaagaaa cctggggact 2040 
tagttaggta gattaatatc tggagctcct cgagggacca aatctccaac ttttttttcc 2100 
cctcactagc acctggaatg atgctttgta tgtggcagat aagtaaattt ggcatgctta 2160 
tatattctac atctgtaaag tgctgagttt tatggagaga ggccttttta tgcattaaat 222 0 
tgtacatggc aaataaatcc cagaaggatc tgtagatgag gcacctgctt tttcttttct 2280 
ctcattgtcc accttactaa aagtcagtag aatcttctac ctcataactt ccttccaaag 23 4 0 
gcagctcaga agattagaac cagacttact aaccaattcc accccccacc aacccccttc 240 0 
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tactgcctac tttaaaaaaa ttaatagttt tctatggaac tgatctaaga ttagaaaaat 2460 
taattttctt taatttcatt atggactttt atttacatga ctctaagact ataagaaaat 2520 
ctgatggcag tgacaaagtg ctagcattta ttgttatcta ataaagacct tggagcatat 2580 
gtgcaactta tgagtgtatc agttgttgca tgtaattttt gcctttgttt aagcctggaa 2 640 
cttgtaagaa aatgaaaatt taattttttt ttctaggacg agctatagaa aagctattga 27 00 
gagtatctag ttaatcagtg cagtagttgg aaaccttgct ggtgtatgtg atgtgcttct 27 50 
gtgcttttga atgactttat catctagtct ttgtctattt ttcctttgat gttcaagtcc 2820 
tagtctatag gattggcagt ttaaatgctt tactccccct tttaaaataa atgattaaaa 2880 
tgtgctttga at 2892 



<210> 79 

<211> 1244 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2101663CB1 



<400> 79 

cagtcctcag gtgcaacccc tgcgtggtct ctgtggcagc cttctctcat tcagagcttg 60 
cacagttgca gttagttatt ccaggtatta tttttgtttt cagaaaaaga aaactcagta 120 
gaagataatg gcaagtccag actggggata tgatgacaaa aatggtcctg aacaatggag 180 
caagctgtat cccattgcca atggaaataa ccagtcccct gttgatatta aaaccagtga 240 
aaccaaacat gacacctctc tgaaacctat tagtgtctcc tacaacccag ccacagccaa 3 00 
agaaattatc aatgtggggc attccttcca tgtaaatttt gaggacaacg ataaccgatc 3 60 
agtgctgaaa ggtggtcctt tctctgacag ctacaggctc tttcagttcc attttcactg 420 
gggcagtaca aatgagcatg gttcagaaca tacagtggat ggagtcaaat attctgccga 480 
gcttcacgta gctcactgga attctgcaaa gtactccagc cttgctgaag ctgcctcaaa 540 
ggctgatggt ttggcagtta ttggtgtttt gatgaaggtt ggtgaggcca acccaaagct 600 
gcagaaagta cttgatgccc tccaagcaat taaaaccaag ggcaaacgag ccccattcac 650 
aaattttgac ccctctactc tccttccttc atccctggat ttctggacct accctggctc 720 
tctgactcat cctcctcttt atgagagtgt aacttggatc atctgtaagg agagcatcag 780 
tgtcagctca gagcagctgg cacaattccg cagccttcta tcaaatgttg aaggtgataa 840 
cgctgtcccc atgcagcaca acaaccgccc aacccaacct ctgaagggca gaacagtgag 9 00 
agcttcattt tgatgattct gagaagaaac ttgtccttcc tcaagaacac agccctgctt 9 60 
ctgacataat ccagtaaaat aataattttt aagaaataaa tttatttcaa tattagcaag 1020 
acagcatgcc ttcaaatcaa tctgtaaaac taagaaactt aaattttagt tcttactgct 1080 
taattcaaat aataattagt aagctagcaa atagtaatct gtaagcataa gcttatgctt 1140 
aaattcaagt ttagtttgag gaattcttta aaattacaac taagtgattt gtatgtctat 1200 
ttttttcagt ttatttgaac caataaaata attttatctc tttc 1244 



<210> 80 

<211> 261 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2101663CD1 

<400> 80 



Met 


Ala 


Ser 


Pro 


Asp 


Trp 


Gly 


Tyr 


Asp 


Asp 


Lys 


Asn 


Gly 


Pro 


Glu 


1 








5 










10 










15 


Gin 


Trp 


Ser 


Lys 


Leu 


Tyr 


Pro 


He 


Ala 


Asn 


Gly Asn 


Asn 


Gin 


Ser 










20 










25 










30 


Pro 


Val 


Asp 


He 


Lys 
35 


Thr 


Ser 


Glu 


Thr 


Lys 
40 


His 


Asp 


Thr 


Ser 


Leu 
45 


Lys 


Pro 


He 


Ser 


Val 
50 


Ser 


Tyr 


Asn 


Pro 


Ala 
55 


Thr 


Ala 


Lys 


Glu 


He 
60 


He 


Asn 


Val 


Gly 


His 
65 


Ser 


Phe 


His 


Val 


Asn 
70 


Phe 


Glu 


Asp 


Asn 


Asp 
75 


Asn 


Arg 


Ser 


Val 


Leu 
80 


Lys 


Gly 


Gly 


Pro 


Phe 
85 


Ser 


Asp 


Ser 


Tyr 


Arg 
90 


Leu 


Phe 


Gin 


Phe 


His 
95 


Phe 


His 


Trp 


Gly 


Ser 
100 


Thr 


Asn 


Glu 


His 


Gly 
105 
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Sex 


Glu 


His 


Thr 


Val 
110 


Asp 


Gly 


Val 


Lys 


Tyr 
115 


Ser 


Ala 


Glu 


Leu 


His 
120 


Val 


Ala 


His 


Trp 


125 


Ser 


Ala 






130 






Ala 


Glu 


Ala 
135 


Ala 


Ser 


Lys 


Ala 


Asp 
140 


Gly 


Leu 


Ala 


Val 


He 
145 


Gly 


Val 




Met 


150 


Val 


Gly 


Glu 


Ala 


Asn 
155 


Pro 


Lys 


Leu 


Gin 


Lys 
160 


Val 


Leu 


Asp 


Ala 


Leu 
165 


Gin 


Ala 


He 


Lys 


Thr 
170 


Lys 


Gly 


Lys 


Arg 


Ala 
175 


Pro 


Phe 


Thr 


Asn 


Phe 
180 


Asp 


Pro 


Ser 


Thr 


Leu 
185 


Leu 


Pro 


Ser 


Ser 


Leu 
190 


Asp 


Phe 


Trp 


Thr 


Tyr 
195 


Pro 


Gly 


Ser 


Leu 


Thr 
200 


His 


Pro 


Pro 


Leu 


Tyr 
205 


Glu 


Ser 


Val 


Thr 


Trp 
210 


He 


He 


Cys 


Lys 


Glu 
215 


Ser 


He 


Ser 


Val 


Ser 
220 


Ser 


Glu 


Gin 




Ala 
225 


Gin 


Phe 


Arg 


Ser 


230 




Ser 




Val 


Glu 
235 


Gly 






Ala 


Val 
240 


Pro 


Met 


Gin 


His 


Asn 
245 


Asn 


Arg 


Pro 


Thr 


Gin 
250 


Pro 


Leu 


Lys 


Gly 


Arg 
255 


Thr 


Val 


Arg 


Ala 


Ser 

260 


Phe 





















<210> 81 

<211> 1317 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 611082CB1 

<400> 81 

aaggaacaaa gtaagtccat tgatacgttc ttgcctatct ctcctccaaa tcaatgggca 60 
caaactgtgg ctggtctacc tgtgtgggtt ctgttctcta gattggaggg atgaagacaa 120 
gttcttgact ctatgttgag gccagttgaa aaatgaggga gaataaaacc atgaacgaaa 180 
caagaaagaa acaaaacaga agaggaatga aaaagacata atgatgtcat ccaagccaac 24 0 
aagccatgct gaagtaaatg aaaccatacc caacccttac ccaccaagca gctttatggc 3 00 
tcctggattt caacagcctc tgggttcaat caacttagaa aaccaagctc agggtgctca 3 60 
gcgtgctcag ccctacggca tcacatctcc gggaatcttt gctagcagtc aaccgggtca 42 0 
aggaaatata caaatgataa atccaagtgt gggaacagca gtaatgaact ttaaagaaga 480 
agcaaaggca ctaggggtga tccagatcat ggttggattg atgcacattg gttttggaat 540 
tgttttgtgt ttaatatcct tctcttttag agaagtatta ggttttgcct ctactgctgt 600 
tattggtgga tacccattct ggggtggcct ttcttttatt atctctggct ctctctctgt 660 
gtcagcatcc aaggagcttt cccgttgtct ggtgaaaggc agcctgggaa tgaacattgt 72 0 
tagttctatc ttggccttca ttggagtgat tctgctgctg gtggatatgt gcatcaatgg 780 
ggtagctggc caagactact gggccgtgct ttctggaaaa ggcatttcag ccacgctgat 84 0 
gatcttctcc ctcttggagt tcttcgtagc ttgtgccaca gcccattttg ccaaccaagc 900 
aaacaccaca accaatatgt ctgtcctggt tattccaaat atgtatgaaa gcaaccctgt 960 
gacaccagcg tcttcttcag ctcctcccag atgcaacaac tactcagcta atgcccctaa 1020 
atagtaaaag aaaaaggggt atcagtctaa tctcatggag aaaaactact tgcaaaaact 1080 
tcttaagaag atgtctttta ttgtctacaa tgatttctag tctttaaaaa ctgtgtttga 1140 
gatttgtttt taggttggtc gctaatgatg gctgtatctc ccttcactgt ctcttcctac 1200 
attaccacta ctacatgctg gcaaaggtga aggatcagag gactgaaaaa tgattctgca 12 60 
actctcttaa agttagaaat gtttctgttc atattacttt ttccttaata aaatgtc 1317 

<210> 82 

<211> 267 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 611082CD1 

<400> 82 
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Met Met Ser Ser Lys Pro Thr Ser His Ala Glu Val Asn Glu Thr 

15 10 15 

lie Pro Asn Pro Tyr Pro Pro Ser Ser Phe Met Ala Pro Gly Phe 

20 25 30 

Gin Gin Pro Leu Gly Ser lie Asn Leu Glu Asn Gin Ala Gin Gly 

35 40 45 

Ala Gin Arg Ala Gin Pro Tyr Gly lie Thr Ser Pro Gly lie Phe 

50 55 60 

Ala Ser Ser Gin Pro Gly Gin Gly Asn lie Gin Met lie Asn Pro 

65 70 75 

Ser Val Gly Thr Ala Val Met Asn Phe Lys Glu Glu Ala Lys Ala 

80 85 90 

Leu Gly Val lie Gin He Met Val Gly Leu Met His He Gly Phe 

95 100 105 

Gly He Val Leu Cys Leu He Ser Phe Ser Phe Arg Glu Val Leu 

110 115 120 

Gly Phe Ala Ser Thr Ala Val He Gly Gly Tyr Pro Phe Trp Gly 

125 130 135 

Gly Leu Ser Phe He He Ser Gly Ser Leu Ser Val Ser Ala Ser 

140 145 150 

Lys Glu Leu Ser Arg Cys Leu Val Lys Gly Ser Leu Gly Met Asn 

155 160 155 

He Val Ser Ser He Leu Ala Phe He Gly Val He Leu Leu Leu 

170 175 180 

Val Asp Met Cys He Asn Gly Val Ala Gly Gin Asp Tyr Trp Ala 

185 190 195 

Val Leu Ser Gly Lys Gly He Ser Ala Thr Leu Met He Phe Ser 

200 205 210 

Leu Leu Glu Phe Phe Val Ala Cys Ala Thr Ala His Phe Ala Asn 

215 220 225 

Gin Ala Asn Thr Thr Thr Asn Met Ser Val Leu Val He Pro Asn 

230 235 240 

Met Tyr Glu Ser Asn Pro Val Thr Pro Ala Ser Ser Ser Ala Pro 

245 250 255 
Pro Arg Cys Asn Asn Tyr Ser Ala Asn Ala Pro Lys 

260 265 



<210> 83 

<211> 1889 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 255002.4 

<220> 

<221> unsure 

<222> 232, 243-244 

<223> a, t, c, g, or other 



<400> 83 

caaatgagtg ctgttaaagt tcctccagga aacttcagca gagaaaaaca tttgcttcac 6 0 
atctcatcaa atcttctgca tcaagccaca tcatgttaaa caaccttctg ctgttctccc 120 
ttcagataag tctcatagga accactcttg gtgggaatgt tttgatttgg ccaatggaag 180 
gtagtcattg gctaaatgtt aagataatta tagatgagct cattaaaaag gngcataatg 240 
tgnntgtcct agttgcctct ggtgcacttt tcatcacacc aacctctaac ccatctctga 3 00 
catttgaaat atataaggtg ccctttggca aagaaagaat agaaggagta attaaggact 3 60 
tcgttttgac atggctggaa aatagaccat ctccttcaac catttggaga ttctatcagg 42 0 
agatggccaa agtaatcaag gacttccaca tggtgtctca ggagatctgt gatggcgttc 48 0 
ttaaaaacca acagctgatg gcaaagctaa agaaaagcaa gtttgaagtc ctggtgtctg 540 
atccagtatt tccttgtggc gatatagtag ctttaaaact tggaattcca tttatgtact 600 
ccttgaggtt ttctccagcc tcaacagtgg aaaagcactg tgggaaggta ccataccctc 660 
cttcctatgt tcctgctgtt ttatcagaac tcaccgacca aatgtctttc actgacagaa 720 
taagaaattt catctcctac cacctacagg actacatgtt tgaaactctt tggaaatcat 7 80 
gggattcata ctatagtaaa gctttaggaa gacccactac gttatgtgag actatgggga 840 
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aagctgaaat ttggttaatc 
ctaattttga gtttgttgga 
tggaagaatt tatccagagc 
tggtcaaaaa ccttacagaa 
cacagaaggt tttatggaga 
agctctttga ttggataccc 
tcactcatgg tggaactaat 
gagttcccat gtttgctgat 
ctgtggaagt gaacctaaac 
gtcattaatg aaccttctta 
caacctgtaa agcccctgga 
ggagccaagc accttcgggt 
gatgtaattg ggttcttgct 
tgtttgtttt cctgtcaaaa 
aagaaaaaga ggaaatatat 
attaattcca gacaaaagga 
ctatttctct acctgcgata 
aacttgtgag ttatagtctt 

<210> 84 

<211> 3591 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> IncytG ID No: 1092257.2 

<400> 84 

cgctcccacc cgcccgtggc ccgcgcccat ggccgcgcgc gctccacaca actcaccgga 60 
gtccgcgccc tgcgccgccg accagttcgc agctccgcgc cacggcagcc agtctcacct 12 0 
ggcggcaccg cccgcccacc gccccggcca cagcccctgc gcccacggca gcactcgagg 180 
cgaccgcgac agtggtgggg gacgctgctg agtggaagag agcgcagccc ggccaccgga 24 0 
cctacttact cgccttgctg attgtctatt tttgcgttta caacttttct aagaactttt 3 00 
gtatacaaag gaacttttta aaaaagacgc ttccaagtta tatttaatcc aaagaagaag 3 60 
gatctcggcc aatttggggt tttgggtttt ggcttcgttt cttctcttcg ttgactttgg 420 
ggttcaggtg ccccagctgc ttcgggctgc cgaggacctt ctgggccccc acattaatga 480 
ggcagccacc tggcgagtct gacatggctg tcagcgacgc gctgctccca tctttctcca 54 0 
cgttcgcgtc tggcccggcg ggaagggaga agacactgcg tcaagcaggt gccccgaata 600 
accgctggcg ggaggagctc tcccacatga agcgacttcc cccagtgctt cccggccgcc 660 
cctatgacct ggcggcggcg accgtggcca cagacctgga gagcggcgga gccggtgcgg 72 0 
cttgcggcgg tagcaacctg gcgcccctac ctcggagaga gaccgaggag ttcaacgatc 780 
tcctggacct ggactttatt ctctccaatt cgctgaccca tcctccggag tcagtggccg 84 0 
ccaccgtgtc ctcgtcagcg tcagcctcct cttcgtcgtc gccgtcgagc agcggccctg 9 00 
ccagcgcgcc ctccacctgc agcttcacct atccgatccg ggccgggaac gacccgggcg 9 60 
tggcgccggg cggcacgggc ggaggcctcc tctatggcag ggagtccgct ccccctccga 102 0 
cggctccctt caacctggcg gacatcaacg acgtgagccc ctcgggcggc ttcgtggccg 1080 
agctcctgcg gccagaattg gacccggtgt acattccgcc gcagcagccg cagccgccag 1140 
gtggcgggct gatgggcaag ttcgtgctga aggcgtcgct gagcgcccct ggcagcgagt 1200 
acggcagccc gtcggtcatc agcgtcagca aaggcagccc tgacggcagc cacccggtgg 1260 
tggtggcgcc ctacaacggc gggccgccgc gcacgtgccc caagatcaag caggaggcgg 132 0 
tctcttcgtg cacccacttg ggcgctggac cccctctcag caatggccac cggccggctg 1380 
cacacgactt ccccctgggg cggcagctcc ccagcaggac taccccgacc ctgggtcttg 1440 
aggaagtgct gagcagcagg gactgtcacc ctgccctgcc gcttcctccc ggcttccatc 1500 
cccacccggg gcccaattac ccatccttcc tgcccgatca gatgcagccg caagtcccgc 1560 
cgctccatta ccaagagctc atgccacccg gttcctgcat gccagaggag cccaagccaa 162 0 
agaggggaag acgatcgtgg ccccggaaaa ggaccgccac ccacacttgt gattacgcgg 1680 
gctgcggcaa aacctacaca aagagttccc atctcaaggc acacctgcga acccacacag 174 0 
gtgagaaacc ttaccactgt gactgggacg gctgtggatg gaaattcgcc cgctcagatg 1800 
aactgaccag gcactaccgt aaacacacgg ggcaccgccc gttccagtgc caaaaatgcg 1860 
accgagcatt ttccaggtcg gaccacctcg ccttacacat gaagaggcat ttttaaatcc 1920 
cagacagtgg atatgaccca cactgccaga agagaattca gtatttttta cttttcacac 1980 
tgtcttcccg atgagggaag gagcccagcc agaaagcact acaatcatgg tcaagttccc 2 040 
aactgagtca tcttgtgagt ggataatcag gaaaaatgag gaatccaaaa gacaaaaatc 2100 
aaagaacaga tggggtctgt gactggatct tctatcattc caattctaaa tccgacttga 2160 
atattcctgg acttacaaaa tgccaagggg gtgactggaa gttgtggata tcagggtata 222 0 



cgaacatatt gggattttga 
ggattgcact gcaaacctgc 
tcaggtaaaa atggtgttgt 
gaaaaggcca atcttattgc 
tacaaaggaa agaaaccagc 
cagaatgatc ttcttggaca 
gggatctacg aagctattta 
cagcctgata acattgctca 
acaagtgaca agtgtggatt 
taaagagaat gctatgaggt 
tcgagcagtc ttctggatcg 
tgcagcccat gacctcacct 
ggtctgtgtg acaacggcta 
atttggtaag ataggaaaga 
atatttttaa gtttggcaaa 
gtttaacaaa aacacgtctc 
agcctactga taaagcctag 
ctatttttc 



atttcctcgt ccatacttac 900 
caaaccttta cctaaggaaa 9 60 
ggtgttttct ctgggatcaa 102 0 
ctcagccctt gcccagattc 1080 
cacattagga aacaatactc 114 0 
tcccaaaacc aaagctttta 12 0 0 
ccacggagtc cctatggtgg 12 6 0 
catgaaggcc aaaggagcag 13 2 0 
tgcttagcgc tttgagaaca 13 80 
tatcaagaat tcaccatgat 1440 
agtttgtcat gcgccacaaa 150 0 
ggttccagta ccactctttg 1560 
tatttttggt catacaatgt 162 0 
agaaaaaaag agaataggtc 168 0 
atcctgagta gtgtagtcct 1740 
ccatcctgtt tccaaatttt 1800 
attttggcat gattattatt 1860 
1889 
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aattatatcc gtgagttggg 
aatataagca taaaagatca 
gttagaagaa gaggaagaaa 
tgcttggtga gtcttggttc 
gcatactttg acaaggaaaa 
ggtaatatac ctggtttact 
gtttcagatg tgcaataatt 
aatgtgtttt tctatatagt 
gtctattttg tatatttgta 
tgcatactca aggtgagaat 
ttaactgtac atgttagaca 
acactttcat caccctcaga 
atcttgttga ttttttttca 
aagtttaaat tctgagggcc 
gcttctataa gcttctttct 
atggctactg tctctgcact 
atcaggtccg gcttagagac 
atcacatccc catataaaag 
aattctatgg ccacatccct 
gcccagccag tcagatgttc 
tctccctctt ctggggaccc 
cctggcgtct gagctacgga 
tctattctca gaacgcgaag 

<210> 85 
<211> 3115 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 1102315.3 

<220> 

<221> unsure 

<222> 2713, 2719, 3094 

<223> a, t, c, g, or other 

<400> 85 

cgagcgggat ccaaacttcc ggtgcctgca gagctcggag cggcggaggc agagaccgag 6 0 
gctgcaccgg cagaggctgc ggggcggacg cgcgggccgg cgcagccatg gtgaagatta 12 0 
gcttccagcc cgccgtggct ggcatcaagg gcgacaaggc tgacaaggcg tcggcgtcgg 18 0 
cccctgcgcc ggcctcggcc accgagatcc tgctgacgcc ggctagggag gagcagcccc 24 0 
cacaacatcg atccaagagg gggagctcag tgggcggcgt gtgctacctg tcgatgggca 3 00 
tggtcgtgct gctcatgggc ctcgtgttcg cctctgtcta catctacaga tacttctttc 3 60 
ttgcacagct ggcccgagat aacttcttcc gctgtggtgt gctgtatgag gactccctgt 42 0 
cctcccaggt ccggactcag atggagctgg aagaggatgt gaaaatctac ctcgacgaga 480 
actacgagcg catcaacgtg cctgtgcccc agtttggcgg cggtgaccct gcagacatca 540 
tccatgactt ccagcggggt ctgactgcgt accatgatat ctccctggac aagtgctatg 600 
tcatcgaact caacaccacc attgtgctgc cccctcgcaa cttctgggag ctcctcatga 6 60 
acgtgaagag ggggacctac ctgccgcaga cgtacatcat ccaggaggag atggtggtca 720 
cggagcatgt cagtgacaag gaggccctgg ggtccttcat ctaccacctg tgcaacggga 780 
aagacaccta ccggctccgg cgccgggcaa cgcggaggcg gatcaacaag cgtggggcca 840 
agaactgcaa tgccatccgc cacttcgaga acaccttcgt ggtggagacg ctcatctgcg 9 00 
gggtggtgtg aggccctcct cccccagaac cccctgccgt gttcctcttt tcttctttcc 960 
ggctgctctc tggccctcct ccttccccct gcttagcttg tactttggac gcgtttctat 1020 
agaggtgaca tgtctctcca ttcctctcca accctgccca cctccctgta ccagagctgt 1080 
gatctctcgg tggggggccc atctctgctg acctgggtgt ggcggaggga gaggcgatgc 114 0 
tgcaaagtgt tttctgtgtc ccactgtctt gaagctgggc ctgccaaagc ctgggcccac 1200 
agctgcaccg gcagcccaag gggaaggacc ggttggggga gccgggcatg tgaggccctg 1260 
ggcaagggga tggggctgtg ggggcggggc ggcatgggct tcagaagtat ctgcacaatt 132 0 
agaaaagtcc tcagaagctt tttcttggag ggtacacttt cttcactgtc cctattccta 1380 
gacctggggc ttgagctgag gatgggacga tgtgcccagg gagggaccca ccagagcaca 1440 
agagaaggtg gctacctggg ggtgtcccag ggactctgtc agtgccttca gcccaccagc 1500 
aggagcttgg agtttgggga gtggggatga gtccgtcaag cacaactgtt ctctgagtgg 1560 
aaccaaagaa gcaaggagct aggaccccca gtcctgcccc ccaggagcac aagcagggtc 162 0 
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ggagggaaga ccagaattcc 
ccttgtattc tctttacctt 
ttcaggtaca gaaaacatgt 
taaaggtacc aaacaaggaa 
tctatatttg tcttccgatc 
tctttagcat ttttatgcag 
tgtacaatgg tttattccca 
tccttgcctt aataaatatg 
aactacaaag taaaatgaac 
taagttttaa ataaactaca 
aataaataga cccatataaa 
aaattcactt gtctttggtc 
ccataggatt attttgccct 
acagctccca tatccatcca 
taagaggcct tgagtatcat 
cttcacattc cagggctctt 
agcgagaccc agagagacca 
cttctgatct gagtccaggt 
gaatgtcaac agtccctcaa 
agtgacctca aagagggttc 
ccgacctggc acattcacca 
tctcccggtg cctgccggtc 
ccgccttggc ctcccagatg 



cttgaattgt gtattgatgc 228 0 
ctaaaagcca ttattatgat 234 0 
ttaaatagcc taaatgatgg 24 00 
gccaaagttt tcaaactgct 24 60 
aacatttatg acctaagtca 2520 
acagtctgtt atgcactgtg 2580 
agtatgcctt aagcagaaca 2640 
taatataaat ttaagcaaac 27 00 
attttgtgga gtttgtattt 2760 
tacattgcaa ggcataaacc 2820 
cttcacccct tttcgaagca 2880 
ctttttctca tgcagagatt 2940 
cactttccca ctctttcctt 3000 
atatcacttt ttggaatgat 3060 
gagaaaagat atctggctgg 3120 
tcctttgctc caaaaaggtg 3180 
ggtttccgta gttctctaac 3240 
gttcccactc ctcccgagag 33 00 
ctgaagggac aggagcaggt 33 60 
ccgccgcttc cgaccgcccc 3420 
tttcccagct tccgggatgt 3480 
acagagtaac agaggttctg 3 540 
gaaggactgg g 3591 



PA- 003 8 US 



ccctcagtca aggcagtggg atgggcggct 
gtcacgtcca cgggggacga gccgtgggtt 
ccaagcttgg aactgttttg aaagataaca 
gtccaccctg cctcctctgt tctgaaattc 
tttccctttc cttctcactt ttgcatgttt 
cagccctgag ccttggagag gagggctgta 
tcttaaatgc tttgtatatt ttctcaatta 
taaaaatctt ttttttcaga agtaaaagat 
agate taatt gagaaaatat acaaagcatt 
ggcgttacag ccctcctctc caaggctcag 
agtaaaaaca tgcaaaagtg agaaggaaag 
ggatggaatt tcagaacaga ggaggcaggg 
ctctgtgtta tctttcaaaa cagttccaag 
agcagaaccc acggctcgtc ccccgtggac 
tcctcagccg cccatcccac tgccttgact 
aggactgggg gtcctagctc cttgcttctt 
cggactcatc cccactcccc aaactccaag 
agtccctggg acacccccag gtagccacct 
gcacatcgtc ccntcctcng ctcaagcccc 
gtaccctcca agaaaaagct tctgaggact 
atgccgcccc gcccccacag ccccatcccc 
agcatcgcct ctccctccgc cacacccagg 
cacagctctg gtacagggag gtgggcaggg 
tatagaaacg cgtccaaagt acaagctaag 
cggaaagaag aaaagaggaa cacggcaggg 

<210> 86 

<211> 1571 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1543330CB1 



gaggaacggg gcaggcaagg tcactgctca 1580 
ctgctgagta ggtggagctc attgctttct 1740 
cagagggaaa gggagagcca cctggtactt 180 0 
catccccctc agcttagggg aatgcacctt 1860 
ttactgatca ttcgatatgc taaccgttct 192 0 
acgccttcag tcagtctctg gggatgaaac 1980 
gatctctttt cagaagtgtc tatagaacaa 2040 
ttttattgtt ctatagacac ttctgaaaag 2100 
taagagtttc atccccagag actgactgaa 2150 
ggctgagaac ggttagcata tcgaatgatc 222 0 
ggaaaaaggt gcattcccct aagctgaggg 22 8 0 
tggacaagta ccaggtggct ctccctttcc 2340 
cttggagaaa gcaatgagct ccacctactc 24 00 
gtgactgagc agtgaccttg cctgccccgt 24 60 
gaggggacac tgcttgtgct cctggggggc 2520 
tggttccact cagagaacag ttgtgcttga 2580 
ctcctgctgg tgggctgaag gcactgacag 2640 
tctcttgtgc tctggtgggt ccctccctgg 27 00 
aggtctagga atagggacag tgaagaaagt 27 60 
tttctaattg tgcagatact tctgaagccc 2820 
ttgcccaggg cctcacagaa aacactttgc 2880 
tcagcagaga tgggcccccc accgagagat 2 940 
ttggagagga atggagagac atgtcacctc 3 000 
cagggggaag gaggagggcc agagagcagc 3 060 
ggtntctggg ggaggagggc ctcac 3115 



<400> 86 

tgccaccgct gcccgagccc gagtggttca 
ggaactcacg cctccaatcc cagacgctat 
cagtggcggc ctggacacct cgtgcatcct 
cattgcctat ctggccaaca ttggccagaa 
actgaagctt ggggccaaaa aggtgttcat 
gttcatctgg ccggccatcc agtccagcgc 
ctctcttgcc aggccctgca tcgcccgcaa 
caagtatgtg tcccacggcg ccacaggaaa 
ctgctactca ctggcccccc agataaaggt 
caaccggttc aagggccgca atgacctgat 
cccggtcact cccaagaacc cgtggagcat 
ggctggaatc ctggagaacc ccaagaacca 
ggacccagcc aaagccccca acacccctga 
ccctgtgaag gtgaccaacg tcaaggatgg 
catgtacctg aacgaagtcg cgggcaagca 
ccgcttcatt ggaatgaagt cccgaggtat 
ccatgctcat ttagacatcg aggccttcac 
aggcctgggc ttgaaatttg ctgagctggt 
tgaatttgtc cgccactgca tcgccaagtc 
gtccgtcctc aagggccagg tgtacatcct 
tgaggagctg gtgagcatga acgtgcaggg 
catcaacatc aattccctca ggctgaagga 
caaatagacc cgtgtacaat gaggagctgg 
caggcgctaa ttgttgtgat aatttgtaat 
gtggggctgc caggccccag ctttgttccc 
tcgaagggaa gggtgggggg cagctgcggt 
aaaaaaaaaa a 



ctgcactgtg aaaacagatt ccagacgccg 60 
gtccagcaaa ggctccgtgg ttctggccta 12 0 
cgtgtggctg aaggaacaag gctatgacgt 180 
ggaagacttc gaggaagcca ggaagaaggc 240 
tgaggatgtc agcagggagt ttgtggagga 3 00 
actgtatgag gaccgctacc tcctgggcac 3 60 
acaagtggaa atcgcccagc gggagggggc 42 0 
ggggaacgat caggtccggt ttgagctcag 480 
cattgctccc tggaggatgc ctgaattcta 540 
ggagtacgca aagcaacatg ggattcccat 600 
ggatgagaac ctcatgcaca tcagctacga 660 
agcgcctcca ggtctctaca cgaagaccca 72 0 
cattctcgag atcgagttca aaaaaggggt 780 
caccacccac cagacctcct tggagctctt 840 
tggcgtgggc cgtattgaca tcgtggagaa 900 
ctacgagacc ccagcaggca ccatccttta 9 60 
catggaccgg gaagtgcgca aaatcaaaca 102 0 
gtataccggt ttctggcaca gccctgagtg 108 0 
ccaggagcga gtggaaggga aagtgcaggt 114 0 
cggccgggag tccccactgt ctctctacaa 12 0 0 
tgattatgag ccaactgatg ccaccgggtt 12 60 
atatcatcgt ctccagagca aggtcactgc 132 0 
ggcctcctca atttgcagat cccccaagta 1380 
tgtgacttgt tctccccggc tggcagcgta 1440 
tggtccccct gaagcctgca aacgttgtca 15 00 
ggggagctat aaaaatgaca attaaaagag 15 60 
1571 



<210> 87 
<211> 412 



69 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 87 



Met 


Ser 


Ser 


Lys 


Gly 


1 








5 


Asp 


Thr 


Ser 


Cys 


He 










20 


Val 


He 


Ala 


Tyr 


Leu 










35 


Glu 


Ala 


Arg 


Lys 


Lys 










50 


lie 


Glu 


Asp 


Val 


Ser 










65 


Ala 


He 


Gin 


Ser 


Ser 


Thr 


Ser 


Leu 


Ala 


80 










95 


Ala 


Gin 


Arg 


Glu 


Gly 










110 


Lys 


Gly 


Asn 


Asp 


Gin 










125 


Ala 


Pro 


Gin 


He 












140 


Tyr 


Asn 


Arg 


Phe 












15^5 


Gin 


His 


Gly 


He 












170 


Met 


Asp 


Glu 


Asn 












185 


Glu 


Asn 


Pro 


Lys 












200 


Gin 


Asp 


Pro 


Ala 












21^5 


Glu 


Phe 


Lys 


Lys 


Gly 










230 


Gly Thr 


Thr 


His 


Gin 










245 


Glu 


Val 


Ala 


Gly 


Lys 










260 


Asn 


Arg 


Phe 


He 


Gly 










275 


Ala 


Gly 


Thr 


He 












290 


Thr 


Met 


Asp 


Arg 


Glu 










305 


Lys 


Phe 


Ala 


Glu 


Leu 










320 


Cys 


Glu 


Phe 


Val 


Arg 










335 


Glu 


Gly 


Lys 


Val 


Gin 










350 


Leu 


Gly 


Arg 


Glu 


Ser 










365 


Ser 


Met 


Asn 


Val 


Gin 










380 


Phe 


He 


Asn 


He 


Asn 










395 


Gin 


Ser 


Lys 


Val 


Thr 










410 



<210> 88 



1543330CD1 



Ser 


Val 


Val 


Leu 


Ala 
10 


Leu 


Val 


Trp 


Leu 


Lys 
25 


Ala 


Asn 


He 


Gly 


Gin 
40 


Ala 


Leu 


Lys 




Gly 
55 


Arg 


Glu 


Phe 


Val 


Glu 
70 


Ala 




Tyr 


Glu 


85 


Pro 


Cys 


IlG 


Ala 


Arg 
100 


Ala 




Tyr 


Val 


115 


Val 




Phe 


Glu 


13 0 


Val 


He 


Ala 




145 


Gly 








160 


He 




Val 


Thr 


Pro 
175 


Met 


His 


He 




190 


Gin 


Ala 


Pro 




Gly 
205 


Ala 


Pro 


Asn 


Thr 


Pro 
220 


Val 


Pro 


Val 




Val 
235 


Thr 


Ser 


Leu 


Glu 


Leu 
250 


His 


Gly 


Val 


Gly 


Arg 
265 


Met 


Lys 


Ser 


Arg 


Gly 
280 


Tyr 


His 


Ala 


His 


Leu 
295 


Val 






He 


310 


Val 


Tyr 


Thr 


Gly 


Phe 
325 


His 


Cys 


He 


Ala 


Lys 
340 


Val 


Ser 


Val 


Leu 


Lys 
355 


Pro 


Leu 


Ser 


Leu 


Tyr 
370 


Gly 


Asp 


Tyr 


Glu 


Pro 
385 


Ser 


Leu 


Arg 


Leu 


Lys 
400 


Ala 


Lys 









Tyr 


Ser 


Gly 


Gly 


Leu 










15 


Glu 


Gin 


Gly 


Tyr 


Asp 










30 


Lys 


Glu 


Asp 


Phe 


Glu 
45 


Ala 


Lys 


Lys 


Val 


Phe 










60 


Glu 


Phe 


He 


Trp 


Pro 










75 


Arg 


Tyr 


Leu 


Leu 


Gly 










90 


Lys 


Gin 


Val 


Glu 


He 










105 


His 


Gly Ala 


Thr 


Gly 










120 


Ser 


Cys 


Tyr 


Ser 












135 


Ara 




ro 


Glu 


Phe 










150 


Met 


Glu 


yr 


Ala 












165 


Lys 


Asn 


Pro 


Trp 












180 


Glu 


Ala 


Glv 


He 












195 


Leu 


Tyr 


Thr 


Lys 


Thr 










210 


Asp 


He 


Leu 


Glu 


He 










225 


Thr 


Asn 


Val 


Lys 


Asp 










240 


Phe 


Met 


Tyr 


Leu 












255 


He 


Asp 


He 


Val 


Glu 










270 


He 


Tyr 


Glu 


Thr 


Pro 










285 


Asp 


He 


Glu 


Ala 


Phe 










300 


Gin 


Gly 


Leu 


Gly 


Leu 










315 


Trp 


His 


Ser 


Pro 


Glu 










330 


Ser 


Gin 


Glu 


Arg 


Val 










345 


Gly 


Gin 


Val 


Tyr 


He 










360 


Asn 


Glu 


Glu 


Leu 


Val 










375 


Thr 


Asp 


Ala 


Thr 


Gly 










390 


Glu 


Tyr 


His 


Arg 


Leu 










405 
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<211> 3152 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyts ID No: 232992.1 

<220> 

<221> unsure 
<222> 1171 

<223> a, t, c, g, or other 
<400> 88 

taacaggatc tgctgggcct tgacccagga ctttccagct tctagaacca tgaaaaattt 50 
ctgttgttcc tagcagccca aacagaatta gaaccattaa tttctatttc tcctttagct 12 0 
taacactgga ctttagtttt aatcttaact gagagtggtc ctgctagttt ctttgcttta 180 
cctgttttta aaacactttg agctaagaat ttttcaccca attatcacac atgattagaa 240 
aacaagatgc ttaaagtgaa aaaagacacc cccaccttta ccctacttga tatccaggtc 3 00 
cttttcctcc aagaatattt ctagctgctt ctggttttgc tagtttattt caaaaattac 3 60 
aattgtttga gtcaaatcta tacttgatat tcattgttgg gtttctttag gtcattctgc 42 0 
tgttctctca gtttcccagg tgttttgtgt gtcttccttg tgctattaat tttcctgtgg 480 
ccttgttggt cagatccaca gaggtaaatg caagtgtttt tccttgcttc agaacatgtg 540 
ctgtaatcac tatatcttct cctaattttg caggtgacat gtacgttatg ttcatatcga 600 
cactgactcc gggtgctccc ctttccgtgc atagcagagc cattgttgat atgttatcta 66 0 
ctaatgtggc tgtcaaaccg ccgtggagag tgcctattgc attggtatgc tcttcttcta 720 
ctttcatttc acaaatcact ttcccaggag cagcagagac aagagtaatc tttcccaaaa 780 
ctctctcaaa attgcgagcc ttggtcatgg cctttatcac ctcccgcaga gactgagtca 840 
tgctggtcat cgtggacggt tttccagcct ttgggctttg cgcaagaacg aacttcggaa 900 
gagctggaaa gtccagaagt tagtgaaaga aggaggacac aaagggcgaa gagcccgcac 9 60 
ccttctccgc ccctaggagc gcaagaggcc gggagtcagg cgagctggca gccccggtgg 1020 
tccgcgattt gctcactgac tttcctcgca cccttgtgac gaagcgcgca tgcgcgttcg 1080 
cacccaccgc cccggcggct cccttgcggc gcagctgcac cagttttccg agagcggagc 1140 
gcatttcccc gccgggcggt tgatgcggga ngccatgaca caggcgcctg cgcagagccg 1200 
cgcgttggcc tcctgttccg cttaaagggg cggtgcagag gcggcaggaa gatggagttg 12 60 
gggagttgcc tggagggcgg gagggaggcg gcggaggaag agggcgagcc tgaggtgaaa 132 0 
aagcggcgac ttctgtgtgt ggagtttgcc tcggtcgcaa gctgcgatgc cgcagtggct 13 80 
cagtgcttcc tggccgagaa cgactgggag atggaaaggg ctctgaactc ctacttcgag 1440 
cctccggtgg aggagagcgc cttggaacgc cgacctgaaa ccatctctga gcccaagacc 15 0 0 
tatgttgacc taaccaatga agaaacaact gattccacca cttctaaaat cagcccatct 156 0 
gaagatactc agcaagaaaa tggcagcatg ttctctctca ttacctggaa tattgatgga 162 0 
ttagatctaa acaatctgtc agagagggct cgaggggtgt gttcctactt agctttgtac 1680 
agcccagatg tgatatttct acaggaagtt attcccccat attatagcta cctaaagaag 1740 
agatcaagta attatgagat tattacaggt catgaagaag gatatttcac agctataatg 1800 
ttgaagaaat caagagtgaa attaaaaagc caagagatta ttccttttcc aagtaccaaa 1860 
atgatgagaa accttttatg tgtgcatgtg aatgtgtcag gaaatgagct ttgccttatg 192 0 
acatcccatt tggagagcac cagagggcat gctgcggaac gaatgaatca gttaaaaatg 1980 
gttttaaaga aaatgcaaga ggctccagag tcagctacag ttatatttgc aggagataca 2040 
aatctaaggg atcgagaggt taccagatgt ggtggtttac ccaacaacat tgtggatgtc 2100 
tgggagtttt tgggcaaacc taaacattgc cagtatacat gggatacaca aatgaactct 2160 
aatcttggaa taactgctgc ttgtaaactt cgttttgatc gaatattttt cagagcagca 222 0 
gcagaagagg gacacattat tccccgaagt ttggaccttc ttggattaga aaaactggac 2280 
tgtggtagat ttcctagtga tcactggggt cttctgtgca acttagatat aatattgtaa 2340 
aatgcttttc aagtgtgggt tttgccctga ttgttgcaaa tacaatttcc accttctgga 2400 
aaggtaggtt tgctgtggag gaaataatgt actagatcat tgtcacagaa aaaccaacta 2460 
tgatttatgg ttgtgttttc agaattcaac attaaagatt aatgtttatt taaacgaaca 252 0 
cattcctgca ttcaggatgt gaggccattt aataaaaagg gcacaaagcc tgtcagagtt 2580 
ttcaacggtg cttatagctg ccagctggat tccaaacagg taccccattg tctctgagct 2 64 0 
aatgtttata tttttccatt caggcaccga aatagttaat atttaaaata agtcttcaaa 2700 
agaaaacata agagattatt gagttcttgg gactggatcc tttatttcat aagttcagat 276 0 
catcttaaat gaaaatgcca tgattatctg cagttaagta gatgacagct attctacatc 282 0 
agacttgatt tttgtcagct aattacataa ttggtaagct ataattgaaa ccttatggct 2880 
taaaattcct taactccttt ttgattcatg tttgtagtca tgttgtcaac agaggcaaag 2940 
ttaagcttga tgatggttaa aatcggtttg atagcaccat gggacatttt tctaacaaaa 3 000 
ataaatgcat gaagagacat agccttttag ttttgctaat tgtgaaatgg aaatgcttta 3 060 
caggaagtaa atgcaaatta cttttaagtg tgctttaaag aaaaatattt tccccacaag 312 0 
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agaaatttaa ataaagaatt ttatttgttt at 3152 

<210> 89 

<211> 1239 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1281620CB1 

<400> 89 

cttatcccgc tgcacgcccc agcctcgctg gcttgctgta aacaaggaac ccgggggagt 60 
gcggagggag aaagagcttc tcccaggcct caccctactg cacacaccga cttccttcct 12 0 
cacgcctgtc tctctttcct ggttcccacc cgtgccaggt gacacgcaga gctgaagcca 180 
tggttcatca ggtgctctac cgggcgctgg tctccaccaa gtggctggcg gagtccatca 240 
ggactggcaa gctggggccc ggcctgcggg tgctggacgc gtcctggtac tcaccaggca 3 00 
cccgagaggc ccgcaaggag tacctcgagc gccacgtacc cggcgcctct ttctttgaca 3 50 
tagaagagtg ccgggacacg gcgtcgccct acgagatgat gctgcccagc gaggctggct 42 0 
tcgccgagta tgtgggccgc ctgggcatca gcaaccacac gcacgtggtg gtgtatgatg 480 
gtgaacacct gggcagcttc tatgctcccc gggtctggtg gatgttccgt gtgtttggcc 540 
accgcaccgt atcagtgctc aatggtggct tccggaactg gctgaaggag ggccacccgg 600 
tgacatccga gccctcacgc ccagaaccgg ccgtcttcaa agccacactg gaccgctccc 660 
tgctcaagac ctacgagcag gtgctggaga accttgaatc taagaggttc cagctggtgg 72 0 
attcaaggtc tcaagggcgg ttcctgggca ccgagccgga gccggatgca gtaggactgg 780 
actcgggcca tatccgtggt gccgtcaaca tgcctttcat ggacttcctg actgaggatg 840 
gcttcgagaa gggcccagaa gagctccgtg ctctgttcca gaccaagaag gtggatctct 9 00 
cgcagcctct cattgccacg tgccgcaagg gagtcaccgc ctgccacgtg gccttggctg 9 60 
cctacctctg cggcaagcct gatgtggccg tgtacgatgg ctcctggtcc gagtggtttc 1020 
gccgggcccc cccagagagc cgtgtgtccc agggaaagtc tgagaaggcc tgagccgtga 1080 
cctcttctgc ttactgtaac tgcggccggt ttagtgaccc catgacttac agccggttct 1140 
tacctcttag gtgaaggaga tgacatgttt ttagaattgc tgtgcaaggc tcaccctctc 12 00 
tctgtcaaca ctggaataaa ctttgccttt tctgaaaaa 123 9 

<210> 90 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1281520CD1 
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Lys 
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Leu 


Glu 
50 


Arg 


His 


Val 


Pro 


Gly 
55 


Ala Ser 


Phe 


Phe 


Asp 
60 


He 


Glu 


Glu 


Cys 


Arg 
65 


Asp 


Thr 


Ala 


Ser 


Pro 
70 


Tyr Glu 


Met 


Met 


Leu 
75 


Pro 


Ser 


Glu 


Ala 


Gly 
80 


Phe 


Ala 


Glu 


Tyr 


Val 
85 


Gly Arg 


Leu 


Gly 


He 
90 


Ser 


Asn 


His 


Thr 


His 
95 


Val 


Val 


Val 


Tyr 


Asp 
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Gly Glu 


His 


Leu 


Gly 
105 


Ser 


Phe 


Tyr 


Ala 


Pro 
110 


Arg 


Val 


Trp 


Trp 


Met 
115 


Phe Arg 


Val 


Phe 


Gly 
120 


His 


Arg 


Thr 


Val 


Ser 
125 


Val 


Leu 


Asn 


Gly 


Gly 
130 


Phe Arg 


Asn 


Trp 


Leu 
135 


Lys 


Glu 


Gly 


His 


Pro 
140 


Val 


Thr 


Ser 


Glu 


Pro 
145 


Ser Arg 


Pro 


Glu 


Pro 
150 
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Val 


Phe 


Lys 


Ala 
155 


Thr 


Leu 


Asp 


Arg 
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160 


Leu Leu 


Lys 


Thr 


Tyr 
165 
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Glu Gin Val Leu Glu Asn Leu Glu Ser Lys Arg Phe Gin Leu Val 

170 175 180 

Asp Ser Arg Ser Gin Gly Arg Phe Leu Gly Thr Glu Pro Glu Pro 

185 190 195 

Asp Ala Val Gly Leu Asp Ser Gly His lie Arg Gly Ala Val Asn 

200 205 210 

Met Pro Phe Met Asp Phe Leu Thr Glu Asp Gly Phe Glu Lys Gly 

215 220 225 

Pro Glu Glu Leu Arg Ala Leu Phe Gin Thr Lys Lys Val Asp Leu 

230 235 240 

Ser Gin Pro Leu lie Ala Thr Cys Arg Lys Gly Val Thr Ala Cys 

245 250 255 

His Val Ala Leu Ala Ala Tyr Leu Cys Gly Lys Pro Asp Val Ala 

260 265 270 

Val Tyr Asp Gly Ser Trp Ser Glu Trp Phe Arg Arg Ala Pro Pro 

275 280 285 

Glu Ser Arg Val Ser Gin Gly Lys Ser Glu Lys Ala 

290 295 



<210> 91 

<211> 1860 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 343502.10 



<400> 91 

ggcagatggc agggtccttt gcaggagagg cagcggcgaa agctgccctt aggaggcagc 60 
gaggaggtga aaccagagag caacaagtaa atgcagcact agtgggtggg attgaggtgt 12 0 
gccctggtgc ataaatagag actcagctgt gctggcacac tcagaagctt ggaccgcatc 180 
ctagccgccg actcacacaa ggcaggtggg tgaggaaatc cagagttgcc atggagaaaa 24 0 
ttccagtgtc agcattcttg ctccttgtgg ccctctccta cactctggcc agagatacca 3 00 
cagtcaaacc tggagccaaa aaggacacaa aggactctcg acccaaactg ccccagaccc 3 60 
tctccagagg ttggggtgac caactcatct ggactcagac atatgaagaa gctctatata 420 
aatccaagac aagcaacaaa cccttgatga ttattcatca cttggatgag tgcccacaca 480 
gtcaagcttt aaagaaagtg tttgctgaaa ataaagaaat ccagaaattg gcagagcagt 540 
ttgtcctcct caatctggtt tatgaaacaa ctgacaaaca cctttctcct gatggccagt 600 
atgtccccag gattatgttt gttgacccat ctctgacagt tagagccgat atcactggaa 660 
gatattcaaa tcgtctctat gcttacgaac ctgcagatac agctctgttg cttgacaaca 720 
tgaagaaagc tctcaagttg ctgaagactg aattgtaaag aaaaaaaatc tccaagccct 7 80 
tctgtctgtc aggccttgag acttgaaacc agaagaagtg tgagaagact ggctagtgtg 840 
gaagcatagt gaacacactg attaggttat ggtttaatgt tacaacaact attttttaag 9 00 
aaaaacaagt tttagaaatt tggtttcaag tgtacatgtg tgaaaacaat attgtatact 9 60 
accatagtga gccatgattt tctaaaaaaa aaaataaatg ttttgggggt gttctgtttt 1020 
ctccaacttg gtctttcaca gtggttcgtt taccaaatag gattaaacac acacaaaatg 1080 
ctcaaggaag ggacaagaca aaaccaaaac tagttcaaat gatgaagacc aaagaccaag 114 0 
ttatcatctc accacaccac aggttctcac tagatgactg taagtagaca cgagcttaat 1200 
caacagaagt atcaagccat gtgctttagc ataaaagaat atttagaaaa acatcccaag 1260 
aaaatcacat cactacctag agtcaactct ggccaggaac tctaaggtac acactttcat 132 0 
ttagtaatta aattttagtc agattttgcc caacctaatg ctctcaggga aagcctctgg 1380 
caagtagctt tctccttcag aggtctaatt tagtagaaag gtcatccaaa gaacatctgc 1440 
actcctgaac acaccctgaa gaaatcctgg gaattgacct tgtaatcgat ttgtctgtca 1500 
aggtcctaaa gtactggagt gaaataaatt cagccaacat gtgactaatt ggaagaagag 1560 
caaagggtgg tgacgtgttg atgaggcaga tggagatcag aggttactag ggtttaggaa 162 0 
acgtgaaagg ctgtggcatc agggtagggg agcattctgc ctaacagaaa ttagaattgt 1680 
gtgttaatgt cttcactcta tacttaatct cacattcatt aatatatgga attcctctac 1740 
tgcccagccc ctcctgattt ctttggcccc tggactatgg tgctgtatat aatgctttgc 1800 
agtatctgtt gcttgtcttg attaactttt ttggataaaa ccttttttga acagaaaaaa 1860 



<210> 92 

<211> 1711 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 1635966CB1 

<400> 92 

tttgatacgg gagttcctcc ttgctctcgc ccctactctt tctggtgtta gatcgagcta 60 
ccctctaaaa gcagtttaga gtggtaaaaa aaaaaaaaaa acacaccaaa cgctcgcagc 12 0 
cacaaaaggg atgaaatttc ttctggacat cctcctgctt ctcccgttac tgatcgtctg 18 0 
ctccctagag tccttcgtga agctttttat tcctaagagg agaaaatcag tcaccggcga 24 0 
aatcgtgctg attacaggag ctgggcatgg aattgtgaga ctgactgcct atgaatttgc 3 00 
taaacttaaa agcaagctgg ttctctggga tataaataag catggactgg aggaaacagc 3 60 
tgccaaatgc aagggactgg gtgccaaggt tcataccttt gtggtagact gcagcaaccg 42 0 
agaagatatt tacagctctg caaagaaggt gaaggcagaa attggagatg ttagtatttt 48 0 
agtaaataat gctggtgtag tctatacatc agatttgttt gctacacaag atcctcagat 540 
tgaaaagact tttgaagtta atgtacttgc acatttctgg actacaaagg catttcttcc 600 
tgcaatgacg aagaataacc atggccatat tgtcactgtg gcttcggcag ctggacatgt 660 
ctcggtcccc ttcttactgg cttactgttc aagcaagttt gctgctgttg gatttcataa 72 0 
aactttgaca gatgaactgg ctgccttaca aataactgga gtcaaaacaa catgtctgtg 780 
tcctaatttc gtaaacactg gcttcatcaa aaatccaagt acaagtttgg gacccactct 840 
ggaacctgag gaagtggtaa acaggctgat gcatgggatt ctgactgagc agaagatgat 9 00 
ttttattcca tcttctatag cttttttaac aacattggaa aggatccttc ctgagcgttt 960 
cctggcagtt ttaaaacgaa aaatcagtgt taagtttgat gcagttattg gatataaaat 1020 
gaaagcgcaa taagcaccta gttttctgaa aactgattta ccaggtttag gttgatgtca 1080 
tctaatagtg ccagaatttt aatgtttgaa cttctgtttt ttctaattat ccccatttct 1140 
tcaatatcat ttttgaggct ttggcagtct tcatttacta ccacttgttc tttagccaaa 12 00 
agctgattac atatgatata aacagagaaa tacctttaga ggtgacttta aggaaaatga 1260 
agaaaaagaa ccaaaatgac tttattaaaa taatttccaa gattatttgt ggctcacctg 1320 
aaggctttgc aaaatttgta ccataaccgt ttatttaaca tatattttta tttttgattg 1380 
cacttaaatt ttgtataatt tgtgtttctt tttctgttct acataaaatc agaaacttca 144 0 
agctctctaa ataaaatgaa ggactatatc tagtggtatt tcacaatgaa tatcatgaac 150 0 
tctcaatggg taggtttcat cctacccatt gccactctgt ttcctgagag atacctcaca 1560 
ttccaatgcc aaacatttct gcacagggaa gctagaggtg gatacacgtg ttgcaagtat 162 0 
aaaagcatca ctgggattta aggagaattg agagaatgta cccacaaatg gcagcaataa 168 0 
taaatggatc acacttaaaa aaaaaaaaaa a 1711 

<210> 93 

<211> 300 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 1635966CD1 

<400> 93 
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Lys 


Gly 


Leu 


Gly Ala Lys 


Val 


His Thr 


Phe 
90 


Val 


Val 


Asp 


Cys 


Ser 


Asn 


Arg 


Glu 


Asp 


He 


Tyr 


Ser 


Ser Ala 


Lys 
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<210> 94 

<211> 2361 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2054053CB1 

<400> 94 

taggccccaa attctgcctt ttaacccctt 
ggttttaatc ctacttttac ttttttgaag 
gctgctccat atagtactca gaaatcatct 
gagctccagg taatgaggcg gagcctgaat 
ttggcaatgc tgcgtcagca aaccatggtt 
gaagttgatc agctccaggg tttgagaaat 
ctgcagctgg aggagcgcct gctgggcctg 
tcacccttcc gctcctccgc actcatggga 
tcatgccctt ctccattgaa tgtaatggaa 
tacctgaagt ctgaattggg cctgggactt 
gaaagctcag aatctgtttt ttcccaagca 
ccctctcatg ctaacagaag aactggagta 
accccattag tggcaaggaa gaaagtgttc 
ccttctagaa caggctctgt gcagacacct 
gcagctgaag gagccccaga agttgtagga 
aaactcccat caatgccagc tgctgaggaa 
cagcaagtca tacgggagat taaagagtct 
agtggacttt tggcagcagt atcttcaagt 
taaacagaaa ttataggttg gcatggatcc 
gatatgcact ggtggaggtg ttatttgtgc 
actgtataca gtgtacaatg tgtatttctt 
aaacttaggc actttgctat ttcttttcta 
cctaatattt atttgtatgt cagtattttt 
aacttgaaga cttccagact tatccaactt 
ttaaaacact gacctctatg aggtatttac 
cttgaagcat ccaatgattt ttccctccac 
aaaactgttc tgttgtaaaa aatataattg 
agtaggatag aattttatga ggttacctac 
tgttgcttta cccaagacaa atgtaatttt 
aaatgtgcct tatgttaaac actatgtact 
ttagatggag atgtttcttt ttctgtcttc 
gggcctatga cttgaatgaa tagaaatgaa 
gtaatttaga tttgttctcc tcatacataa 
aactttgttt ttatgaaaaa aaaggaaaat 
taaatgtgta aagtaaccac caaatgttat 



aagtgatttg gaagtattca ctttaacatt 6 0 
taccctatga tgagaggacc tgatcctgct 12 0 
gttctacctc tttatgaaaa tacttttcag 180 
ttgtttagaa cacaaatgat ggatttagaa 240 
tatcatcata tgactgagga ggagaggttt 3 00 
tcagtccgaa tggaacttca ggacctggaa 3 60 
gaggagcagc ttcgtgctgt gcgcatgcct 42 0 
atgtgtggca gtagaagcgc tgataacttg 48 0 
ccagtcactg aactgatgca ggagcagtca 540 
ggagaaatgg gatttgaaat tcctcctgga 600 
acatcagaat catcttctgt atgttctggt 660 
ccttctactg cctcagtggg caaatccaaa 720 
cgagcatcgg tggctctaac gccaacagct 7 80 
ccagatttgg aaagttctga ggaagttgat 84 0 
cctaaatctg aagtggaaga agggcatgga 9 00 
atgcataaaa atgtggagca agatgagttg 9 60 
attgttgggg aaatcagacg ggaaattgta 1020 
aaagcgtcta attctaagca agattatcat 1080 
tattagctgt gtaatactgg aattatcaat 1140 
tttagaagat acttgctgtt gagctgggct 12 0 0 
caaccatata ttttaaaaag acgtacatag 1260 
aactatcaaa aactctagca gtttgaaaag 1320 
catttgattc cctattagaa ttaattttaa 1380 
ataaataaca tatttcttca gactaacatc 1440 
tgtgcaataa ctgattcatt tttttcagag 1500 
tgctgttaat taatgtcact tccaagaaga 1560 
ctcttaattc ttggggaggt tactaatagc 1620 
aactacttaa tgtacttaca ctgtaagcct 1680 
atcattgctt atgtagtatt tttcttttgg 1740 
tttacttttt gcattgtcca gacttcttta 1800 
tagactaaat agagtatcat ccaaataatg 18 60 
taagctggtg tttgtttttt caaaatggaa 1920 
aatgatttta gttcagtttt aaccagtgaa 19 80 
ggtttcccat ttggttttat atgtgttaaa 2 040 
tagaattttt cttctagcat ttataatttt 2100 
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ttcaactcct attgtgtttc tttgtgtgtg atattttaat caaaagtggt tgagttgtta 2150 
acagtgttct ttgaaagaat ctctaaaagg cttataaatg tttgaaatat cacacaaagg 222 0 
ctgatttcta aaatatatat atattaaaac aataaagtat ttattttgcc taaagtgttt 2280 
tagtggtttc ttaaactgca acatgaagat tttgaattag atttgatagg taacaaatga 2340 
ggtccaaaag aattgcagca t 23 51 



<210> 95 
<211> 247 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<2 21> misc_f eature 

<223> Incyte ID No: 2054053CD1 



<400> 95 
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Val 
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Pro 
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140 
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Glu 
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Val 
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Pro 
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Gly 


Lys 
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Pro 
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Pro 
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Glu 


Glu 


Met 


His 


Lys 


Asn 


Val 


Glu 


Gin 


Asp 


Glu 


Leu 


Gin 


Gin 


Val 
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He 
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He 
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Glu 
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He 


Val 


Gly Glu 


He 


Arg 


Arg 
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Val 
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<210> 96 

<211> 3098 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 096954.5 



<400> 96 

cctggaggcc ctgggggtgg aggggcagcc 
gcctggtatc ctctttctcc ctcctcctcc 
gctgggggga gggggcacac ctgcctcccc 
gcgggcaggg cggagctggg aggcctctgt 
gactgtggag ccgggagccg gcagtaagcc 



ggcagcgggc acggtgcccg cccttgccca 60 
tctggacttt gtttcctgat cccaggtggg 12 0 
tgggtggggc ctctgttccc tggcaacctg 180 
gcccatcgag gagtcagagt ggaggctgca 240 
cagaggtctc caccccacgg gaggaaggct 300 
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gaggccaaga ccccggaaga gatggaccgc gtgaccagat accccatcct gggcatccct 3 50 
caggcacacc gtggcaccgg cctggtgctg gatggagaca ccagctacac ataccatctg 420 
gtgtgcatgg gccccgaggc cagcggctgg ggccaggatg agccgcagac atggcccact 480 
gaccacaggg cccagcaggg cgtgcagagg cagggggtgt cctacagcgt gcatgcctac 540 
actggccagc cgtccccacg ggggctccac tcggagaaca gggaggatga gggttggcag 600 
gtttaccgcc tgggcgccag ggatgcccac cagggacgtc caacatgggc actccgccca 6 60 
gaggacgggg aggacaagga gatgaagacc taccgcctgg atgctgggga cgctgacccc 720 
aggaggctgt gtgacctgga gcgggagcgc tgggccgtca tccagggcca ggcagtcagg 780 
aagagcagca ccgtggccac gctccagggc actcctgacc acggagaccc caggaccccc 840 
ggcccacctc ggtccacgcc cctggaggag aacgtggttg acagggagca gattgacttc 900 
ctggcagcga gacagcagtt cctgagtctg gagcaggcga acaagggggc ccctcatagc 9 60 
tccccggcca gggggacccc tgcaggcaca accccagggg ccagccaggc ccccaaggcc 102 0 
ttcaacaagc cccacctggc caacgggcac gtggttccca tcaagcccca ggtgaagggg 1080 
gtggtcaggg aagagaacaa ggtgcgtgct gtgcccacct gggccagtgt ccaagttgtg 114 0 
gatgaccctg gctccttggc ctcagtggag tccccgggga cccccaagga gacgcccatc 1200 
gagcgggaga tccgtctggc tcaggagcgt gaggcagacc tgcgagagca gagggggctt 12 6 0 
cggcaggcaa ccgaccacca ggagctggtg gaaatcccca ccaggccgct gctgaccaag 1320 
ctgagcctga tcacagcccc acggcgggag agagggcgcc cgtccctcta cgtgcagcgg 1380 
gacatagtac aggagacaca gcgtgaggaa gaccaccggc gggagggcct gcacgtgggc 144 0 
cgggcgtcca cacccgactg ggtctcggag ggtccccagc ccggactccg gagagccctc 1500 
agctcagatt ccatcctcag cccggcccca gatgcccgtg cggccgaccc agctccagaa 156 0 
gtgaggaagg tgaaccgcat cccacctgat gcctaccagc cgtacctgag ccccgggacc 162 0 
ccccagctag aattctcagc cttcggagca ttcggcaagc ccagcagtct ctccacagcg 1680 
gaggccaagg ctgcgacttc accaaaggcc acgatgtccc cgaggcatct ctcagaatcc 1740 
tctggaaaac ccctgagcac aaagcaagag gcatcgaagc cccctcgggg atgcccgcaa 1800 
gccaacaggg gtgtcgtgcg gtgggagtac ttccgcctgc gtcctctgcg gttcagggcc 1860 
ccagacgagc cccagcaggc ccaagtcccc catgtctggg gctgggaggt ggctggggcc 192 0 
cctgcactga ggctgcagaa gtcccagtca tctgatctgc tggaaaggga gagggagagt 1980 
gtcctgcgcc gggagcaaga ggtggcagag gagcggagaa atgctctctt cccagaggtc 2 04 0 
ttctccccaa cgccagatga gaactctgac cagaactcca ggagctcctc ccaggcatcc 210 0 
ggcatcacgg gcagttactc ggtgtctgag tctcccttct tcagccccat ccacctacac 216 0 
tcaaacgtgg cgtggacagt ggaagatcca gtggacagtg ctcctcccgg gcagagaaag 222 0 
aaggagcaat ggtacgctgg catcaacccc tcggacggta tcaactcaga ggtcctggaa 2280 
gccatacggg tgacccgtca caagaacgcc atggcagagc gctgggaatc ccgcatctac 2340 
gccagtgagg aggatgactg agcctcggga tggggcgccc accccctgcc ctgccctgac 2400 
cctcgtggga actgccaaga ccatcgccaa gcccccaccc taggaaatgg gtcctaggtc 246 0 
caggatccaa gaaccacagc tcatctgcca acaatcccac catgggcaca tttgggactg 252 0 
ttgggttttt cgtttccgtt tctatcttcc tttagaaatg tttctgcctt tggggtctaa 2580 
agcttttggg gatgaaatgg gacccctgct gattctttct gcttctaaga ctttgccaaa 2640 
tgccctgggt ctaagaaaga aagagacccg ctcctccact ttcaggtgta atttgcttcc 2700 
gctagtctga gggcagaggg accggtcaaa gagggtggca cagatcgcag caccttgagg 2760 
ggctgcgggt ctgagggagg agacactcag ctcctccctc tgagaagtcc caagctgaga 2 82 0 
ggggagacct gcccctttcc aaccctggga aaccatccag tctgagggag gaggccaaac 2880 
tcccagtgct gggggtccct gtgcagccct caaacccttc accttggtgc acccagccac 2940 
acptggtgga cacaaagctc tcacatcgat aggatcccat gaggatggtc cccttcacct 3 000 
gggagaaaag tgacccagtt taggagctgg aggggggtct ttgtccccca cccccaaact 3 060 
gccctgaaat aaacctggag tgagctgcca gaaaaaaa 3 09 8 

<210> 97 

<211> 860 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1422432CB1 

<220> 

<221> unsure 
<222> 205 

<223> a, t, c, g, or other 
<400> 97 

agagcaaaga ctggatgcat ttcctgagaa caaccatcac tgtaaagcac tttacaaatc 60 
caaagacaac ccccggcaaa aactcaaaat gaaactccct ctcgcagagc acaattccaa 120 
ttcgctctaa aaacattaca agttagttca tgtcatgcca gatagctgaa ggcagctcac 180 
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aagttcttaa ggccaggaat 
ctgaatgaca gcaaaggtga 
tggtggaggc tgaggccctg 
ctcaagaggc tgccagtggg 
tctgaatcta gcaccatgac 
tcccgatatt cgggcagcga 
ctgatggaga aggagctacc 
aaattgctca aggacctgga 
gtgttcgtgg ctgcaatcac 
tgatgccctg gagatgtcac 
gtttgttggc aattattccc 
ttatgaaatg aaaaaaaaaa 



gccangtgtc tgctatgcac 
cgcagatgtg ggtgccctgc 
cacaggcacc ctcactgctg 
acattttctc ggccctgcca 
ggaactagag acagccatgg 
gggcagcacg cagaccctga 
aggcttcctg cagagtggaa 
cgccaatgga gatgcccagg 
gtctgcctgt cacaagtact 
agattcctgg cagagccatg 
ctaggctgag cctgctcatg 



agctggccct ggccctgagc 240 
tcctgcccag cagcagtgct 3 00 
accttgagcc tctctctcct 3 60 
gcccccagga ggaaggtggg 42 0 
gcatgatcat agacgtcttt 480 
ccaaggggga gctcaaggtg 54 0 
aagacaagga tgccgtggat 60 0 
tggacttcag tgagttcatc 6 60 
ttgagaaggc aggactcaaa 72 0 
gtcccaggct tcccaaaagt 780 
tacctctgat taataaatgc 840 
860 



<210> 98 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1422432CD1 

<400> 98 



Met 


Thr 


Glu 


Leu 


Glu 


Thr 


Ala 


Met 


1 








5 








Ser 




Tyr 


Ser 


Gly 


Ser 


Glu 


Gly 










20 








Gly Glu 


Leu 


Lys 


Val 


Leu 


Met 


Glu 










35 








Gin 


Ser 


Gly 


Lys 


Asp 


Lys 


Asp 


Ala 










50 








Leu 


Asp 


Ala 


Asn 


Gly 


Asp 


Ala 


Gin 










65 








Val 


Phe 


Val 


Ala 


Ala 
80 


He 


Thr 


Ser 


Lys 


Ala 


Gly 


Leu 


Lys 
















95 









Gly Met 


He 


He 


Asp 


Val 


Phe 




10 










15 


Ser 


Thr 


Gin 


Thr 




Thr 






25 










30 


Lys 


Glu 


Leu 


Pro 


Gly 


Phe 


Leu 




40 










45 


Val 


Asp 


Lys 


Leu 


Leu 


Lys 


Asp 




55 










60 


Val 


Asp 


Phe 


Ser 


Glu 


Phe 


He 




70 










75 


Ala 


Cys 


His 


Lys 


Tyr 


Phe 


Glu 




85 










90 



<210> 99 

<211> 1498 

<212> DNA 

<213> Homo sapiens 



<220> 

.<221> misc_f eature 
<223> Incyte ID No: 409895.2 



<400> 99 

agctaatgtg ttacattaga atcacctcgg ggaggccctg ggtgcccttc tcagccctcc 6 0 
ctccggaggc tgctgaagcc cagcaaagcc ggagtcagag aacaatgtcc gcctgagggc 120 
agggctgggc tgggctggcc ttctggccct atctgctccg tgcccaaccc agcgccccgc 180 
acagtcggag ctttgtaaat acgaggtgac tgtctgccta caaactttgt aaacatcact 240 
tgaaatggcc gcagggtatt gcgacatggc cataccacta tttgtttgct attgaatttg 300 
tacttccctg ccttactttt gctattgcaa accatgctgt cactaaggtc ttcatgcaca 3 60 
cagttgtgtc ttggtcagat gatatgtttc taccaatttt aattgtgttt ctttccacct 420 
gggacacaca gctctctggg ccccagggct gggtcatcag cacaccctgc tgctgctgtt 480 
cagatctgca tcctggtccc gcttggtccc acagtgagaa cgctttgcta tcacatgggc 540 
aggctctgag agccctgccg gcctggcctt ctcaaagaag acctgagagc ttgggaccca 600 
agcagagagg aagaacaggg ctcagggtgc ttgctccatg ctcgctccac acctggggct 660 
caaccctggc tttccccggc tccctgtgtg acttcagggc aggtcccttg ggccctctgg 720 
gccttatcat cttcatctgt aacagggcga tgcctctgcc gtgtctggtg gtgttgagga 780 
gttcctgttt gtgtaagcag ctagttcagt gccagcacga gatgggaggc ccatgaagtt 840 
agcagtgcac aaaaaataga gcaaagactg gatgcatttc ctgagaacaa ccatcactgt 900 
aaagcacttt acaaatccaa agacaacccc cggcaaaaac tcaaaatgaa actccctctc 9 60 
gcagagcaca attccaattc gctctaaaaa cattacaagt tagttcatgt catgccagat 102 0 
agctgaaggc agctcacaag ttcttaaggc caggaatgcc atgtgtctgc tatgcacagc 108 0 
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tggccctggc cctgagcctg aatgacagca aaggtgacgc agatgtgggt gccctgctcc 1140 
tgcccagcag cagtgcttgg tggaggctga ggccctgcac aggcaccctc actgctgacc 12 00 
ttgagcctct ctctcctcta gagtggaaaa gacaaggatg ccgtggataa attgctcaag 12 50 
gacctggacg ccaatggaga tgcccaggtg gacttcagtg agttcatcgt gttcgtggct 132 0 
gcaatcacgt ctgcctgtca caagtacttt gagaaggcag gactcaaatg atgccctgga 1380 
gatgtcacag attcctggca gagccatggt cccaggcttc ccaaaagtgt ttgttggcaa 1440 
ttattcccct aggctgagcc tgctcatgta cctctgatta ataaatgctt atgaaatg 14 9 8 



<210> 100 

<211> 1138 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 48743 64CB1 



<400> 100 

gccagaacca ccaccgtttc ccatggttac tctacagcag cttcactgcc tgaaaatgaa 60 
aactgaacaa agggattaaa ttgtgagaac aactgtcaat ctattatata tttgtacaat 12 0 
ctggtattaa aatgctttcc ccaaaagata ttctgcgaaa agatctgaag ttggtccatg 18 0 
gttatcccat gacctgtgct tttgcgagca actgggaaaa aattgaacag ttccatagca 24 0 
gaccagatga cattgtgata gccacttatc ctaaatcagg tactacttgg gttagtgaaa 3 00 
ttatagacat gattctaaat gatggagata ttgaaaaatg taagcgaggt tttattactg 3 60 
aaaaagttcc aatgttggaa atgactctcc ctggattaag aacatcaggt atagaacaat 42 0 
tggagaagaa tccatcaccc cggattgtga aaacacatct accgactgat cttcttccta 48 0 
aatctttctg ggaaaacaat tgcaagatga tttatctggc tcgtaatgcc aaggatgttt 540 
cagtctcata ttaccatttt gacttaatga ataatttaca gccttttcct ggtacctggg 600 
aagaatatct ggagaaattc ttaactggaa aagtggccta tggttcctgg tttactcatg 66 0 
ttaaaaactg gtggaagaaa aaggaaggac acccaatact ttttttgtac tatgaagata 72 0 
tgaaagagaa tccaaaggag gaaatcaaga agatcattag atttctagag aagaacctga 780 
atgatgagat cttggatagg atcatccatc acacctcatt tgaagtgatg aaggacaatc 840 
ctttggtaaa ttatacacat ctaccaacta cagtgatgga tcatagcaaa tcccccttta 9 00 
tgcgtaaagg gacggctggt gactggaaga attacttcac cgtggcccaa aatgagaaat 9 60 
ttgatgctat ttatgagaca gaaatgtcca aaactgcact tcaattccgc acagagattt 1020 
aaagtgtcta aatcacaaat ctgagaaata gagattgtct gtagttgatt gaaacgaggg 1080 
cagttatgaa ttgatttggg caatcaaatg aatttataaa ggagaataat atgccttt 113 8 



<210> 101 
<211> 296 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 48743 64CD1 



Met 


Leu 


Ser 


Pro 


Lys 


Asp 


He 


Leu 


Arg 


Lys 


Asp 


Leu 


Lys 


Leu 


Val 


1 








5 










10 










15 


His 


Gly 


Tyr 


Pro 


Met 
20 


Thr 


Cys 


Ala 


Phe 


Ala 
25 


Ser 


Asn 


Trp 


Glu 


Lys 
30 


He 


Glu 


Gin 


Phe 


His 
35 


Ser 


Arg 


Pro 


Asp 


Asp 
40 


He 


Val 


He 


Ala 


Thr 
45 


Tyr 


Pro 


Lys 


Ser 


Gly 
50 


Thr 


Thr 


Trp 


Val 


Ser 
55 


Glu 


He 


He 


Asp 


Met 
60 


He 


Leu 


Asn 


Asp 


Gly 
65 


Asp 


He 


Glu 


Lys 


Cys 
70 


Lys 


Arg 


Gly 


Phe 


He 
75 


Thr 


Glu 


Lys 


Val 


Pro 
SO 


Met 


Leu 


Glu 


Met 


Thr 
85 


Leu 


Pro 


Gly 


Leu 


Arg 
90 


Thr 


Ser 


Gly 


He 


Glu 
95 


Gin 


Leu 


Glu 


Lys 


Asn 
100 


Pro 


Ser 


Pro 


Arg 


He 
105 


Val 


Lys 


Thr 


His 


Leu 
110 


Pro 


Thr 


Asp 


Leu 


Leu 
115 


Pro 


Lys 


Ser 


Phe 


Trp 
120 


Glu 


Asn 


Asn 


Cys 


Lys 
125 


Met 


He 


Tyr 


Leu 


Ala 
13 0 


Arg 


Asn 


Ala 


Lys 


Asp 
135 
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Val 


Ser 


Val 


Ser 


Tyr 
140 


Tyr 


His 


Phe 


Asp 


Leu 
145 


Met 


Asn 


Asn 


Leu 


Gin 

150 


Pro 


Phe 


Pro 


Gly 


Thr 
155 


Trp 


Glu 


Glu 


Tyr 


Leu 
160 


Glu 


Lys 


Phe 


Leu 


Thr 
165 


Gly 




Val 


Ala 


Tyr 
170 


Gly 


Ser 


Trp 


Phe 


Thr 
175 


His 


Val 


Lys 


Asn 


Trp 
180 


Trp 


Lys 


Lys 


Lys 


Glu 
185 


Gly 


His 


Pro 


lie 


Leu 
190 


Phe 


Leu 


Tyr 


Tyr 


Glu 
195 


Asp 


Met 


Lys 


Glu 


Asn 
200 


Pro 


Lys 


Glu 


Glu 


He 
205 


Lys 


Lys 


He 


He 


Arg 
210 


Phe 


Leu 


Glu 


Lys 


Asn 


Leu 


Asn 


Asp 


Glu 


He 


Leu Asp 


Arg 


He 


He 










215 










220 










225 


His 


His 


Thr 


Ser 


Phe 
230 


Glu 


Val 


Met 


Lys 


Asp 
235 


Asn 


Pro 


Leu 


Val 


Asn 
240 


Tyr 


Thr 


His 


Leu 


Pro 
245 


Thr 


Thr 


Val 


Met 


Asp 
250 


His 


Ser 


Lys 


Ser 


Pro 
255 


Phe 


Met 


Arg 


Lys 


Gly 


Thr 


Ala 


Gly Asp 


Trp 


Lys 


Asn 


Tyr 


Phe 


Thr 










260 










265 










270 


Val 


Ala 


Gin 


Asn 


Glu 

275 


Lys 


Phe 


Asp 


Ala 


He 
280 


Tyr 


Glu 


Thr 


Glu 


Met 
285 


Ser 


Lys 


Thr 


Ala 


Leu 
290 


Gin 


Phe 


Arg 


Thr 


Glu 
295 


He 











<210> 102 
<211> 507 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 239568.4 

<220> 

<221> unsure 
<222> 495 

<223> a, t, c, g, or other 



<400> 102 

cagtcctcag gtgcaacccc ctgcgtggtc ctctgtggca gccttctctc attcagagct 60 
aaaaagaaaa ctcagtagaa gataatggca agtccagact ggggatatga tgacaaaaat 120 
ggtcctgaac aatggagcaa gctgtatccc attgccaatg gaaataacca gtcccctgtt 180 
gatattaaaa ccagtgaaac caaacatgac acctctctga aacctattag tgtctcctac 240 
aacccagcca cagccaaaga aattatcaat gtggggcatt ccttccatgt aaattttgag 3 00 
gacaacgata accgatcagt gctgaaaggt ggtcctttct ctgacagcta caggctcttt 3 60 
cagttccatt ttcactgggg cagtacaaat gagcatggtt cagaacatac agtggatgga 420 
gtcaaatatt ctgccgagct tcacgtagct cactggaatt ctgcaaagta ctccagcctt 480 
gctgaagctg cctcnaaggc tgatggt 5 07 



<210> 103 
<211> 494 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 255041.1 

<220> 

<221> unsure 

<222> 336, 458 

<223> a, t, c, g, or other 



<400> 103 

acaacttgca tgtgattagg ttcctgctgg 
caagatgttg cctgtttcct ttctgaaagt 
attagttaca taaaaggctt gaagctggaa 



cctatgtgtc aactgtgatc ttcatcatca 60 
ttgctaaaac aggaaagaag gagaaaaggg 12 0 
tgaccaaaag atagaattcc ttcagttaat 180 
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tccagcatga agaggttgat acagaggatt tccttcctcc tgtgacaaaa catattttta 240 
taacttacac tgttaggtca aaatttattt tccagagatt tagtacctat ttaaaagtta 3 00 
gaaatattct tagtcaaata cttaaaaaca aggaanaata aaaaataatg taaaaccata 3 60 
tgggtttatg tgaaatacat tattctattc acaagtggca catgcacaaa aattactgag 420 
ctgtgtttca cactttatac attgacccaa tattaagnca tccgttcaca atattaatac 480 
cattttgcaa atac 494 



<210> 104 

<211> 2147 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2555628CB1 



<400> 104 

gtgtttagga gaaagtaggg gctgtgggtg 
gggttagcag ctgggctgcg accgttaggg 
gagagagaga gagaagggcg cctcagaggt 
gcgccataaa cgcccccaat ttcccagctg 
atgtctcaag atggtgcttc tcagttccaa 
gtgaagaagg aactagaaaa aatactcacc 
aaaaaagacc tggatggatt tcggaagcta 
tctgtggatt ggggaaaaat ccagagaccc 
ataaaggcca ggggcttgcc tgataatata 
aaactcaatg gtggtttggg aaccagcatg 
gtgaggaatg agaatacctt tctggatctg 
acctacaata cagatgttcc tcttgtttta 
aaaaaaatac tacagaagta caatcattgt 
aggtacccga ggattaataa agaatcttta 
ggggaaaata cagaagcttg gtaccctcca 
aactctggat tgcttgatac ctttatagga 
atagataatc tgggtgccac agtggatctg 
aatggaaaac gctgtgaatt tgtcatggaa 
ggcgggacac tcactcaata tgaaggcaaa 
aaagcacatg tagacgagtt caagtctgta 
ctatggattt ctcttgcagc agttaaaaga 
atcattgtga atgcaaagac tttggatgga 
gtaggggctg ccatcaaaag ttttgagaat 
tttctgcctg tcaaaaccac atcagatctc 
aatgcaggat ctctgacaat gagtgaaaag 
ttaggcagtt cttttacgaa ggttcaagat 
atgcttgaat tggatcacct cacagtttca 
ttaaagggaa cggttatcat cattgcaaat 
gcagtattag agaacaagat tgtgtctgga 
aaatactgtg gacacttaaa taatgggcta 
ctaaaatagg caggtacttt actatgttac 
agttttctgc agtatgcttt tagtctaaga 
ttgaagagaa tcccaaaagt tagttcatct 
gggcaacttt ggaagaactt ttaacagaag 
gatttcaaaa ataaagcagt gaagcaatac 
tataaactgg tttattgttg ttagacagtt 



tcgggagccg gctgacgggt ggacaagggg 60 
aggggctcaa ggtgtgcatg tgtgagggaa 120 
gactttcagc ctgcgagcct tcttcccggg 180 
ctaaaggaag aggaagatct tagcaaagca 240 
gaagtcattc ggcaagagct agaattatct 3 00 
acagcatcat cacatgaatt tgagcacacc 3 60 
tttcatagat ttttgcaaga aaaggggcct 42 0 
cctgaagatt cgattcaacc ctatgaaaag 48 0 
tcttccgtgt tgaacaaact agtggtggtg 54 0 
ggctgcaaag gccctaaaag tctgattggt 600 
actgttcagc aaattgaaca tttgaataaa 660 
atgaactctt ttaacacgga tgaagatacc 72 0 
cgtgtgaaaa tctacacttt caatcaaagc 780 
cttcctgtag caaaggacgt gtcttactca 840 
ggtcatggtg atatttacgc cagtttctac 900 
gaaggcaaag agtatatttt tgtgtctaac 9 60 
tatattctta atcatctaat gaacccaccc 1020 
gtcacaaata aaacacgtgc agatgtaaag 1080 
ctgagactgg tggaaattgc tcaagtgcca 1140 
tcaaagttca aaatatttaa tacaaacaac 12 00 
ctgcaggagc aaaatgccat tgacatggaa 12 60 
ggcctgaatg tcattcaatt agaaactgca 132 0 
tctctaggta ttaatgtgcc aaggagccgt 13 80 
ttgctggtga tgtcaaacct ctatagtctt 1440 
cgggaatttc ctacagtgcc cttggttaaa 1500 
tatctaagaa gatttgaaag tataccagat 1560 
ggagatgtga catttggaaa aaatgtttca 1620 
catggtgaca gaattgatat cccacctgga 1680 
aaccttcgca tcttggacca ctgaaatgaa 1740 
gtttcttaca atgaaatgtt ctctaggatt 1800 
tgtaccctgc agtgttgatt tttaaaatag 18 60 
aaagcacaga tggagcaata ctttccttct 1920 
taaagtgcaa tattgtttaa tcttaaaact 1980 
cctcaatgat gatcactttg aattgcttgt 2 040 
ttgtgtacac tggtacttta taatgctaac 210 0 
actatattag ttggaag 2147 



<210> 105 
<211> 497 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2555628CD1 



<400> 105 

Met Ser Gin Asp Gly Ala Ser Gin Phe Gin Glu Val lie Arg Gin 
15 10 15 
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Glu 


Leu 


Glu 


Leu 


Ser 


Val 


Lys 


Lys 


Glu 


Leu 


Glu 


Lys 


He 


Leu 


Thr 










20 










25 










30 


Thr 


Ala 


Ser 


Ser 


His 


Glu 


Phe 


Glu 


His 


Thr 


Lys 


Lys 


Asp 


Leu 


Asp 










35 










40 










45 


Gly 


Phe 


Arg 


Lys 


Leu 


Phe 


His 


Arg 


Phe 


Leu 


Gin 


Glu 


Lys 


Gly 


Pro 








50 










55 










60 


Ser 


Val 


Asp 


Trp 


Gly 


Lys 


He 


Gin 


Arg 


Pro 


Pro 


Glu 


Asp 


Ser 


He 










65 










70 










75 


Gin 


Pro 


Tyr 


Glu 


Lys 


lis 


Lys 


Ala Arg Gly 


Lgu 


Pro 


Asp 


Asn 


He 








80 










85 










90 


Ser 


Ser 


Val 


Leu 


Asn 


Lys 


Leu 


Val 


Val 


Val 


Lys 


Leu 


Asn 


Gly 


Gly 










95 










100 










105 


Leu 


Gly 


Thr 


Ser 


Met 


Gly 


Cys 


Lys 


Gly Pro 


Lys 


Ser 


Leu 


He 


Gly 










110 










115 










120 


Val 


Arg 


Asn 


Glu 


Asn 


Thr 


Phe 


Leu 


ASD 




Thr 


Val 


Gin 


Gin 


He 








125 










130 










135 


Glu 


His 


Leu 


Asn 


Lys 


Thr 


Tyr 


Asn 


Thr 


ASTD 


Val 


Pro 


Leu 


Val 


Leu 










140 










145 










150 


Met 


Asn 


Ser 


Phe 


Asn 


Thr 


Asp 


Glu 


sp 


Thr 


Lys 


Lys 


He 


Leu 


Gin 










155 










160 










165 


Lys 


Tyr 


Asn 


His 


Cys 


Arg 


Val 


Lys 


lie 


lyr 


Thr 


Phe 


Asn 


Gin 


Ser 








170 




















180 


Arg 


Tyr 


Pro 


Arg 


He 


Asn 


Lys 


Glu 


er 


Leu 


Leu 


Pro 


Val 


Ala 


Lys 










185 




















195 


Asp 


Val 


Ser 


Tyr 


Ser 


Gly Glu 


Asn 


Th 


Glu 


Ala 


Trp 


Tyr 


Pro 


Pro 








200 










205 










210 


Gly 


His 


Gly 


Asp 


He 


Tyr 


Ala 


Ser 


Phe 


TV 


Asn 


Ser 


Gly 


Leu 


Leu 










215 










220 










225 


Asp 


Thr 


Phe 


He 


Gly Glu 


Gly Lys 






He 


Phe 


Val 


Ser 


Asn 










230 










235 










240 


lie 


Asp 


Asn 


Leu 


Gly 


Ala 


Thr 


Val 


sp 




Tyr 


He 


Leu 


Asn 


His 










245 




















255 


Leu 


Met 


Asn 


Pro 


Pro 


Asn 


Gly 


Lys 


rg 


P 


Glu 


Phe 


Val 


Met 


Glu 










260 










2'65 










270 


Val 


Thr 


Asn 


Lys 


Thr 


Arg 


Ala 


Asp 


Val 


Lys 


Gly 


Gly 


Thr 


Leu 


Thr 










275 










280 










285 


Gin 


Tyr 


Glu 


Gly Lys 


Leu 


Arg 


Leu 


Val 




He 


Ala 


Gin 


Val 


Pro 








290 










295 










300 


Lys 


Ala 


His 


Val 


Asp 


Glu 


Phe 


Lys 


Ser 


Val 


Ser 


Lys 


Phe 


Lys 


He 








305 










310 










315 


Phe 


Asn 


Thr 


Asn 


Asn 


Leu 


Trp 


He 


Ser 




Ala 


Ala 


Val 


Lys 


Arg 










320 










325 










330 


Leu 


Gin 


Glu 


Gin 


Asn 


Ala 


He 


Asp 


M 




He 


He 


Val 


Asn 


Ala 










335 










340 










345 


Lys 


Thr 


Leu 


Asp 


Gly Gly 


Leu 


Asn 


Val 




Gin 


Leu 


Glu 


Thr 


Ala 








350 










355 










360 


Val 


Gly 


Ala 


Ala 


He 


Lys 


Ser 


Phe 


Glu 


Asn 


Ser 


Leu 


Gly 


He 


Asn 








365 










370 










375 


Val 


Pro 


Arg 


Ser 


Arg 


Phe 


Leu 


Pro 


Val 


Lys 


Thr 


Thr 


Ser 


Asp 


Leu 










380 










385 










390 


Leu 


Leu 


Val 


Met 


Ser 


Asn 


Leu 


Tyr 


Ser 


Leu 


Asn 


Ala 


Gly 


Ser 


Leu 










395 










400 










405 


Thr 


Met 


Ser 


Glu 


Lys 


Arg 


Glu 


Phe 


Pro 


Thr 


Val 


Pro 


Leu 


Val 


Lys 










410 










415 










420 


Leu 


Gly 


Ser 


Ser 


Phe 


Thr 


Lys 


Val 


Gin 


Asp 


Tyr 


Leu 


Arg 


Arg 


Phe 










425 










430 










435 


Glu 


Ser 


He 


Pro 


Asp 


Met 


Leu 


Glu 


Leu 


Asp 


His 


Leu 


Thr 


Val 


Ser 










440 










445 










450 


Gly Asp Val 


Thr 


Phe 


Gly 


Lys 


Asn 


Val 


Ser 


Leu 


Lys 


Gly 


Thr 


Val 










455 










460 










455 


He 


He 


He 


Ala 


Asn 


His 


Gly Asp 


Arg 


He 


Asp 


He 


Pro 


Pro 


Gly 










470 










475 










480 


Ala 


Val 


Leu 


Glu 


Asn 


Lys 


He 


Val 


Ser 


Gly 


Asn 


Leu 


Arg 


He 


Leu 










485 










490 










495 
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<210> 106 
<211> 706 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 255803.1 



<220> 

<221> unsure 
<222> 136 

<223> a, t, c, g, or other 



<400> 106 

caaaggccag agagtttccc tggaggctgc catcgcagat gcctagcagt gtggggagtt 60 
ggctgttaag gatgccaatg ccaagctctc cgagctggag gctgccctgc agcgggccaa 120 
gcaggacatg gcgtanagct gcatgagtac caggaatgac gaacatcagg ctggccctgg 180 
acatcaagat caccatctac aggaagctgc tggagggcga ggagagccag ttggagtctg 240 
ggatgcagaa catgagtatc catacgaaga ccaccagcgg ctatgcaggt gatctgagct 3 00 
cggcctatgt gggcctcaca actcgtgacc tcagctatgg cctgggctcc agctttggct 3 60 
ctggcacagg cttcagctcc ttcaggtgca ccagctccac cagggccgtg gttgtgaaga 420 
agatcgagac ccgcgatggg aagctggtgt ctgagtcctc tgacttcctg cccaagtgaa 480 
caactgtggc agctcctcct agtctgcccc tcccgtggct gccacagact ccaggaggga 540 
ggctgctgtg tggggaagca cagacaacag gagacccccc acctgaggct caacccaccc 600 
gtgggggagt ttactgtctg gggacccccc ttgcccatgc ttccagctag aaaacaattg 660 
tggttttttt ttgggtccaa aataaaacct cagttagttc caccac 7 06 



<210> 107 

<211> 1589 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 900341CB1 



<400> 107 

gatagctgcc tgatccaagg cccagcagct tctgccttcc ggatccccac cgacggacgg 60 
aggcagccca cctgcaggac cggggcgctg tcggtccacg tggccgctct ggagcaggtt 120 
ggagttggca gcgggatgcg ctgcacggac aggcgcggcg gacagccccg ggggcagcgg 180 
cggggtcctg tctgggagag gacagggttg cggcgggcgg aacggtgtct ccttcacttc 240 
gccctccagc tgctggagct gcagcccgac cgcgagcgtg ccaagcggct tcagcagcta 3 00 
gcggagcgga tggcggcggc ccccctcagg acaccaccag attcccctct tcccgcggcc 3 60 
tcgccatggc gacccacgga cagacttgcg cgcgtccaat gtgtattcct ccatcatatg 420 
ctgaccttgg caaagctgcc agagatattt tcaacaaagg atttggtttt gggttggtga 480 
aactggatgt gaaaacaaag tcttgcagtg gcgtggaatt ttcaacgtcc ggttcatcta 540 
atacagacac tggtaaagtt actgggacct tggagaccaa atacaagtgg tgtgagtatg 600 
gtctgacttt cacagaaaag tggaacactg ataacactct gggaacagaa atcgcaattg 6 60 
aagaccagat ttgtcaaggt ttgaaactga catttgatac taccttctca ccaaacacag 72 0 
gaaagaaaag tggtaaaatc aagtcttctt acaagaggga gtgtataaac cttggttgtg 780 
atgttgactt tgattttgct ggacctgcaa tccatggttc agctgtcttt ggttatgagg 840 
gctggcttgc tggctaccag atgacctttg acagtgccaa atcaaagctg acaaggaata 9 00 
actttgcagt gggctacagg actggggact tccagctaca cactaatgtc aatgatggga 960 
cagaatttgg aggatcaatt tatcagaaag tttgtgaaga tcttgacact tcagtaaacc 102 0 
ttgcttggac atcaggtacc aactgcactc gttttggcat tgcagctaaa tatcagttgg 108 0 
atcccactgc ttccatttct gcaaaagtca acaactctag cttaattgga gtaggctata 1140 
ctcagactct gaggcctggt gtgaagctta cactctctgc tctggtagat gggaagagca 12 00 
ttaatgctgg aggccacaag gttgggctcg ccctggagtt ggaggcttaa tccagctgaa 12 60 
agaaaccttt gggaatggat atcagaagat ttggccttaa tatatttcca ttgtgaccag 132 0 
cagcaggctt ttttcccccc agaagatgat caaaacaaag gatgatctca acaagagctg 1380 
tattttaagt atttagacag ttctttgtta gctggtttct agttggttat ctagttacca 1440 
atgctgcagt cctgcagtca cctatacatt atttaaatgt atttaactgt taaatgcgct 1500 
acccaccaat aatgaaatag acctttatga aaactgtgca attgtgtgca tgtttgtttt 1560 
tatgttcctt tagaaaacat tgactgttt 1589 
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<210> 108 
<211> 294 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 900341CD1 



Met 


Ala 




His 


Gly 


Gin 


Thr 


Cys 


Ala 


Arg 


Pro 


Met 


Cys 


He 


Pro 


1 








5 










10 










15 








Ala 


20 




Gly 




Ala 


Ala 
25 






He 


Phe 


30 




Gly 


Phe 


Gly 


Phe 
35 


Gly 




Val 




Leu 

40 


Asp 


Val 


Lys 


Thr 


Lys 
45 








Gly 


Val 
50 


Glu 


Phe 


Ser 


Thr 


Ser 
55 


Gly 


Ser 


Ser 


Asn 


Thr 
60 




Thr 


Gly 




Val 
65 


Thr 


Gly 


Thr 




Glu 
70 


Thr 


Lys 


Tyr 


Lys 


Trp 
75 










80 


Thr 


Phe 


Thr 


Glu 


Lys 
85 






Thr 




90 










Glu 
95 


He 


Ala 


He 


Glu 


100 


Gin 


He 


Cys 


Gin 


Gly 
105 










110 




Thr 




Phe 


115 


Pro 




Thr 


Gly 


120 










lie 
125 




Ser 






13 0 




Glu 


Cys 


He 


135 










Val 
140 




Phe 




Phe 


Ala 
145 


Gly 


Pro 


Ala 


He 


His 
150 


Gly 




Ala 


Val 


Phe 
155 


Gly 




Glu 


Gly 


Trp 
160 




Ala 


Gly 


Tyr 


Gin 
165 










170 


Ala 








175 


Thr 








Phe 
180 


Ala 


Val 


Gly 


Tyr 


Arg 
185 


Thr 


Gly 


Asp 


Phe 


Gin 

190 


Leu 


His 


Thr 


Asn 


Val 
195 


Asn 


Asp 


Gly 


Thr 


Glu 
200 


Phe 


Gly 


Gly 


Ser 


He 
205 


Tyr 


Gin 


Lys 


Val 


Cys 
210 


Glu 


Asp 


Leu 


Asp 


Thr 
215 


Ser 


Val 


Asn 


Leu 


Ala 
220 


Trp 


Thr 


Ser 


Gly 


Thr 
225 


Asn 


Cys 


Thr 


Arg 


Phe 
230 


Gly 


He 


Ala 


Ala 


Lys 
235 


Tyr 


Gin 


Leu 


Asp 


Pro 
240 


Thr 


Ala 


Ser 


He 


Ser 
245 


Ala 


Lys 


Val 


Asn 


Asn 
250 


Ser 


Ser 


Leu 


He 


Gly 
255 


Val 


Gly 


Tyr 


Thr 


Gin 
260 


Thr 


Leu 


Arg 


Pro 


Gly 
265 


Val 


Lys 


Leu 


Thr 


Leu 
270 


Ser 


Ala 


Leu 


Val 


Asp 
275 


Gly 


Lys 


Ser 


He 


Asn 
280 


Ala 


Gly 


Gly 


His 


Lys 
285 


Val 


Gly 


Leu 


Ala 


Leu 
290 


Glu 


Leu 


Glu 


Ala 















<21G> 109 

<211> 1870 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 273879CB1 



<400> 109 

actcccctcc gaggggtctg accacgcttg 
ctcctgccct caggtgatcc atccacctcg 
agccattgca cccagccgat actactatat 
ttgagggtaa ggcactgacc catgatcata 
acctagaacc tctggctcca cacactagta 



ggccgagtca tacgcccacg cgtccgggac 60 
gccagtcaaa gtgctgggat tacaggcatg 12 0 
ccccatttta cagatgagca catgggcaaa 180 
cagctgagaa gtggcaaagg caggatttga 240 
atctaaacca ctctccctac aatacaacat 3 00 
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acgtggtaaa gatgtgtggt gggcacgcaa tcaacgtagg tcccttcaca gttgctggga 3 60 
gaggcaggaa tttgcagttc ctccgcgttc tcctcctccg ctgcccacct gtcctgggtc 420 
attcctgcag cctgccctgc cctgcctggt ctcaccctcc ctctgccaac agaagtctgg 480 
gcagggtttt atgggctctg ataaggccct ggcagggccg aagttcatga gcacttcctc 540 
tttgcaggag ggcgtagggg aggggaccca ggtgatttgg gtcctggctg gtcaccaggg 600 
aagctggcaa gggaagggag actagggtgc gctctaggag aagccgacag cctgagagtc 6 60 
ccagaagagg agccctgtgg accctcccct gccagccact cccttaccct gggtataaga 720 
gccaccaccg cctgccatcc gccaccatct cccactcctg cagctcttct cacaggacca 780 
gccactagcg cagcctcgag cgatggccta tgtccccgca ccgggctacc agcccaccta 840 
caacccgacg ctgccttact accagcccat cccgggcggg ctcaacgtgg gaatgtctgt 9 00 
ttacatccaa ggagtggcca gcgagcacat gaagcggttc ttcgtgaact ttgtggttgg 9 60 
gcaggatccg ggctcagacg tcgccttcca cttcaatccg cggtttgacg gctgggacaa 102 0 
ggtggtcttc aacacgttgc agggcgggaa gtggggcagc gaggagagga agaggagcat 108 0 
gcccttcaaa aagggtgccg cctttgagct ggtcttcata gtcctggctg agcactacaa 114 0 
ggtggtggta aatggaaatc ccttctatga gtacgggcac cggcttcccc tacagatggt 1200 
cacccacctg caagtggatg gggatctgca acttcaatca atcaacttca tcggaggcca 1260 
gcccctccgg ccccagggac ccccgatgat gccaccttac cctggtcccg gacattgcca 132 0 
tcaacagctg aacagcctgc ccaccatgga aggaccccca accttcaacc cgcctgtgcc 138 0 
atatttcggg aggctgcaag gagggctcac agctcgaaga accatcatca tcaagggcta 144 0 
tgtgcctccc acaggcaaga gctttgctat caacttcaag gtgggctcct caggggacat 150 0 
agctctgcac attaatcccc gcatgggcaa cggtaccgtg gtccggaaca gccttctgaa 156 0 
tggctcgtgg ggatccgagg agaagaagat cacccacaac ccatttggtc ccggacagtt 162 0 
ctttgatctg tccattcgct gtggcttgga tcgcttcaag gtttacgcca atggccagca 1680 
cctctttgac tttgcccatc gcctctcggc cttccagagg gtggacacat tggaaatcca 1740 
gggtgatgtc accttgtcct atgtccagat ctaatctatt cctggggcca taactcatgg 180 0 
gaaaacagaa ttatccccta ggactccttt ctaagcccct aataaaatgt ctgagggtga 186 0 
aaaaaaaaaa 187 0 

<210> 110 
<211> 323 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 273879CD1 

<400> 110 



Met 
1 


Ala 


Tyr 


Val 


Pro 
5 


Ala 


Pro 


Gly 


Tyr 


Gin 
10 


Pro 


Thr 


Tyr 


Asn 


Pro 
15 


Thr 


Leu 


Pro 


Tyr 


Tyr 


Gin 


Pro 


He 


Pro 


Gly Gly Leu Asn 


Val 


Gly 










20 










25 










30 


Met 


Ser 


Val 


Tyr 


He 
35 


Gin 


Gly 


Val 


Ala 


Ser 
40 


Glu 


His 


Met 


Lys 


Arg 
45 


Phe 


Phe 


Val 


Asn 


Phe 
50 


Val 


Val 


Gly 


Gin 


Asp 
55 


Pro 


Gly 


Ser 


Asp 


Val 
60 


Ala 


Phe 


His 


Phe 


Asn 
65 


Pro 


Arg 


Phe 


Asp 


Gly 
70 


Trp 


Asp 


Lys 


Val 


Val 
75 


Phe 


Asn 


Thr 


Leu 


Gin 

80 


Gly 


Gly 


Lys 


Trp 


Gly 
85 


Ser 


Glu 


Glu 


Arg 


Lys 
90 


Arg 


Ser 


Met 


Pro 


Phe 


Lys 


Lys 


Gly Ala 


Ala 


Phe 


Glu 


Leu 


Val 


Phe 










95 










100 










105 


He 


Val 


Leu 


Ala 


Glu 


His 


Tyr 


Lys 


Val 


Val 


Val 


Asn 


Gly Asn 


Pro 










110 










115 










120 


Phe 


Tyr 


Glu 


Tyr 


Gly 
125 


His 


Arg 


Leu 


Pro 


Leu 
130 


Gin 


Met 


Val 


Thr 


His 
135 


Leu 


Gin 


Val 


Asp 


Gly 
140 


Asp 


Leu 


Gin 


Leu 


Gin 
145 


Ser 


He 


Asn 


Phe 


He 
150 


Gly Gly 


Gin 


Pro 


Leu 


Arg 


Pro 


Gin 


Gly 


Pro 


Pro 


Met 


Met 


Pro 


Pro 










155 










160 










165 


Tyr 


Pro 


Gly 


Pro 


Gly 
170 


His 


Cys 


His 


Gin 


Gin 
175 


Leu 


Asn 


Ser 


Leu 


Pro 
180 


Thr 


Met 


Glu 


Gly 


Pro 
185 


Pro 


Thr 


Phe 


Asn 


Pro 
190 


Pro 


Val 


Pro 


Tyr 


Phe 
195 


Gly 


Arg 


Leu 


Gin 


Gly 
200 


Gly 


Leu 


Thr 


Ala 


Arg 
205 


Arg 


Thr 


He 


He 


He 
210 
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Lys 


Gly 


Tyr 


Val 


Pro 

215 


Pro 


Thr 


Gly 


Lys 


Ser 
220 


Phe 


Ala 


He 


Asn 


Phe 
225 


Lys 


Val 


Gly 


Ser 


Ser 
230 


Gly 


Asp 


He 


Ala 


Leu 
235 


His 


He 


Asn 


Pro 


Arg 
240 


Met 


Gly 


Asn 


Gly 


Thr 
245 


Val 


Val 


Arg 


Asn 


Ser 
250 


Leu 


Leu 


Asn 


Gly 


Ser 
255 


Trp 


Gly 


Ser 


Glu 


Glu 
260 


Lys 


Lys 


He 


Thr 


His 
265 


Asn 


Pro 


Phe 


Gly 


Pro 
270 


Gly Gin 


Phe 


PhG 


Asp 


Leu 


Ser 


He 


Arg 


Cys 


Gly 


Leu 


Asp 


Arg 


Phe 










275 










280 










285 


Lys 


Val 


Tyr 


Ala 


Asn 
290 


Gly 


Gin 


His 


Leu 


Phe 
295 


Asp 


Phe 


Ala 


His 


Arg 
300 


Leu 


Ser 


Ala 


Phe 


Gin 
305 


Arg 


Val 


Asp 


Thr 


Leu 
310 


Glu 


He 


Gin 


Gly 


Asp 
315 


Val 


Thr 


Leu 


Ser 


Tyr 
320 


Val 


Gin 


He 

















<210> ill 

<211> 1137 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> raisc_f eature 

<223> Incyte ID No : 141804.1 

<220> 

<221> unsure 
<222> 1047 

<223> a, t, c, g, or other 
<400> 111 

atatggcgga ggcttctttt ggaagttcga gcccagttgg gtctttgtct tctgaggatc 60 
atgattttga ccccactgct gagatgttgg tccatgacta tgatgatgaa agaactcttg 120 
aagaagagga aatgatggat gagggtaaaa acttcagttt cagaaattga agacttagaa 180 
aaggaaggaa ccatgcctct agaagattta ctggcattct atggctatga acctacaatt 240 
ccagcagttg caaattccag tgcaaatagt tccccaagtg aactggcaga tgaactacca 3 00 
gacatgacac tagacaaaga ggaaatagca aaagacctgt tgtcaggtga tgacgaggaa 3 60 
actcagtctt ctgcggatga tctgacgcca tctgtgactt cccatgaaac ttctgatttc 420 
ttccctaggc ctttacgatc aaatactgca tgtgatggtg ataaggaatc agaggttgaa 480 
gatgttgaaa cagacagtgg taattcacct gaagatttga ggaaggaaat aatgattggt 540 
ttacaatatc aggcagagat tcccccttat cttggagagt acgatggtaa tgagaaagta 600 
tatgaaaacg aagaccagtt actttggtgt cctgatgtgg ttttggagag caaagttaag 660 
gaataccttg ttgagacttc attaaggact ggcagtgaaa aaataatgga taggatttct 720 
gcaggaacac acacaaggga caatgaacag gcattatatg aacttctcaa gtgtaaccac 780 
aatataaagg aagcaatcga aagatactgc tgcaatggaa aggcctctca agaaggaatg 840 
actgcatgga cggaagaaga atgccgaagc tttgaacatg cactcatgct ttttggaaaa 9 00 
gattttcatc ttatacagaa gaataaggta aattaggcag attagtacag ataaattact 9 60 
agttacagtg aatgtaagca actaatttat aagtcactta agtaggaaaa aagaacaact 1020 
tactaatgtt cccttgccaa tagcatntca gatatcattc taacatgcac taatttgctc 1080 
agagatgcca cagcctgctt atggaatggc tgatagtata ttcacatatc ttttcac 1137 

<210> 112 

<211> 1450 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2512879CB1 

<400> 112 

gatgcacttg agcagggaag aaatccacaa ggactcacca gtctcctggt ctgcagagaa 60 

gacagaatca acatgagcac agcaggaaaa gtaatcaaat gcaaagcagc tgtgctatgg 120 

gagttaaaga aacccttttc cattgaggag gtggaggttg cacctcctaa ggcccatgaa 18 0 

gttcgtatta agatggtggc tgtaggaatc tgtggcacag atgaccacgt ggttagtggt 24 0 
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accatggtga ccccacttcc 
gttggagaag gggtgactac 
cagtgtggaa aatgcagaat 
gtaagcaatc ctcaggggac 
cccatccacc acttccttgg 
gcagtagcca aaattgatgc 
ttttcaactg gttatgggtc 
gctgtgtttg gcctgggagg 
gcagccagaa tcattgcggt 
ggtgccactg aatgcatcaa 
gaaatgactg atggaggtgt 
atggcttccc tgttatgttg 
cctgattccc aaaacctctc 
ggagctattc ttggtggctt 
atggctaaga agttttcatt 
aatgaaggat ttgacctgct 
gacaatacag atgttttccc 
agcaacagct gggaaatatc 
ttgggggctt tccaaagaaa 
aatccaaatg agaactaaat 
cttccttcta 

<210> 113 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> iaisc_f eature 
<223> Incyte ID No: 2512879CD1 

<400> 113 



Met 


Ser 


Thr 


Ala 


Gly 


Lys 


Val 


He 


Lys 


Cys 


Lys 


Ala 


Ala 


Val 


Leu 


1 








5 










10 










15 


Trp 


Glu 


Leu 


Lys 


Lys 


Pro 


Phe 


Ser 


He 


Glu 


Glu 


Val 


Glu 


Val 


Ala 








20 










25 










30 


Pro 


Pro 


Lys 


Ala 


His 


Glu 


Val 


Arg 


He 


Lys 


Met 


Val 


Ala 


Val 


Gly 








35 










40 










45 


He 


Cys 


Gly 


Thr 


Asp 


Asp 


His 


Val 


Val 


Ser 


Gly 


Thr 


Met 


Val 


Thr 










50 










55 










60 


Pro 


Leu 


Pro 


Val 


He 


Leu 


Gly 


His 


Glu 


Ala 


Ala 


Gly 


He 


Val 


Glu 










65 










70 










75 


Ser 


Val 


Gly 


Glu 


Gly 
80 


Val 


Thr 


Thr 


Val 


Lys 
85 


Pro 


Gly Asp 


Lys 


Val 
90 


He 


Pro 


Leu 


Ala 


He 


Pro 


Gin 


Cys 


Gly 


Lys 


Cys 


Arg 


He 


Cys 


Lys 










95 










100 










105 


Asn 


Pro 


Glu 


Ser 


Asn 


Tyr 


Cys 


Leu 


Lys 


Asn 


Asp 


Val 


Ser 


Asn 


Pro 










110 










115 










120 


Gin 


Gly 


Thr 


Leu 


Gin 


Asp 


Gly 


Thr 


Ser 


Arg 


Phe 


Thr 


Cys 


Arg 


Arg 








125 










13 0 










135 


Lys 


Pro 


He 


His 


His 


Phe 


Leu 


Gly 


He 


Ser 


Thr 


Phe 


Ser 


Gin 


Tyr 








140 










145 










150 


Thr 


Val 


Val 


Asp 


Glu 


Asn 


Ala 


Val 


Ala 


Lys 


He 


Asp 


Ala 


Ala 


Ser 










155 










160 










165 


Pro 


Leu 


Glu 


Lys 


Val 


Cys 


Leu 


He 


Gly Cys 


Gly 


Phe 


Ser 


Thr 


Gly 










170 










175 










180 


Tyr 


Gly 


Ser 


Ala 


Val 


Asn 


Val 


Ala 


Lys 


Val 


Thr 


Pro 


Gly 


Ser 


Thr 










185 










190 










195 


Cys 


Ala 


Val 


Phe 


Gly 


Leu 


Gly 


Gly Val 


Gly 


Leu 


Ser 


Ala 


He 


Met 










200 










205 










210 


Gly 


Cys 


Lys 


Ala 


Ala 


Gly 


Ala 


Ala 


Arg 


He 


He 


Ala 


Val 


Asp 


He 










215 










220 










225 


Asn 


Lys 


Asp 


Lys 


Phe 


Ala 


Lys 


Ala 


Lys 


Glu 


Leu 


Gly 


Ala 


Thr 


Glu 










230 










235 










240 


Cys 


He 


Asn 


Pro 


Gin 


Asp 


Tyr 


Lys 


Lys 


Pro 


He 


Gin 


Glu 


Val 


Leu 



245 250 255 
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tgtgatttta ggccatgagg 
agtcaaacca ggtgataaag 
ttgtaaaaac ccggagagca 
cctgcaggat ggcaccagca 
catcagcacc ttctcacagt 
agcctcgcct ctagagaaag 
tgcagtcaat gttgccaagg 
ggtcggccta tctgctatta 
ggacatcaac aaggacaaat 
ccctcaagac tacaagaaac 
ggatttttca tttgaagtca 
tcatgaggca tgtggcacaa 
aatgaaccct atgctgctac 
taaaagtaaa gaatgtgtcc 
ggatgcatta ataacccatg 
tcactctggg aaaagtatcc 
ttgtggcagt cttcagcctc 
attaattctg ctcatcacag 
tggaaattga tgtaaaatta 
aaagtgttga acatcagctg 



cagccggcat cgtggagagt 3 00 
tcatcccact cgctattcct 3 60 
actactgctt gaaaaacgat 420 
ggttcacctg caggaggaag 480 
acacagtggt ggatgaaaat 540 
tctgtctcat tggctgtgga 600 
tcaccccagg ctctacctgt 6 60 
tgggctgtaa agcagctggg 72 0 
ttgcaaaggc caaagagttg 780 
ccatccagga ggtgctaaag 840 
tcggtcggct tgacaccatg 9 00 
gtgtcatcgt aggggtacct 9 60 
tgactggacg tacctggaag 102 0 
caaaacttgt ggctgatttt 1080 
ttttaccttt tgaaaaaata 114 0 
gtaccattct gatgttttga 1200 
ctctacccta catgatctgg 1260 
attttatcaa taaattacat 132 0 
tttttcaagc aaatgtttaa 13 8 0 
gggaattgaa gcctataaac 144 0 
1450 
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Lys 


Glu 


Met 


Thr 


Asp 
260 


Gly 


Gly 


Val 


Asp 


Phe 
265 


Ser 


Phe 


Glu 


Val 


He 
270 


Gly Arg 






Thr 


Met 


Met 


Ala 


Ser 


Leu 


Leu 


Cys 


Cys 


His 


Glu 










275 










280 










285 


Ala 


Cys 


Gly 


Thr 


Ser 


Val 


He 


Val 


Gly 


Val 


Pro 


Pro 


Asp 


Ser 


Gin 








290 










295 










300 


Asn 


Leu 


Ser 


Met 


Asn 
305 


Pro 


Met 


Leu 


Leu 


Leu 
310 


Thr 


Gly 


Arg 


Thr 


Trp 
315 


Lys 


Gly 


Ala 


He 


Leu 

320 


Gly 


Gly 


Phe 


Lys 


Ser 
325 


Lys 


Glu 


Cys 


Val 


Pro 

330 


Lys 


Leu 


Val 


Ala 


Asp 
335 


Phe 


Met 


Ala 


Lys 


Lys 
340 


Phe 


Ser 


Leu 


Asp 


Ala 
345 


Leu 


He 


Thr 


His 


Val 
350 


Leu 


Pro 


Phe 


Glu 


Lys 

355 


He 


Asn 


Glu 


Gly 


Phe 
360 


Asp 


Leu 


Leu 


His 


Ser 
365 


Gly 


Lys 


Ser 


He 


Arg 
370 


Thr 


He 


Leu 


Met 


Phe 
375 



<210> 114 
<211> 583 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2685676CB1 

<400> 114 

ccctgtaggt gctgtccttg ctgtcctgct ctgtgacact ctcctgggag tcacccgatt 60 
ggagggcgtt atccaccttc cactgtactt tggcctctct gggatagaag ttattcagca 12 0 
ggcacacaac agaggcagtt ccagatttca actgctcatc agatggcggg aagatgaaga 180 
cagatggtgc agccacagtt cgtttgatct ccagctcgag ccgctgcgtg ttttcctctt 240 
gatcgggaac tcctgcttct ccttgcctcg aaatggaccc caactgctcc tgctcgcctg 300 
ttggctcctg tgcctgtgcc ggctcctgca aatgcaaaga gtgcaaatgc acctcctgca 3 50 
agaagagctg ctgctcctgc tgccctgtgg gctgtgccaa gtgtgcccag ggctgcatct 420 
gcaaaggggc atcagagaag tgcagctgct gtgcctgatg tccggacagc cctgctcgaa 480 
gatatagaaa gagtgacctg cacaaacttg gaattttttt tccatacaac cctgccccat 540 
ctactgtatt ttttttaatg aaatatgtga atgataatag tea 583 

<210> 115 

<211> 61 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2685676CD1 

<400> 115 



Met Asp 


Pro 


Asn 


Cys 


Ser 


Cys Ser 


Pro 


Val 


Gly 


Ser 


Cys 


Ala 


Cys 


1 






5 








10 










15 


Ala Gly 


Ser 


Cys 


Lys 


Cys 


Lys Glu 


Cys 


Lys 


Cys 


Thr 


Ser 


Cys 


Lys 








20 








25 










30 


Lys Ser 


Cys 


Cys 


Ser 


Cys 


Cys Pro 


Val 


Gly 


Cys 


Ala 


Lys 


Cys 


Ala 








35 








40 










45 


Gin Gly 


cys 


He 


Cys 


Lys 


Gly Ala 


Ser 


Glu 


Lys 


Cys 


Ser 


Cys 


Cys 








50 








55 










60 



<210> 116 

<211> 1759 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> misc_f eature 

<223> Incyte ID No: 2742913CB1 

<400> 116 

cacactgacg aggccatgat tgaatttagg tgacctatag acgcgctgta actacgctcg 60 
gaattcggct cgaggtcacc tcctcccctt gtcgcctagg tccacccgag ccccctcccc 120 
cgggccgccc acgagcacga agttggcggg agcctataaa agctggtgcc ggcgcgaccc 180 
gcggacacac agtgcaggcg cccaagccgc cgccgccaga tcggtgccga ttcctgccct 240 
gccccgaccg ccagcgcgac catgtcccat cactgggggt acggcaaaca caacggacct 3 00 
gagcactggc ataaggactt ccccattgcc aagggagagc gccagtcccc tgttgacatc 3 60 
gacactcata cagccaagta tgacccttcc ctgaagcccc tgtctgtttc ctatgatcaa 420 
gcaacttccc tgaggatcct caacaatggt catgctttca acgtggagtt tgatgactct 480 
caggacaaag cagtgctcaa gggaggaccc ctggatggca cttacagatt gattcagttt 540 
cactttcact ggggttcact tgatggacaa ggttcagagc atactgtgga taaaaagaaa 600 
tatgctgcag aacttcactt ggttcactgg aacaccaaat atggggattt tgggaaagct 6 60 
gtgcagcaac ctgatggact ggccgttcta ggtatttttt tgaaggttgg cagcgctaaa 720 
ccgggccttc agaaagttgt tgatgtgctg gattccatta aaacaaaggg caagagtgct 780 
gacttcacta acttcgatcc tcgtggcctc cttcctgaat ccttggatta ctggacctac 840 
ccaggctcac tgaccacccc tcctcttctg gaatgtgtga cctggattgt gctcaaggaa 9 00 
cccatcagcg tcagcagcga gcaggtgttg aaattccgta aacttaactt caatggggag 960 
ggtgaacccg aagaactgat ggtggacaac tggcgcccag ctcagccact gaagaacagg 102 0 
caaatcaaag cttccttcaa ataagatggt cccatagtct gtatccaaat aatgaatctt 1080 
cgggtgtttc cctttagcta agcacagatc taccttggtg atttggaccc tggttgcttt 1140 
gtgtctagtt ttctagaccc ttcatctctt acttgataga cttactaata aaatgtgaag 1200 
actagaccaa ttgtcatgct tgacacaact gctgtggctg gttggtgctt tgtttatggt 12 6 0 
agtagttttt ctgtaacaca gaatatagga taagaaataa gaataaagta ccttgacttt 132 0 
gttcacagca tgtagggtga tgagcactca caattgttga ctaaaatgct gcttttaaaa 1380 
cataggaaag tagaatggtt gagtgcaaat ccatagcaca agataaattg agctagttaa 144 0 
ggcaaatcag gtaaaatagt catgattcta tgtaatgtaa accagaaaaa ataaatgttc 150 0 
atgatttcaa gatgttatat taaagaaaaa ctttaaaaat tattatatat ttatagcaaa 156 0 
gttatcttaa atatgaattc tgttgtaatt taatgacttt tgaattacag agatataaat 1620 
gaagtattat ctgtaaaaat tgttataatt agagttgtga tacagagtat atttccattc 168 0 
agacaatata tcataactta ataaatattg tattttagat atattctcta ataaaattca 1740 
gaattctaaa aaaaaaaaa 1759 

<210> 117 
<211> 260 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2742913CD1 

<400> 117 



Met 


Ser 


His 


His 


Trp 


Gly 


Tyr 


Gly 


Lys 


His 


Asn 


Gly Pro 


Glu 


His 


1 








5 










10 








15 


Trp 


His 


Lys 


Asp 


Phe 


Pro 


He 


Ala 


Lys Gly Glu Arg Gin 


Ser 


Pro 










20 










25 








30 


Val 


Asp 


He 


Asp 


Thr 


His 


Thr 


Ala 


Lys 


Tyr 


Asp 


Pro Ser 


Leu 


Lys 










35 










40 








45 


Pro 


Leu 


Ser 


Val 


Ser 


Tyr 


Asp 


Gin 


Ala 


Thr 


Ser 


Leu Arg 


He 


Leu 










50 










55 








60 


Asn 


Asn 


Gly 


His 


Ala 


Phe 


Asn 


Val 


Glu 


Phe 


Asp 


Asp Ser 


Gin 


Asp 










65 










70 








75 


Lys 


Ala 


Val 


Leu 


Lys 


Gly 


Gly 


Pro 


Leu 


Asp 


Gly 


Thr Tyr 


Arg 


Leu 










80 










85 








90 


He 


Gin 


Phe 


His 


Phe 


His 


Trp 


Gly 


Ser 


Leu 


Asp 


Gly Gin 


Gly 


Ser 










95 










100 








105 


Glu 


His 


Thr 


Val 


Asp 


Lys 


Lys 


Lys 


Tyr 


Ala 


Ala 


Glu Leu 


His 


Leu 










110 










115 








120 


Val 


His 


Trp 


Asn 


Thr 


Lys 


Tyr 


Gly 


Asp 


Phe 


Gly 


Lys Ala 


Val 


Gin 










125 










130 








135 


Gin 


Pro 


Asp 


Gly 


Leu 


Ala 


Val 


Leu 


Gly 


He 


Phe 


Leu Lys 


Val 


Gly 










140 










145 








150 


Ser 


Ala 


Lys 


Pro 


Gly 


Leu 


Gin 


Lys 


Val 


Val 


Asp 


Val Leu 


Asp 


Ser 
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155 










160 










165 


lie 




Thr 


Lys 


Gly 
170 


Lys 


Ser 


Ala 


Asp 


Phe 
175 


Thr 


Asn 


Phe 


Asp 


Pro 
180 


Arg 


Gly 


Leu 


Leu 


Pro 
185 


Glu 


Ser 


Leu 


Asp 


Tyr 
190 


Trp 


Thr 


Tyr 


Pro 


Gly 
195 


Ser 




Thr 


Thr 


Pro 
200 


Pro 


Leu 


Leu 


Glu 


Cys 
205 


Val 


Thr 


Trp 


He 


Val 
210 


Leu 


Lys 


Glu 


Pro 


He 


Ser 


Val 


Ser 


Ser 


Glu 


Gin 


Val 


Leu 


Lys 


Phe 








215 










220 










225 


Arg 


Lys 


Leu 


Asn 


Phe 
230 


Asn 


Gly 


Glu 


Gly 


Glu 
235 


Pro 


Glu 


Glu 


Leu 


Met 
240 


Val 


Asp 


Asn 


Trp 


Arg 
245 


Pro 


Ala 


Gin 


Pro 


Leu 
250 


Lys 


Asn 


Arg 


Gin 


He 
255 


Lys 


Ala 


Ser 


Phe 


Lys 
260 























<210> 118 
<211> 508 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> IncytG ID No: 429183.1 

<220> 

<221> unsure 

<222> 255, 290, 331-332, 356, 470 
<223> a, t, c, g, or other 

<400> 118 

gccggctctc ctcgccctct agcagcttcc cgtaggtggg cgatctcgat ctcgatgtcc 60 
agggccagct tgacgttcat cagctcctag tactcacgca gctgccgcgc catgtcctgc 120 
ttggccggct ggagggcggc ctccagctcg gacagcttgg cgttggcacc cttaactgcc 180 
cagctcctca ggctgctcgg catctgtgat ggcggcctcc agggaagccc tctggccttt 240 
gaggcactca gtctcagcct ggagnccact gatgttccag ttcatctcgn aggtctcagt 3 00 
ctttgtatgc tgcacgtcat ccccgtgctt nncagacagc gtctggagct cctcanactt 3 60 
gatctggtac atgctctcaa cctcagccca gctgcggtta gcgatctcct agtactgcgc 420 
cttgagctca gcgatgactc tatgtccagg gagcggctgt tgtccatggn cagctccaca 480 
gacgtgtccg agatctgggt ctgcagct 5 08 

<210> 119 
<211> 442 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> raisc_f eature 

<223> Incyte ID No: 2757583CB1 

<400> 119 

cctgactatc aaagcagcgg ccggctgttg gggtccacca cgccttccac ctgccccact 60 

gcttcttcgc ttctctcttg gaaagtccag tctctcctcg gcttgcaatg gaccccaact 120 

gctcctgcgc cgctggtgtc tcctgcacct gcgctggttc ctgcaagtgc aaagagtgca 180 

aatgcacctc ctgcaagaag agctgctgct cctgctgccc cgtgggctgt agcaagtgtg 240 

cccagggctg tgtttgcaaa ggggcgtcag agaagtgcag ctgctgcgac tgatgccagg 3 00 

acaacctttc tcccagatgt aaacagagag acatgtacaa acctggattt tttttttata 3 60 

ccaccttgac ccatttgcta cattcctttt cctgtgaaat atgtgagtga taattaaaca 420 

ctttagacct gaaaaaaaaa aa 442 

<210> 120 

<211> 61 

<212> PRT 

<213> Homo sapiens 

<220> 
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<221> misc_f eature 

<223> Incyte ID No: 2757583CD1 

<400> 120 



Met Asp 


Pro 


Asn 


Cys 


Ser 


Cys Ala 


Ala 


Gly Val 


Ser 


Cys 


Thr 


Cys 


1 






5 








10 








15 


Ala Gly 


Ser 


Cys 


Lys 


Cys 


Lys Glu 


Cys 


Lys Cys 


Thr 


Ser 


Cys 


Lys 








20 








25 








30 


Lys Ser 


Cys 


Cys 


Ser 


Cys 


Cys Pro 


Val 


Gly Cys 


Ser 


Lys 


Cys 


Ala 








35 








40 








45 


Gin Gly 


Cys 


Val 


Cys 


Lys 


Gly Ala 


Ser 


Glu Lys 


Cys 


Ser 


Cys 


Cys 








50 








55 








60 



<210> 121 

<211> 3586 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1344279CB1 



<400> 121 

gaaaggagga gtccagtgct ggaggggcag 
aggtccaggg tccaggttcc agcgcccggc 
acaccgttcc tggatctcct ctccccaggc 
tcgcctgttg gagccctggt taatttttgc 
ttggggatat aagcccggcc tggggctgct 
gccgcctccc caccatcacc atggccaagg 
tggggatcct cctgggcgtg gcagccgtgt 
cccaggagaa gaacaagaac gccaacagct 
cagccaccac caaccccgcc tcggccacca 
accgcctccc caacacgctg aaacccgatt 
cccccaatga caggggcctg tacgttttta 
aggaggccac tgacgtcatc atcatccaca 
ggcacagggt ggtcctgcgt ggtgtgggag 
agctggtgga gcccaccgag tacctggtgg 
gccagtatga gatggacagc gagttcgagg 
accgcagcga gtacatggag ggcaatgtca 
ctgcagatgc ccggaagtcc ttcccatgct 
acatcacgct tatccacccc aaggacctga 
ccagcacccc acttccagaa gaccccaact 
agatgtccac gtacttgctg gccttcattg 
catccaatgg tgtcttgatc cggatctggg 
gcgattatgc cctgaacgtg acaggcccca 
caccctaccc actcccaaaa tcagaccaga 
tggagaactg gggactggtg acctaccggg 
cctccagcag caacaaggag cgggtggtca 
ggttcgggaa cctggtgacc atagagtggt 
cctcctacgt ggagtacctg ggtgctgact 
tcatggtgct gaatgatgtg taccgcgtga 
cgctgtccac acccgcctcg gagatcaaca 
ccatctccta cagcaagggc gcctcagtcc 
acgtattcaa gcagggcctg gcgtcctacc 
acctgaacct gtgggaccac ctgcaggagg 
ccaccgtgcg ggacatcatg aaccgctgga 
tggataccag cacggggacc ctttcccagg 
ttacccgccc ctcagaattc aactacgtgt 
gcagacagca gcaggactac tggctgatag 
catcaggcaa tgagtgggtc ctgctgaacc 
acgacgaaga gaactggagg aagattcaga 
ctgtcatcaa tcgggcacag atcattaatg 
tccctgtcac tctggcgctg aacaacaccc 
cctgggaggc cgccctgagc agcctgagct 



ggacggcggc ggcgcacgtc ggaacccgcc 60 
ggcccaggca ccccccgagc ccagctccac 120 
ggagcgtgcc cctgcccagt ccagtgacct 180 
ccagtctgcc tgttgtgggg ctcctcccct 240 
ccgttctctg cctggcctga ggctccctga 3 00 
gcttctatat ttccaagtcc ctgggcatcc 3 60 
gcacaatcat cgcactgtca gtggtgtact 420 
cccccgtggc ctccaccacc ccgtccgcct 480 
ccttggacca aagtaaagcg tggaatcgtt 540 
cctaccaggt gacgctgaga ccgtacctca 6 00 
agggctccag caccgtccgt ttcacctgca 6 60 
gcaagaagct caactacacc ctcagccagg 72 0 
gctcccagcc ccccgacatt gacaagactg 780 
tgcacctcaa gggctccctg gtgaaggaca 840 
gggagttggc agatgacctg gcgggcttct 9 00 
gaaaggtggt ggccactaca cagatgcagg 9 60 
tcgatgagcc ggccatgaag gccgagttca 102 0 
cagccctgtc caacatgctt cccaaaggtc 1080 
ggaatgtcac tgagttccac accacgccca 1140 
tcagtgagtt cgactacgtg gagaagcagg 12 0 0 
cccggcccag tgccattgcg gcgggccacg 1260 
tccttaactt ctttgctggt cattatgaca 1320 
ttggcctgcc agacttcaac gccggcgcca 13 8 0 
agaactccct gctgttcgac cccctgtcct 1440 
ctgtgattgc tcatgagctg gcccaccagt 1500 
ggaatgacct gtggctgaac gagggcttcg 1560 
atgcggagcc cacctggaac ttgaaagacc 162 0 
tggcagtgga tgcactggcc tcctcccacc 1680 
cgccggccca gatcagtgag ctgtttgacg 1740 
tcaggatgct ctccagcttc ctgtccgagg 1800 
tccacacctt tgcctaccag aacaccatct 1860 
ctgtgaacaa ccggtccatc caactcccca 1920 
cGctgcagat gggcttcccg gtcatcacgg 1980 
agcacttcct ccttgacccc gattccaatg 2040 
ggattgtgcc catcacatcc atcagagatg 210 0 
atgtaagagc ccagaacgat ctcttcagca 2160 
tcaatgtgac gggctattac cgggtgaact 222 0 
ctcagctgca gagagaccac tcggccatcc 2280 
acgccttcaa cctggccagt gcccataagg 234 0 
tcttcctgat tgaagagaga cagtacatgc 2400 
acttcaagct caagctcatg tttgaccgct 2460 



91 



PA- 0 03 8 US 



ccgaggtcta tggccccatg aagaactacc tgaagaagca ggtcacaccc ctcttcattc 2520 
acttcagaaa taataccaac aactggaggg agatcccaga aaacctgatg gaccagtaca 2 58 0 
gcgaggttaa tgccatcagc accgcctgct ccaacggagt tccagagtgt gaggagatgg 2 64 0 
tctctggcct tttcaagcag tggatggaga accccaataa taacccgatc caccccaacc 2700 
tgcggtccac tgtctactgc aacgctatcg cccagggcgg ggaggaggag tgggacttcg 27 6 0 
cctgggagca gttccgaaat gccacactgg tcaatgaggc tgacaagctc cgggcagccc 282 0 
tggcctgcag caaagagttg tggatcctga acaggtacct gagctacacc ctgaacccgg 2880 
acttaatccg gaagcaggac gccacctcta ccatcatcag cattaccaac aacgtcattg 2 94 0 
ggcaaggtct ggtctgggac tttgtccaga gcaactggaa gaagcttttt aacgattatg 3000 
gtggtggctc gttctccttc tccaacctca tccaggcagt gacacgacga ttctccaccg 3 06 0 
agtatgagct gcagcagctg gagcagttca agaaggacaa cgaggaaaca ggcttcggct 312 0 
caggcacccg ggccctggag caagccctgg agaagacgaa agccaacatc aagtgggtga 318 0 
aggagaacaa ggaggtggtg ctccagtggt tcacagaaaa cagcaaatag tccccagccc 3240 
ttgaagtcac ccggccccga tgcaaggtgc ccacatgtgt ccatcccagc ggctggtgca 3300 
gggcctccat tcctggagcc cgaggcacca gtgtcctccc ctcaaggaca aagtctccag 33 60 
cccacgttct ctctgcctgt gagccagtct agttcctgat gacccaggct gcctgagcac 342 0 
ctcccagccc ctgcccctca tgccaacccc gccctaggcc tggcatggca cctgtcgccc 3480 
agtgccctgg ggctgatctc agggaagccc agctccaggg ccagatgagc agaagctctc 3540 
gatggacaat gaacggcctt gctgggggcc gccctgtacc ctctttcacc tttccctaaa 3 60 0 
gaccctaaat ctgaggaatc aacagggcag cagatctgta tatttttttc taagagaaaa 3 660 
tgtaaataaa tgatttctag atgaga 3 68 6 



<210> 122 
<211> 969 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1344279CD1 



<400> 122 


























Met 


Ala 


Lys 


Gly 


Phe 


Tyr 


He 


Ser 


Lys 


Ser 


Leu 


Gly 


He 


Leu 


Gly 


1 








5 










10 










15 


He 


Leu 


Leu 


Gly 


Val 


Ala 


Ala 


Val 


Cys 


Thr 


He 


He 


Ala 


Leu 


Ser 










20 










25 










30 


Val 


Val 


Tyr 


Ser 


Gin 


Glu 


Lys 


Asn 


Lys 


Asn 


Ala 


Asn 


Ser 


Ser 


Pro 










35 










40 










45 


Val 


Ala 


Ser 


Thr 


Thr 


Pro 


Ser 


Ala 


Ser 


Ala 


Thr 


Thr 


Asn 


Pro 


Ala 










50 










55 










60 


Ser 


Ala 


Thr 


Thr 


Leu 


Asp 


Gin 


Ser 


Lys 


Ala 


Trp 


Asn 


Arg 


Tyr 


Arg 










65 










70 










75 


Leu 


Pro 


Asn 


Thr 


Leu 
80 


Lys 


Pro 


Asp 


Ser 


Tyr 
85 


Gin 


Val 


Thr 


Leu 


Arg 
90 


Pro 


Tyr 


Leu 


Thr 


Pro 


Asn 


Asp 


Arg 


Gly 


Leu 


Tyr 


Val 


Phe 


Lys 


Gly 










95 










100 










105 


Ser 


Ser 


Thr 


Val 


Arg 


Phe 


Thr 


Cys 


Lys 


Glu 


Ala 


Thr 


Asp 


Val 


He 










110 










115 










120 


He 


He 


His 


Ser 


Lys 


Lys 


Leu 


Asn 


Tyr 


Thr 


Leu 


Ser 


Gin Gly 


His 










125 










130 










135 


Arg 


Val 


Val 


Leu 


Arg 


Gly 


Val 


Gly 


Gly 


Ser 


Gin 


Pro 


Pro 


Asp 


He 










140 










145 










150 


Asp 


Lys 


Thr 


Glu 


Leu 


Val 


Glu 


Pro 


Thr 


Glu 


Tyr 


Lgu 


Val 


Val 


His 










155 










160 










165 


Leu 


Lys 


Gly 


Ser 


Leu 


Val 


Lys 


Asp 


Ser 


Gin 


Tyr 


Glu 


Met 


Asp 


Ser 










17 0 










175 










180 


Glu 


Phe 


Glu 


Gly 


Glu 


Leu 


Ala 


Asp 


Asp 


Leu 


Ala Gly 


Phe 


Tyr 


Arg 










185 










190 










195 


Ser 


Glu 


Tyr 


Met 


Glu 


Gly 


Asn 


Val 


Arg 


Lys 


Val 


Val 


Ala 


Thr 


Thr 










200 










205 










210 


Gin 


Met 


Gin 


Ala 


Ala 


Asp 


Ala 


Arg 


Lys 


Ser 


Phe 


Pro 


Cys 


Phe 


Asp 










215 










220 










225 


Glu 


Pro 


Ala 


Met 


Lys 


Ala 


Glu 


Phe 


Asn 


He 


Thr 


Leu 


He 


His 


Pro 










230 










235 










240 


Lys 


Asp 


Leu 


Thr 


Ala 


Leu 


Ser 


Asn 


Met 


Leu 


Pro 


Lys 


Gly 


Pro 


Ser 










245 










250 










255 
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Thr 


Pro 


Leu 


Pro 


Glu 


Asp 


Pro 


Asn 


Trp 


Asn 


Val 


Thr 


Glu 


Phe 


His 










260 










265 










270 


Thr 


Thr 


Pro 


Lys 


Met 


Ser 


Thr 


Tyr 


Leu 


Leu 


Ala 


Phe 


He 


Val 


Ser 










275 










280 










285 


Glu 


Phe 


Asp 


Tyr 


Val 


Glu 


Lys 


Gin 


Ala 


Ser 


Asn 


Gly 


Val 


Leu 


He 










290 










295 










300 


Arg 


He 


Trp 


Ala 


Arg 


Pro 


Ser 


Ala 


He 


Ala 


Ala 


Gly 


His 


Gly Asp 










305 










310 










315 


Tyr 


Ala 


Leu 


Asn 


Val 


Thr 


Gly 


Pro 


He 


Leu 


Asn 


Phe 


Phe 


Ala 


Gly 








320 










325 










330 


His 


Tyr 


Asp 


Thr 


Pro 


Tyr 


Pro 


Leu 


Pro 


Lys 


Ser 


Asp 


Gin 


He 


Gly 










335 










340 










345 


Leu 


Pro 


Asp 


Phe 


Asn 


Ala 


Gly 


Ala 


Met 


Glu 


Asn 


Trp 


Gly 


Leu 


Val 










350 










355 










360 


Thr 


Tyr 


Arg 


Glu 


Asn 


Ser 


Leu 


Leu 


Phe 


Asp 


Pro 


Leu 


Ser 


Ser 


Ser 






355 










370 










375 


Ser 


Ser 


Asn 


Lys 


Glu 


Arg 


Val 


Val 


Thr 


Val 


He 


Ala 


His 


Glu 










380 










385 










390 


Ala 


His 


Gin 


Trp 


Phe 


Gly 


Asn 


Leu 


Val 


Thr 


He 


Glu 


Trp 


Trp 












395 










400 










405 


Asp 


Leu 


Trp 


Leu 


Asn 


Glu 


Gly 


Phe 


Ala 


Ser 


Tyr 


Val 


Glu 


Tyr 


Leu 








410 










415 










420 


Gly Ala 


Asp 


Tyr 


Ala 


Glu 


Pro 


Thr 


Trp 


Asn 


Leu 


Lys 


Asp 


Leu 


Met 










425 










430 










435 


Val 


Leu 


Asn 


Asp 


Val 


Tyr 


Arg 


Val 


Met 


Ala 


Val 


Asp 


Ala 


Leu 


Ala 










440 










445 










450 


Ser 


Ser 


His 


Pro 


Leu 


Ser 


Thr 


Pro 


Ala 


Ser 


Glu 


He 


Asn 


Thr 












455 










460 










465 


Ala 


Gin 


He 


Ser 


Glu 


Leu 


Phe 


Asp 


Ala 


He 


Ser 


Tyr 


Ser 


Lys 


Gly 










470 










475 










480 


Ala 


Ser 


Val 


Leu 


Arg 


Met 


Leu 


Ser 


Ser 


Phe 


Leu 


Ser 


Glu 


Asp 


Val 










485 










490 










495 


Phe 


Lys 


Gin 


Gly 


Leu 


Ala 


Ser 


Tyr 


Leu 


His 


Thr 


Phe 


Ala 


Tyr 


Gin 










500 










505 










510 


Asn 


Thr 


He 


Tyr 


Leu 


Asn 


Leu 


Trp 


Asp 


His 


Leu 


Gin 


Glu 


Ala 


Val 








515 










520 










525 


Asn 


Asn 


Arg 


Ser 


IlG 


Gin 


Leu 


Pro 


Thr 


Thr 


Val 


Arg 


Asp 


He 


Met 










530 










535 










540 


Asn 


Arg 


Trp 


Thr 


Leu 


Gin 


Met 


Gly 


Phe 


Pro 


Val 


He 


Thr 


Val 


Asp 










545 










550 










555 


Thr 


Ser 


Thr 


Gly 


Thr 


Leu 


Ser 


Gin 


Glu 


His 


Phe 


Leu 


Leu 


Asp 


Pro 










560 










565 










570 


Asp 


Ser 


Asn 


Val 


Thr 


Arg 


Pro 


Ser 


Glu 


Phe 


Asn 


Tyr 


Val 


Trp 


He 










575 










580 










585 


Val 


Pro 


He 


Thr 


Ser 


He 


Arg 


Asp 


Gly 


Arg 


Gin 


Gin 


Gin 


Asp 


Tyr 










590 










595 










600 


Trp 


Leu 


He 


Asp 


Val 


Arg 


Ala 


Gin 


Asn 


Asp 


Leu 


Phe 


Ser 


Thr 


Ser 










605 










610 










615 


Gly Asn 


Glu 


Trp 


Val 


Leu 


Leu 


Asn 


Leu 


Asn 


Val 


Thr 


Gly 


Tyr 


Tyr 










620 










625 










63 0 


Arg 


Val 


Asn 


Tyr 


Asp 


Glu 


Glu 


Asn 


Trp 


Arg 


Lys 


He 


Gin 


Thr 


Gin 










635 










640 










645 


Lgu 


Gin 


Arg 


Asp 


His 


Ser 


Ala 


He 


Pro 


Val 


IlG 


Asn 


Arg 


Ala 


Gin 










650 










655 










660 


He 


He 


Asn 


Asp 


Ala 


Phe 


Asn 


Leu 


Ala 


Ser 


Ala 


His 


Lys 


Val 


Pro 










665 










670 










675 


Val 


Thr 


Leu 


Ala 


Leu 


Asn 


Asn 


Thr 


Leu 


Phe 


Leu 


He 


Glu 


Glu 


Arg 










680 










685 










690 


Gin 


Tyr 


Met 


Pro 


Trp 


Glu 


Ala 


Ala 


Leu 


Ser 


Ser 


Leu 


Ser 


Tyr 


Phe 










695 










700 










705 


Lys 


Leu 


Lys 


Leu 


Met 


Phe 


Asp 


Arg 


Ser 


Glu 


Val 


Tyr 


Gly 


Pro 


Met 










710 










715 










720 


Lys 


Asn 


Tyr 


Leu 


Lys 


Lys 


Gin 


Val 


Thr 


Pro 


Leu 


Phe 


He 


His 


Phe 










725 










730 










735 


Arg 


Asn 


Asn 


Thr 


Asn 


Asn 


Trp 


Arg 


Glu 


He 


Pro 


Glu 


Asn 


Leu 


Met 










740 










745 










750 
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Gin 


Tyr 


Ser 


Glu 
755 


Val 


Asn 


Ala 


He 


Ser 
760 


Thr 


Ala 


Cys 


Ser 


Asn 
765 


Gly 


Val 


Pro 


Glu 


Cys 
770 


Glu 


Glu 


Met 


Val 


Ser 
775 


Gly 


Leu 


Phe 


Lys 


Gin 
780 




Met 


Glu 




Pro 
785 








Pro 


He 
790 


His 


Pro 


Asn 




795 


Ser 


Thr 


Val 


Tyr 


Cys 
800 


Asn 


Ala 


He 


Ala 


Gin 
805 


Gly 


Gly 


Glu 


Glu 


Glu 
810 


Trp 


Asp 


Phe 


Ala 


Trp 

815 


Glu 


Gin 


Phe 


Arg 


Asn 
820 


Ala 


Thr 


Leu 


Val 


Asn 
825 


Glu 


Ala 


Asp 


Lys 


Leu 
830 


Arg 


Ala 


Ala 


Leu 


Ala 
835 


Cys 


Ser 


Lys 


Glu 


Leu 
840 


Trp 


IlG 


Leu 


Asn 


Arg 
845 


Tyr 


Leu 


Ser 


Tyr 


Thr 
850 


Leu 


Asn 


Pro 


Asp 


Leu 
855 


lie Arg 


Lys 


Gin 


Asp 


Ala 


Thr 


Ser 


Thr 


He 


IlG 


Ser 


He 


Thr 


Asn 










860 










865 










870 


Asn 


Val 


lie 


Gly Gin 


Gly 


Leu 


Val 


Trp 


Asp 


Phe 


Val 


Gin 


Ser 


Asn 










875 










880 










885 


Trp 


Lys 




Leu 


Phe 
890 


Asn 


Asp 


Tyr 


Gly 


Gly 
895 


Gly 


Ser 


Phe 


Ser 


Phe 
900 


Ser 


Asn 


Leu 


He 


Gin 
905 


Ala 


Val 


Thr 


Arg 


Arg 
910 


Phe 


Ser 


Thr 


Glu 


Tyr 
915 


Glu 


Leu 


Gin 


Gin 


Leu 
920 


Glu 


Gin 


Phe 


Lys 


Lys 
925 


Asp 


Asn 


Glu 


Glu 


Thr 

930 


Gly 


Phe 


Gly 


Ser 


Gly 
935 


Thr 


Arg 


Ala 


Leu 


Glu 
940 


Gin 


Ala 


Leu 


Glu 


Lys 
945 


Thr 


Lys 


Ala 


Asn 


He 
950 


Lys 


Trp 


Val 


Lys 


Glu 
955 


Asn 


Lys 


Glu 


Val 


Val 
960 


Leu 


Gin 


Trp 


Phe 


Thr 
965 


Glu 


Asn 


Ser 


Lys 















<210> 123 
<211> 836 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1329472.2 

<220> 

<221> unsure 
<222> 479 

<223> a, t, c, g, or other 



<400> 123 

ggagcccagc tgtgctgtgg gctcaggagg cagagctctg ggaatctcac catggcctgg 60 
acccctctcc tgctccccct cctcactttc tgcacagtct ctgaggcctc ctatgagctg 120 
acacagccac cctcggtgtc agtgtcccca ggacaaacgg ccaggatcac ctgctctgga 180 
gatacattgc caaaaaactc tgcttattgg taccagcaga agtcaggcca ggccccggtg 240 
ctggtcatct atgaggacac caaacgaccc tccgagatcc ctgagagatt ctctggctcc 3 00 
agctcaggga caatgccacc ttgactatca gtggggccca gtggaggatg aagctgacta 3 60 
ctactgttac tcaacagaca gggtgttcgg cggagggacc aaggtgaccg tcctaggtca 420 
gcccaaggct gccccctcgg tcactctgtt cccaccctcc tctgaggagc ttcaagccna 480 
caaggccaca ctggtgtgtc tcataagtga cttctacccg tgagccaccg cgcccagccc 540 
attgtatttt cttaacagac agatattgtc ttcttgacta tcagtggggc ccaggtggag 600 
gatgaagctg actactactg ttactcaaca gacagggtgt tcggcggagg gaccaaggtg 660 
accgtcctag gtcagcccaa ggctgccccc tcggtcactc tgttcccacc ctcctctgag 720 
gagcttcaag ccaacaaggc cacactggtg tgtctcataa gtgacttcta cccgggagcc 780 
gtgacagtgg cctggaaggc agatagcagc cccgtcaagg cgggagtgga gaccac 83 6 



<210> 124 
<211> 684 
<212> DNA 
<213> Homo 



sapiens 
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<220> 

<221> inisc_f eature 

<223> Incyte ID No: 474457.35 



<400> 124 

atttgttgcc tgtgtcaagg ggcagtgctt cagtcggggt ggagctgctt aaaaggcctg 60 
ggatcacacc ctttgggaac acatccaagc ttaagacggt gaggtcagct tcacattctc 120 
aggaactctc cttctttggg ccacggaatt aacccgagca ggcatggagg cctctgctct 180 
cacctcatca gcagtgacca gtgtggccaa agtggtcagg gtggcctctg gctctgccgt 240 
agttttgccc ctggccagga ttgctacagt tgtgattgga ggagttgtgg ctgtgcccat 3 00 
ggtgctcagt gccatgggct tcactgcggc gggaatcgcc tcgtcctcca tagcagccaa 3 60 
gatgatgtcc gcggcggcca ttgccaatgg gggtggagtt gcctcgggca gccttgtggc 420 
tactctgcag tcactgggag caactggact ctccggattg accaagttca tcctgggctc 480 
cattgggtct gccattgcgg ctgtcattgc gaggttctac tagctccctg cccctcgccc 540 
tgcagagaag agaaccatgc caggggagaa ggcacccagc catcctgacc cagcgaggag 6 00 
ccaactatcc caaatatacc tggggtgaaa tataccaaat tctgcatctc cagaggaaag 6 60 
tgagaaatag agatgaagtg ttgt 684 

<210> 125 
<211> 644 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> iuisc_f eature 

<223> Incyte ID No: 474457.45 



<400> 125 

taagacggtg aggtcagctt cacattctca ggaactctcc ttctttgggt ctggctgaag 60 
ttgaggatct cttactctct aggccacgga attaacccga gcaggcatgg aggcctctgc 120 
tctcacctca tcagcagtga ccagtgtggc caaagtggtc agggtggcct ctggctctgc 18 0 
cgtagttttg cccctggcca ggattgctac agttgtgatt ggaggagttg tggctgtgcc 240 
catggtgctc agtgccatgg gcttcactgc ggcgggaatc gcctcgtcct ccatagcagc 3 00 
caagatgatg tccgcggcgg ccattgccaa tgggggtgga gttgcctcgg gcagccttgt 3 60 
ggctactctg cagtcactgg gagcaactgg actctccgga ttgaccaagt tcatcctggg 420 
ctccattggg tctgccattg cggctgtcat tgcgaggttc tactagctcc ctgcccctcg 480 
ccctgcagag aagagaacca tgccagggga gaaggcaccc agccatcctg acccagcgag 540 
gagccaacta tcccaaatat acctggggtg aaatatacca aattctgcat ctccagagga 600 
aaataagaaa taaagatgaa ttgttgcaac tctaaaaaaa aaaa 644 



<210> 126 

<211> 1115 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 898779CB1 



<400> 126 

ttagccaggt gtgttggcac attcctgtaa 
aatcgcttga acccgggagg tggaggttgc 
gcctgggcga cagagcaaga cttcatctca 
cagcagccgt ccggagccag ccaacgagcg 
tgcgttatct gggtctggaa acccaaaccc 
gcctgctggg gcagggggct acccaggggc 
acccccaggg gcttatcctg gacaggcacc 
ttatcccgga gcacctgcac ctggagtcta 
cccatcttct ggacagccaa gtgcccccgg 
ccctgctggg ccactgattg tgccttataa 
catgctgata acaattctgg gcacggtgaa 
ccaaagaggg aatgatgttg ccttccactt 
agtcattgtt tgcaatacaa agctggataa 
tttcccattt gaaagtggga aaccattcaa 
caaggttgca gtgaatgatg ctcacttgtt 
tgaaatcagc aaactgggaa tttctggtga 



tcccagctac tcaggaggct gaaacaggag 6 0 
agtgagccga gatcacacca ctgcactcca 12 0 
aaaaaaaaaa aaaagggcgg cgctcctcgc 180 
gaaaatggca gacaattttt cgctccatga 240 
tcaaggatgg cctggcgcat gggggaacca 300 
ttcctatcct ggggcctacc ccgggcaggc 3 60 
tccaggcgcc taccatggag cacctggagc 42 0 
cccagggcca cccagcggcc ctggggccta 480 
agcctaccct gccactggcc cctatggcgc 54 0 
cctgcctttg cctgggggag tggtgcctcg 60 0 
gcccaatgca aacagaattg ctttagattt 66 0 
taacccacgc ttcaatgaga acaacaggag 72 0 
taactgggga agggaagaaa gacagtcggt 78 0 
aatacaagta ctggttgaac ctgaccactt 84 0 
gcagtacaat catcgggtta aaaaactcaa 9 00 
catagacctc accagtgctt catataccat 960 
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gatataatct gaaaggggca gattaaaaaa aaaaaaagaa tctaaacctt acatgtgtaa 1020 
aggtttcatg ttcactgtga gtgaaaattt ttacattcat caatatccct cttgtaagtc 1080 
atctacttaa taaatattac agtgaaaaaa aaaaa 1115 

<210> 127 
<211> 250 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 898779CD1 

<400> 127 



Met 


Ala 


Asp 


Asn 


Phe 


Ser 


Leu 


His 


Asp 


Ala 


Leu 


Ser 


Gly 


Ser 


Gly 


1 








5 










10 










15 


Asn 


Pro 


Asn 


Pro 


Gin 


Gly 


Trp 


Pro 


Gly Ala 


Trp 


Gly Asn 


Gin 


Pro 










20 










25 










30 


Ala 


Gly 


Ala 


Gly 


Gly 


Tyr 


Pro 


Gly 


Ala 


Ser 


Tyr 


Pro 


Gly Ala 


Tyr 










35 










40 










45 


Pro 


Gly 


Gin 


Ala 


Pro 


Pro 


Gly 


Ala 


Tyr 


Pro 


Gly Gin Ala 


Pro 


Pro 










50 










55 










60 


Gly 


Ala 


Tyr 


His 


Gly 
65 


Ala 


Pro 


Gly 


Ala 


Tyr 
70 


Pro 


Gly 


Ala 


Pro 


Ala 
75 


Pro 


Gly 


Val 


Tyr 


Pro 


Gly 


Pro 


Pro 


Ser 


Gly 


Pro 


Gly Ala 


Tyr 


Pro 










80 










85 










90 


Ser 


Ser 


Gly Gin 


Pro 


Ser 


Ala 


Pro 


Gly 


Ala 


Tyr 


Pro 


Ala 


Thr 


Gly 
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100 










105 


Pro 


Tyr 


Gly Ala 


Pro 


Ala 


Gly 


Pro 


Leu 


He 


Val 


Pro 


Tyr 


Asn 


Leu 










110 










115 










120 


Pro 


Leu 


Pro 


Gly 


Gly 
125 


Val 


Val 


Pro 


Arg 


Met 
130 


Leu 


He 


Thr 


He 


Leu 
135 


Gly 


Tlir 


Val 


Lys 


Pro 
140 


Asn 


Ala 


Asn 


Arg 


He 
145 


Ala 


Leu 


Asp 


Phe 


Gin 
150 


Arg 


Gly 


Asn 


Asp 


Val 
155 


Ala 


Phe 


His 


Phe 


Asn 
160 


Pro 


Arg 


Phe 


Asn 


Glu 
165 


Asn 


Asn 


Arg 


Arg 


Val 
170 


lie 


Val 


Cys 


Asn 


Thr 
175 


Lys 


Leu 


Asp 


Asn 


Asn 
180 


Trp 


Gly 


Arg 


Glu 


Glu 
185 


Arg 


Gin 


Ser 


Val 


Phe 
190 


Pro 


Phe 


Glu 


Ser 


Gly 
195 


Lys 


Pro 


Phe 


Lys 


lie 
200 


Gin 


Val 


Leu 


Val 


Glu 
205 


Pro 


Asp 


His 


Phe 


Lys 
210 


Val 


Ala 


Val 


Asn 


Asp 
215 


Ala 


His 


Leu 


Leu 


Gin 
220 


Tyr 


Asn 


His 


Arg 


Val 
225 


Lys 


Lys 


Lgu 


Asn 


Glu 


He 


Ser 


Lys 


Leu Gly 


He 


Ser 


Gly Asp 


He 










230 










235 










240 


Asp 


Leu 


Thr 


Ser 


Ala 
245 


Ser 


Tyr 


Thr 


Met 


He 
250 













<210> 128 

<211> 2528 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1843408CB1 

<400> 128 

ctatcgagcc gattcggctc gaggggaaca caaacttgct ggcgggaaga gcccggaaag 60 
aaacctgtgg atctcccttc gagatcatcc aaagagaaga aaggtaagta gagctttgca 12 0 
tttacatttt gaaaaattac aaagatgaac tcattttttt cctgagagca ataactattt 180 
ggcaatgcac agccctggca aaaggccgtc gaatgtgttt gaaggtgtct gttgttgttt 240 
ttgttcagga cgcttgcgtt ttctatttca ggtgacctca cattcgtgcc ccttagcagc 3 00 
actctgcaga aatgcctcct cagctgcaaa acggcctgaa cctctcggcc aaagttgtcc 3 60 
agggaagcct ggacagccta ccccaggcag tgagggagtt tctcgagaat aacgctgagc 420 
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tgtgtcagcc tgatcacatc cacatctgtg acggctctga ggaggagaat gggcggcttc 480 
tgggccagat ggaggaagag ggcatcctca ggcggctgaa gaagtatgac aactgctggt 540 
tggctctcac tgaccccagg gatgtggcca ggatcgaaag caagacggtt atcgtcaccc 5 00 
aagagcaaag agacacagtg cccatcccca aaacaggcct cagccagctc ggtcgctgga 660 
tgtcagagga ggattttgag aaagcgttca atgccaggtt cccagggtgc atgaaaggtc 720 
gcaccatgta cgtcatccca ttcagcatgg ggccgctggg ctcacctctg tcgaagatcg 780 
gcatcgagct gacggattcg ccctacgtgg tggccagcat gcggatcatg acgcggatgg 840 
gcacgcccgt cctggaagca ctgggcgatg gggagtttgt caaatgcctc cattctgtgg 9 00 
ggtgccctct gcctttacaa aagcctttgg tcaacaactg gccctgcaac ccggagctga 960 
cgctcatcgc ccacctgcct gaccgcagag agatcatctc ctttggcagt gggtacggcg 102 0 
ggaactcgct gctcgggaag aagtgctttg ctctcaggat ggccagccgg ctggccaagg 108 0 
aggaagggtg gctggcagag cacatgctga ttctgggtat aaccaaccct gagggtgaga 114 0 
agaagtacct ggcggccgca tttcccagcg cctgcgggaa gaccaacctg gccatgatga 1200 
accccagcct ccccgggtgg aaggttgagt gcgtcgggga tgacattgcc tggatgaagt 1260 
ttgacgcaca aggtcattta agggccatca acccagaaaa tggctttttc ggtgtcgctc 1320 
ctgggacttc agtgaagacc aaccccaatg ccatcaagac catccagaag aacacaatct 13 8 0 
ttaccaatgt ggccgagacc ag'cgacgggg gcgtttactg ggaaggcatt gatgagccgc 144 0 
tagcttcagg cgtcaccatc acgtcctgga agaataagga gtggagctca gaggatgggg 150 0 
aaccttgtgc ccaccccaac tcgaggttct gcacccctgc cagccagtgc cccatcattg 1560 
atgctgcctg ggagtctccg gaaggtgttc ccattgaagg cattatcttt ggaggccgta 162 0 
gacctgctgg tgtccctcta gtctatgaag ctctcagctg gcaacatgga gtctttgtgg 1580 
gggcggccat gagatcagag gccacagcgg ctgcagaaca taaaggcaaa atcatcatgc 1740 
atgacccctt tgccatgcgg cccttctttg gctacaactt cggcaaatac ctggcccact 1800 
ggcttagcat ggcccagcac ccagcagcca aactgcccaa gatcttccat gtcaactggt 1860 
tccggaagga caaggaaggc aaattcctct ggccaggctt tggagagaac tccagggtgc 192 0 
tggagtggat gttcaaccgg atcgatggaa aagccagcac caagctcacg cccataggct 1980 
acatccccaa ggaggatgcc ctgaacctga aaggcctggg gcacatcaac atgatggagc 2 04 0 
ttttcagcat ctccaaggaa ttctgggaga aggaggtgga agacatcgag aagtatctgg 2100 
aggatcaagt caatgccgac ctcccctgtg aaatcgagag agagatcctt gccttgaagc 2160 
aaagaataag ccagatgtaa tcagggcctg agaataagcc agatgtaatc agggcctgag 2220 
tgctttacct ttaaaatcat taaattaaaa tccataaggt gcagtaggag caagagaggg 2280 
caagtgttcc caaattgacg ccaccataat aatcatcacc acaccgtgag cagatctgaa 2340 
aggcacactt tgattttttt aaggataaga accacagaac actgggtagt agctaatgaa 240 0 
attgagaagg gaaatcttag catgcctcca aaaattcaca tccaatgcat agtttgttca 2460 
aatttaaggt tactcaggca ttgatctttt cagtgttttt tcactttagc tatgtggatt 2520 
agctagaa 2528 

<210> 129 
<211> 622 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1843408CD1 

<400> 129 



Met 


Pro 


Pro 


Gin 


Leu 


Gin 


Asn 


Gly 


Leu 


Asn 


Leu 


Ser 


Ala 


Lys 


Val 


1 








5 










10 










15 


Val 


Gin 


Gly 


Ser 


Leu 


Asp 


Ser 


Leu 


Pro 


Gin 


Ala 


Val 


Arg 


Glu 


Phe 










20 










25 










30 


Leu 


Glu 


Asn 


Asn 


Ala 


Glu 


Leu 


Cys 


Gin 


Pro 


Asp 


His 


He 


His 


He 










35 










40 










45 


Cys 


Asp 


Gly 


Ser 


Glu 


Glu 


Glu 


Asn 


Gly Arg 


Leu 


Leu 


Gly 


Gin 


Met 










50 










55 










60 


Glu 


Glu 


Glu 


Gly 


He 


Leu 


Arg 


Arg 


Leu 


Lys 


Lys 


Tyr 


Asp 


Asn 


Cys 










65 










70 










75 


Trp 


Leu 


Ala 


Leu 


Thr 


Asp 


Pro 


Arg 


Asp 


Val 


Ala 


Arg 


He 


Glu 


Ser 










80 










85 










90 


Lys 


Thr 


Val 


He 


Val 


Thr 


Gin 


Glu 


Gin 


Arg 


Asp 


Thr 


Val 


Pro 


He 
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100 










105 


Pro 


Lys 


Thr 


Gly 


Leu 


Ser 


Gin 


Leu 


Gly 


Arg 


Trp 


Met 


Ser 


Glu 


Glu 










110 










115 










120 


Asp 


Phe 


Glu 


Lys 


Ala 


Phe 


Asn 


Ala 


Arg 


Phe 


Pro 


Gly 


Cys 


Met 


Lys 










125 










130 










135 


Gly 


Arg 


Thr 


Met 


Tyr 


Val 


He 


Pro 


Phe 


Ser 


Met 


Gly 


Pro 


Leu 


Gly 
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140 










145 










150 


Ser 


Pro 


Leu 


Ser 


Lys 
155 


He 


Gly 


He 


Glu 


Leu 
160 


Thr 


Asp 


Ser 


Pro 


Tyr 
165 


Val 


Val 


Ala 


Ser 


Met 
170 


Arg 


He 


Met 


Thr 


Arg 
175 


Met 


Gly 


Thr 


Pro 


Val 
180 


Leu 


Glu 


Ala 


Leu 


Gly 
185 


Asp 


Gly 


Glu 


Phe 


Val 

190 


Lys 


Cys 


Leu 


His 


Ser 
195 


Val 


Gly 


Cys 


Pro 


Leu 
200 


Pro 


Leu 


Gin 


Lys 


Pro 
205 


Leu 


Val 


Asn 


Asn 


Trp 
210 


Pro 


Cys 


Asn 


Pro 


Glu 
215 


Leu 


Thr 


Leu 


He 


Ala 
220 


His 


Leu 


Pro 


Asp 


Arg 
225 


Arg 


Glu 


He 


He 


Ser 
230 


Phe 


Gly 


Ser 


Gly 


Tyr 
235 


Gly 


Gly 


Asn 


Ser 


Leu 
240 


Leu 


Gly 


Lys 


Lys 


Cys 
245 


Phe 


Ala 


Leu 


Arg 


Met 
250 


Ala 


Ser 


Arg 


Leu 


Ala 
255 


Lys 


Glu 


Glu 


Gly 


Trp 
260 


Leu 


Ala 


Glu 


His 


Met 
265 


Leu 


He 


Leu 


Gly 


He 
270 


Thr 


Asn 


Pro 


Glu 


Gly 
275 


Glu 


Lys 


Lys 


Tyr 


Leu 
280 


Ala 


Ala 


Ala 


Phe 


Pro 
285 


Ser 


Ala 


Cys 


Gly 


Lys 
290 


Thr 


Asn 


Leu 


Ala 


Met 
295 


Met 


Asn 


Pro 


Ser 


Leu 
300 


Pro 


Gly 


Trp 


Lys 


Val 

305 


Glu 


Cys 


Val 


Gly 


Asp 
310 


Asp 


He 


Ala 


Trp 


Met 
315 


Lys 


Phe 


Asp 


Ala 


Gin 
320 


Gly 


His 


Leu 


Arg 


Ala 
325 


He 


Asn 


Pro 


Glu 


Asn 
330 


Gly 


Phe 


Phe 


Gly 


Val 
335 


Ala 


Pro 


Gly 


Thr 


Ser 
340 


Val 


Lys 


Thr 


Asn 


Pro 
345 


Asn 


Ala 


He 


Lys 


Thr 
350 


He 


Gin 


Lys 


Asn 


Thr 
355 


He 


Phe 


Thr 


Asn 


Val 
360 


Ala 


Glu 


Thr 


Ser 


Asp 
365 


Gly 


Gly 


Val 


Tyr 


Trp 
370 


Glu 


Gly 


He 


Asp 


Glu 
375 


Pro 


Leu 


Ala 


Ser 


Gly 
380 


Val 


Thr 


He 


Thr 


Ser 
385 


Trp 


Lys 


Asn 


Lys 


Glu 
390 


Trp 


Ser 


Ser 


Glu 


Asp 
395 


Gly 


Glu 


Pro 


Cys 


Ala 

400 


His 


Pro 


Asn 


Ser 


Arg 
405 


Phe 


cys 


Thr 


Pro 


Ala 
410 


Ser 


Gin 


Cys 


Pro 


He 
415 


He 


Asp 


Ala 


Ala 


Trp 
420 


Glu 


Ser 


Pro 


Glu 


Gly 
425 


Val 


Pro 


He 


Glu 


Gly 
43 0 


He 


He 


Phe 


Gly 


Gly 
435 


Arg 


Arg 


Pro 


Ala 


Gly 
440 


Val 


Pro 


Leu 


Val 


Tyr 
445 


Glu 


Ala 


Leu 


Ser 


Trp 
450 


Gin 


His 


Gly 


Val 


Phe 
455 


Val 


Gly 


Ala 


Ala 


Met 
460 


Arg 


Ser 


Glu 


Ala 


Thr 
465 


Ala 


Ala 


Ala 


Glu 


His 
470 


Lys 


Gly 


Lys 


He 


He 
475 


Met 


His 


Asp 


Pro 


Phe 
480 


Ala 


Met 


Arg 


Pro 


Phe 
485 


Phe 


Gly 


Tyr 


Asn 


Phe 
490 


Gly 


Lys 


Tyr 


Leu 


Ala 
495 


His 


Trp 


Leu 


Ser 


Met 
500 


Ala 


Gin 


His 


Pro 


Ala 
505 


Ala 


Lys 


Leu 


Pro 


Lys 

510 


He 


Phe 


His 


Val 


Asn 
515 


Trp 


Phe 


Arg 


Lys 


Asp 
520 


Lys 


Glu 


Gly 


Lys 


Phe 
525 


Leu 


Trp 


Pro 


Gly 


Phe 
530 


Gly 


Glu 


Asn 


Ser 


Arg 
535 


Val 


Leu 


Glu 


Trp 


Met 
540 


Phe 


Asn 


Arg 


He 


Asp 
545 


Gly 


Lys 


Ala 


Ser 


Thr 
550 


Lys 


Leu 


Thr 


Pro 


He 
555 


Gly 


Tyr 


He 


Pro 


Lys 
560 


Glu 


Asp 


Ala 


Leu 


Asn 
565 


Leu 


Lys 


Gly 


Leu 


Gly 
570 


His 


He 


Asn 


Met 


Met 
575 


Glu 


Leu 


Phe 


Ser 


He 
580 


Ser 


Lys 


Glu 


Phe 


Trp 
585 


Glu 


Lys 


Glu 


Val 


Glu 
590 


Asp 


He 


Glu 


Lys 


Tyr 
595 


Leu 


Glu 


Asp 


Gin 


Val 
600 


Asn 


Ala 


Asp 


Leu 


Pro 
605 


Cys 


Glu 


He 


Glu 


Arg 
610 


Glu 


He 


Leu 


Ala 


Leu 
615 


Lys 


Gin 


Arg 


He 


Ser 
620 


Gin 


Met 
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<210> 130 
<211> 757 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_fGature 

<223> Incyte ID No: 3 51241.1 

<400> 130 

atgactcaaa ccccttaaag aacacagaac aaaggcacca ctcaccccat ttgggggtgt 60 

tctgttttct ttgtggagtt tcaagagtca tgggcagatt cttcttaggt ctaaagttct 120 

gctttcctgt attacattac ctcacctctt tggcttttgt gagtagcaga gattaccttg 180 

tactgtgaga ggattttacc ttgatgtgtg tactggcgga tgagagctac aaagttaaag 240 

ctgactgagg acagtttaca ggaagcagtc ttcactgttt tgttttttcc acctaggaag 3 00 

ttgtttagga tcctaattct aattcagagg tgcattctac agagtcttct ccattgcctt 3 60 

tcctctcaaa attaatcttg attggcttct ctgggcattt gcgtgaggaa ctgaaactca 420 

ttttcataga taaatgagag aatgagtttc ctcagctccc taaagggcat tttgcttctc 480 

ccagctgaaa ggctcccctg gattactagg ggctaagtgg gagtgtctag tgggttgacc 540 

cccagcaacg tgcagcagcc ctacagggaa tccccaacaa aattagtttt aaaaggcttg 600 

tccaagaaat gaatatagga gctggtcatt ccatgctttg agccctcctg gaggtgctag 6 60 

acctctggag acaaaaatga ctcagtggat aacacgctat ggagtcctgc caataaccca 720 

gcacacttca acccatccca ctaaacccta ggccttt 757 

<210> 131 

<211> 3036 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 413348.40 

<400> 131 

ggtaaacaac aggactataa atatcagagt gtgctgctgt ggctttgtgg agctgccaga 60 

gtaaagcaaa gagaaaggaa gcaggcccgt tggaagtggt tgtgacaacc ccagcaatgt 120 

ggagaagcct ggggcttgcc ctggctctct gtctcctccc atcgggagga acagagagcc 180 

aggaccaaag ctccttatgt aagcaacccc cagcctggag cataagagat caagatccaa 240 

tgctaaactc caatggttca gtgactgtgg ttgctcttct tcaagccagc tgatacctgt 3 00 

gcatactgca ggcatctaaa ttagaagacc tgcgagtaaa actgaagaaa gaaggatatt 3 60 

ctaatatttc ttatattgtt gttaatcatc aaggaatctc ttctcgatta aaatacacac 420 

atcttaagaa taaggtttca gagcatattc ctgtttatca acaagaagaa aaccaaacag 480 

atgtctggac tcttttaaat ggaagcaaag atgacttcct catatatgat agatgtggcc 540 

gtcttgtata tcatcttggt ttgccttttt ccttcctaac tttcccatat gtagaagaag 600 

ccattaagat tgcttactgt gaaaagaaat gtggaaactg ctctctcacg actctcaaag 660 

atgaagactt ttgtaaacgt gtatctttgg ctactgtgga taaaacagtt gaaactccat 720 

cgcctcatta ccatcatgag catcatcaca atcatggaca tcagcacctt ggcagcagtg 780 

agctttcaga gaatcagcaa ccaggagcac caaatgctcc tactcatcct gctcctccag 840 

gccttcatca ccaccataag cacaagggtc agcataggca gggtcaccca gagaaccgag 9 00 

atatgccagc aagtgaagat ttacaagatt tacaaaagaa gctctgtcga aagagatgta 9 60 

taaatcaatt actctgtaaa ttgcccacag attcagagtt ggctcctagg agctgatgct 1020 

gccattgtcg acatctgata tttgaaaaaa cagggtctgc aatcacctga tagtgtaaag 1080 

aaaacctccc atctttatgt agctgacagg gacttcgggc agaggagaac ataactgaat 1140 

cttgtcagtg acgtttgcct ccagctgcct gacaaataag tcagcagctt atacccacag 1200 

aagccagtgc cagttgacgc tgaaagaatc aggcaaaaaa gtgagaatga ccttcaaact 12 6 0 

aaatatttaa aataggacat actccccaat ttagtctaga cacaatttca tttccagcat 132 0 

ttttataaac taccaaatta gtgaaccaaa aatagaaatc agatttgtgc aaacatggag 138 0 

aaatctactg aattggcttc cagattttaa attttatgtc atagaaatat tgactcaaac 144 0 

catatttttt atgatggagc aactgaaagg tgattgcagc ttttggttaa tatgtctttt 150 0 

tttttctttt tccagtgttc tatttgcttt aatgagaata gaaacgtaaa ctatgaccta 156 0 

ggggtttctg ttggataatt agcagtttag aatggaggaa gaacaacaaa gacatgcttt 162 0 

Gcattttttt ctttacttat ctctcaaaac aatattactt tgtcttttca atcttctact 1680 

tttaactaat aaaataagtg gattttgtat tttaagatcc agaaatattc acgtgttaag 174 0 

tatttcctgg atcttaaaat acttaacacg tgaatatttt gctaaaaaag catatataac 1800 

tattttaaat atccatttat cttttgtata tctaagactc atcctgattt ttactatcac 1860 

acatgaataa agcctttgta tctttctttc tctaatgttg tatcatactc ttctaaaact 1920 
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tgagtggctg tcttaaaaga tataagggga aagataatat tgtctgtctc tatattgctt 1980 
agtaagtatt tccatagtca atgatggttt aataggtaaa ccaaacccta taaacctgac 2040 
ctcctttatg gttaatacta tttaagcaag aatgcagtac agaattggat acagtacgga 2100 
tttgtccaaa taaattcaat aaaaacctta aagctgactt cgtttgttat gtaggctgta 2160 
tgcatatatt gaaaacagaa gtgaaacttt cgattgcttt taaataaata ccaactaatg 2220 
aatttactgc taagctcaaa accgtctacg cttaaggtga gaatctttgc caacagaaag 22 80 
gcgttgctct aaatcgcgaa tggtattacg aagaattgca atctccttgt tttttttctt 2340 
cttgaaaatg ctgaagtttc cttctgtaga tactttgtgg caaaacagta gaatcctgat 2400 
atgattttga tttagtctga actcttgcta gtttggcatc aaactgaatc aaattgaaaa 2460 
gaaagttatt gaaactctag acaattagaa acaattgttt ctataattat aatccatgtt 2520 
atcctttgac atgtaatctg taattcaggt gtaaattaca gtatagacaa tagaaaaatc 2580 
tttctttaag aaataatttt tcagaaagag caaagaacag aaaaacaaga ttaaccctga 2640 
ttgcacggta aaattacctg gagaggtttt ttttttcttt gtttctaaag taccaaatgc 27 00 
ctgggcacta ctttagagat tctggtgtgc agctagcgtc atctttttct caaaacatca 27 60 
cgtgattcta tagtgcagac agggtttaga atctagttta acttaaatat aggtaaaaat 2820 
atttttacgt taaaatgagt gtattataaa gaaaatgtaa taaacagtca aggaagaaaa 2880 
cctcacgtag ctttctgcag gaactttgag gctgaacagt agaatttgaa tacgatcttg 2940 
tcgatatagt ttgaaccctt gctggcttca attaaactga atcaggttaa aaaagttctc 3000 
ataggccatt cttaacaggc catttttttt tgtttt 3 036 

<210> 132 

<211> 4440 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 983354.2 

<400> 132 

tctgtggtgc cttgggtcaa cgaccaggat gtccctttct gtccagactg tgggaataag 6 0 
ttcagcatcc ggaaccgccg ccaccactgc cgcctctgcg ggtctattat gtgcaagaag 12 0 
tgtatggagc tcatcagcct tcccttggca aaaattacga ctttgcatgg agaaagttga 18 0 
ccagaaagct ccagaataca tcaggatggc agcatcatta aatgctgggg agacaaccta 24 0 
cagtctggaa catgccagtg accttcgagt ggaagtgcag aaagtgtatg agctgataga 3 00 
cgctttaagt aagaagatct taaccttggg cttgaaccag gaccctccac cacatccaag 3 60 
caatttgcgg ctgcagagaa tgatcagata ctcagctaca ctttttttca gttcctcaaa 42 0 
ctgttctttg atgtcactgc caaccaaaga acagtttgag gaactgaaaa agaaaaggaa 480 
ggaggaaatg gagaggaaga gggccgtgga gagacaagct gccctggagt cccagcgaag 540 
gcttgaggaa aggcagagtg gcctggcttc tcgagcggcc aacggggagg tggcatctct 600 
ccgcaggggc cctgccccct tgagaaaggc tgagggctgg ctcccactgt caggaggtca 660 
ggggcagagt gaggactcag acccgctcct ccagcagatc cacaacatca catcattcat 72 0 
caggcaggcc aaggccgcgg gccgcatgga tgaagtgcgc actctgcagg agaacctgcg 7 80 
gcagctgcag gacgagtatg accagcagca gacagagaag gccatcgagc tgtcccggag 840 
gcaggctgag gaggaggacc tgcagcggga acagctgcag atgttgcgtg aacgggagtt 9 00 
ggaacgagaa agggagcagt ttcgggtggc atccctgcac acacggactc ggtccctgga 9 60 
cttcagagaa atcggccctt ttcagctgga gcccagcaga gagcctcgca cccaccttgc 1020 
ttatgctttg gatctaggct cttccccagt tccaagcagc acagctccca agaccccttc 1080 
acttagctca actcaaccca ccagagtgtg gtctgggccc ccagccgttg gccaggagcg 1140 
cttaccGcag agcagcatgc cacagcaaca tgaggggccc tccttaaacc cctttgatga 12 00 
ggaagacctc tccagcccca tggaagaggc cactactggt cctcctgctg caggggtttc 12 50 
cttagaccct tcagcccgca tcctgaaaga gtacaatcct ttcgaggaag aggacgaaga 132 0 
ggaggaagca gtggcaggga atccattcat tcagccagac agcccagctc ctaacccctt 13 80 
cagtgaggaa gacgaacatc cccagcagag gctctcaagc cctctggttc ctggtaaccc 1440 
ctttgaggaa cccacctgta tcaacccctt tgagatggac agtgacagtg ggccagaggc 1500 
tgaggagccc atagaggaag age tec tec t gcagcagatc gataacatca aggcatacat 1550 
ctttgatgcc aagcagtgcg gccgcatgga tgaggtagag gtgctgacag agaatctgcg 1620 
ggagctgaag cacaccctgg ccaagcagaa ggggggcact gactgaccag cagtggagag 1680 
ggcacctttg ggcccagggg tctggcagga gccagtggag caggacagag ggcaggcagg 1740 
atggatgggg aaggtggcag ggtgagaact cagatgcaca caggtgaggg gcaggaatct 18 00 
gctgttttgt gttgcgcact ttgaggtatt tccactacag ttgaataata aaatagaaac 18 60 
tagaacaggg agaatcagca ttcagttgct gcttttcctg tttattatta ctatcttttg 1920 
taatcggagg tttacccctt ttgaagggac tttacatttt tactaccgag atataactaa 1980 
atgcagctct gttgggccca gggcagaaat ggctgctgtg tacctcttgg gtccatttgc 2 040 
tactgcctag tcttggttcc ttatgcagta ttatagggca gcctttttag agcccttcct 2100 
ttagccaaga cagagaagat agattccact gagctctatt ctgctctgac agaagtccat 2150 
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ccctagtagg ctgtgagttc catttcacct ggggccgcct ctcccctgct ctgcacttcc 222 0 
tgtctgtaca atagaagggg gaggtgctgc tatgaagggg agagtttaga cccaggagag 228 0 
cccagcacct ctttttaagg tggggtgatg ggaatatttc accagggtct attttctcag 234 0 
tttaagttct tttttgtctc tttcaggaag ttaagctccc aaagtgctgg gaatacaggc 240 0 
gtgagccact gtgcccgccc tgatgagata ttttattacc aatgttagta ttgagaaact 2460 
gaaatgtttg aagaagcaca acccaggatc gtgctggtag caccacagta cttaaactat 252 0 
tggtcaatta aggccagaaa gggaaattgt taatttagct ctggtgcttt ggtttacagg 2580 
aacataactc ttaactgaca tctgacatca tgatagccat atgtgctcag ctctgggtag 2 640 
agtttctgca gttactcatc tgaactaatg aacaataact gaccactagt cactttatgc 2700 
cgtgtaacta gctctaggcc atactttcac tggttactgg tgtgaaagct gaaattcatt 2760 
ttgttacatt ctggtgaaga cccctcttga taatgggaat gttttaactc tcttgatgaa 2820 
aaaataatct gtatttgtgt tgatgttcac atttctgtag cacatttctt atccttttgg 2880 
ttgaatgaaa agatcttgta taggggtgtg gagatgggga gtgggtagaa gtgtgtgaag 2 940 
gacgctttgc atttgggatc tgttcacaaa cagccatatg agtgtgttaa tgaatgtcag 3 000 
ccagttacca accctgctgg ttgttatggg ttgttttgag aagttggcaa ccaggcatct 3 060 
aagatgttgc ctggtacagg cctcttttct tccctgaggc ccatgacatt tctctgttac 312 0 
tctagagggt ttctcagatg gccagtaggc tcctccctgc ttagggtctc atttctctga 3180 
aaagaggatg aactgaaaag caggtagttc cagaagctaa ttgctgcttt ccatcataat 3240 
tatttttctt gtgagaacat ttctctttta attagctagt gattttgatt aagactaatt 3300 
cactaaacat acccttccct caaatcacct caggtagcaa tctgtaagta actaaaagca 33 60 
ttgaaaaaca cacaagaaac atttttaaaa actattttta aaggcctggc cgggtgcagt 342 0 
ggctcactcc tgtaatccca gcactttggg aggccgagac gggtggatca cctgaggtca 3 480 
ggaatttgag actagcatgg ccaacatggt gaaaccccgt gtctactaaa aatacaaaaa 3 540 
ttagctgggc gtggtggcag acgcctgtaa tcccagctac tcagggaggc tgaggcacga 3 600 
gaatcgcttg aacctgggag gcggaggttg cagtgagcca agattgcgcc actgcactcc 3 660 
aacctgggtg acaagagcaa gactccgtct cacaaaaaac aaacaaaact gactgattga 3720 
atatactaaa ccaaactaaa atcatattct tttgattaag tttatccatg gctgtattct 3780 
tctatgaatt cttccattta attcttccac gattatcttc tcctgtaaat acatcacagg 3840 
agttagaatt ctctacccat cagctgtacc atgtcgcaga attcatgcag gcacaaagtt 3 900 
ggagttacag agatgggttg acagcaggca aacttggcct atgtattata accacaactt 3 960 
caagttctta cctcatgtga atattcaccc tttctttagt cttccaaggc aaacagcccc 4 02 0 
gtctcatcac cagatgagca aggtcttgat atggcatagc agatctccct agacacagat 4080 
catgagaaaa gatggaagag acttagggat tcaggcatca gatgaagttg gcttttccct 4140 
tttatgcctt gtttgtattt accctgtcta atacactaag gatacttact cattgtactt 4200 
gcagctcaat atgtctttgc tgttcagata ctaaaatgta cctctgagtc attgtgagct 4260 
gtgtggtagg ttggacattg gcatagttgg tgatgggact caaaatgaaa aggtggtctc 432 0 
tttaccaggt cacagactgt agcagattgt gcttgttatc tgacaatgac tgtcactttg 4380 
agggtcgttg atttgcatgc actactctgg ggccttgtat tggagccttt tttaaaaaaa 4440 

<210> 133 

<211> 1456 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 235845.20 

<400> 133 

gccaggtgga ggcctgctga ggcagtggtt gtggggatcg gtctccaggc agcagggggc 6 0 

agcagggtca aggagaggct aactggccac gggtggggcc agcaggcggg cagaaggagg 120 

ctttaaagcg cctaccctgc ctgcaggtga gcagtggtgt gtgagagcca ggcgtccctc 180 

tgcctgccca ctcagtggca acacccggga gctgttttgt cctttgtgga gcctcagcag 240 

ttccctcttt cagaactcac tgccaagagc cctgaacagg agccaccatg cagtgcttca 3 00 

gcttcattaa gaccatgatg atcctcttca atttgctcat ctttctgtgt ggtgcagccc 3 60 

tgttggcagt gggcatctgg gtgtcaatcg atggggcatc ctttctgaag atcttcgggc 42 0 

cactgtcgtc cagtgccatg cagtttgtca acgtgggcta cttcctcatc gcagccggcg 480 

ttgtggtctt tgctcttggt ttcctgggct gctatggtgc taagactgag agcaagtgtg 540 

ccctcgtgac gttcttcttc atcctcctcc tcatcttcat tgctgaggtt gcagctgctg 600 

tggtcgcctt ggtgtacacc acaatggctg agcacttcct gacgttgctg gtagtgcctg 660 

ccatcaagaa agattatggt tcccaggaag acttcactca agtgtggaac accaccatga 720 

aagggctcaa gtgctgtggc ttcaccaact atacggattt tgaggactca ccctacttca 780 

aagagaacag tgcctttccc ccattctgtt gcaatgacaa cgtcaccaac acagccaatg 840 

aaacctgcac caagcaaaag gctcacgacc aaaaagtaga gggttgcttc aatcagcttt 9 00 

tgtatgacat ccgaactaat gcagtcaccg tgggtggtgt ggcagctgga attgggggcc 9 60 

tcgagctggc tgccatgatt gtgtccatgt atctgtactg caatctacaa taagtccact 1020 
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tctgcctctg ccactactgc tgccacatgg gaactgtgaa gaggcaccct ggcaagcagc 1080 
agtgattggg ggaggggaca ggatctaaca atgtcacttg ggccagaatg gacctgccct 114 0 
ttctgctcca gacttggggc tagataggga ccactccttt taggcgatgc ctgactttcc 1200 
ttccattggt gggtggatgg gtggggggca ttccagagcc tctaaggtag ccagttctgt 12 6 0 
tgcccattcc cccagtctat taaacccttg atatgccccc taggcctagt ggtgatccca 132 0 
gtgctctact gggggatgag agaaaggcat tttatagcct gggcataagt gaaatcagca 138 0 
gagcctctgg gtggatgtgt agaaggcact tcaaaatgca taaacctgtt acaatgttaa 1440 
aaaaaaaaca aaaagg 145 6 



<210> 134 

<211> 1398 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> raisc_f eature 

<223> Incyte ID No: 266360.18 



<400> 134 

ggggcggaga ggcctggcgc acagggcgag 
gtacccgggg catcctggcg ccggcggcgg 
cggagggcct gcgtttcccg gacaaactca 
agctggacag gatgggcaga tagatgctga 
cattgctgga ggatacaaac cttttaacct 
ggatagagat atgtctggca caatgggttt 
gaatggctgg agacaacact ttatcagttt 
acaagaattg cagaaggccc tgacaacaat 
ttcaattgca aaacgataca gcaccaatgg 
ctgcgtcaaa ctgagggctc ttacagacag 
tgttgtgaat ttcccatatg atgatttcat 
gaagctgcat gaatgtaatc aacattccaa 
cttcggtaat atgtataaac ttacatcacg 
ttactttatg tacaactgaa gttttgtttt 
ataagatcta gtctgttaca ccatttagaa 
ttttcttgct aaaactctat gtaaatttaa 
tttttcattg tgagacacta aaaactgtta 
tacaaagaat actccacaca taaaaactta 
taaaacaaca aaaaaggtaa tccagtaatc 
cacgcccttc aaaacctgtt gaataatttg 
tttttgtcat ctatttaaac ctttgttaac 
taactatata aaaagaaaat tgatagaata 
atgtttagtt tggatgagtg agatctagat 
gagttccata ggcttgcc 



ggcggctgcg gcgcagtctg gcagcatggc 6 0 
gtactaccca ggcgggtatg gaggggctcc 12 0 
ggatccgctg tatggttact ttgctgctgt 180 
tgaattgcag agatgtctga cacagtctgg 240 
ggagacttgc cggcttatgg tttcaatgct 3 00 
caatgaattt aaagaactct gggctgtact 3 60 
tgacactgac aggagtggaa cagtagaccc 42 0 
gggatttagg ttgagtcccc aggctgtgaa 480 
aaagatcacc ttcgacgact acatcgcctg 540 
ctttcgaaga cgggatactg ctcagcaagg 600 
tcaatgtgtc atgagtgttt aaatcaagag 660 
ctggagctct cctttgcttg tcctctttgc 720 
actttctctt aacagctgtt gtaaagttta 780 
agttttgata ataaattctt tggaacttta 840 
ctttcctgag ccattatcag tcatgcctta 900 
gtatgcaaaa tgtttaagtc acattattta 960 
atcagactac agctgttatc tttcctctcc 1020 
ggtaaatgac atagacgcac ttgggtgaaa 1080 
cacgtcagga ttcaccttag aagtttagca 1140 
attggcaaat actatctgtc accaagtccc 1200 
tctccttaaa aatcttgtac attataagct 1250 
aggctaaggg ggtatatgga tatattaacg 1320 
gacttatgat tgcttagatc agtggtgtcc 13 8 0 
1398 



<210> 135 
<211> 694 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 266360.15 

<220> 

<2 21> unsure 
<222> 77, 103 

<223> a, t, c, g, or other 



<400> 135 

cggcgcagct ctgcagcatg gcgtaacccg 
cccaggcggg gtaagtngct gactgcgcgg 
agaggccacc ttggagatgc tgcggccagc 
tttcccggac aaactcagga tccgctgtat 
gggcagatag atgctgatga attgcagaga 
tacaaacgat ttaggttgag tccccaggct 
aatggaaaga tcaccttcga cgactacatc 



gggcatcctg gcgccggcgg cgggtaacta 60 
gatcgcggcc cangcggctc cggggcgcta 12 0 
gggtatggag gggctcccgg agggcctgcg 18 0 
ggttactttg ctgctgtagc tggacaggat 24 0 
tgtctgacac agtctggcat tgctggagga 3 00 
gtgaattcaa ttgcaaaacg atacagcacc 3 60 
gcctgctgcg tcaaactgag ggctcttaca 42 0 
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gacagctttc gaagacggga tactgctcag caaggtgttg tgaatttccc atatgatgat 480 
ttcattcaat gtgtcatgag tgtttaaatc aagaggaagc tgcatgaatg taatcaacat 540 
tccaactgga gctctccttt gcttgtcctc tttgccttcg gtaatatgta taaacttaca 600 
tcacgacttt ctcttaacag ctgttgtaaa gtttattact ttatgtacaa ctgaagtttg 660 
gttttagttt tgataataaa ttctttggaa cttt 694 



<210> 136 
<211> 406 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1310030.1 



<400> 136 

gagaagacag gactcaggac aatctccagc atggcctggt cccctctctt cctcaccctc 60 
atcactcact gtgcagggtc ctgggcccag tctgtgctga ctcagccacc ctcggtgtct 120 
gggacccccg gacagagggt caccatctcc tgttctggca gcagctccaa catcggaagt 180 
ctactgtgac tggtatcaac aattcccagg aatggccccc agacttctca tttataggga 240 
ttatcagcgg ccctcagggg tccctgaccg attctactgg ctccaggtct ggcaccgcag 3 00 
cctccctggc catcagtggt ctccagcctg aagatgaggc tgattactat tgtgcacctg 360 
ggataccagc ctgggtgttc atgtgctgtt cggcggaggg accaaa 40 6 



<210> 137 
<211> 1380 
<212> DNA 
<213> Homo sapie: 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2804864CB1 



<400> 137 

cgcacagggc gagggcggct gcggcgcagt 
cgccggcggc gggtactacc caggcgggta 
cggacaaact caggatccgc tgtatggtta 
gatagatgct gatgaattgc agagatgtct 
accttttaac ctggagactt gccggcttat 
cacaatgggt ttcaatgaat ttaaagaact 
ctttatcagt tttgacactg acaggagtgg 
cctgacaaca atgggattta ggttgagtcc 
cagcaccaat ggaaagatca ccttcgacga 
tcttacagac agctttcgaa gacgggatac 
tgatgatttc attcaatgtg tcatgagtgt 
tcaacattcc aactggagct ctcctttgct 
acttacatca cgactttctc ttaacagctg 
aagttttgtt ttagttttga taataaattc 
caccatttag aactttcctg agccattatc 
atgtaaattt aagtatgcaa aatgtttaag 
taaaaactgt taatcagact acagctgtta 
cataaaaact taggtaaatg acatagacgc 
aatccagtaa tccacgtcag gattcacctt 
ttgaataatt tgattggcaa atactatctg 
acctttgtta actctcctta aaaatcttgt 
attgatagaa taaggctaag ggggtatatg 
tgagatctag atgacttatg attgcttaga 



ctgcagcatg gcgtacccgg ggcatcctgg 60 
tggaggggct cccggagggc ctgcgtttcc 120 
ctttgctgct gtagctggac aggatgggca 180 
gacacagtct ggcattgctg gaggatacaa 240 
ggtttcaatg ctggatagag atatgtctgg 3 00 
ctgggctgta ctgaatggct ggagacaaca 3 60 
aacagtagac ccacaagaat tgcagaaggc 42 0 
ccaggctgtg aattcaattg caaaacgata 480 
ctacatcgcc tgctgcgtca aactgagggc 540 
tgctcagcaa ggtgttgtga atttcccata 600 
ttaaatcaag aggaagctgc atgaatgtaa 660 
tgtcctcttt gccttcggta atatgtataa 720 
ttgtaaagtt tattacttta tgtacaactg 780 
tttggaactt taataagatc tagtctgtta 840 
agtcatgcct tattttcttg ctaaaactct 9 00 
tcacattatt tatttttcat tgtgagacac 960 
tctttcctct cctacaaaga atactccaca 1020 
acttgggtga aataaaacaa caaaaaaggt 108 0 
agaagtttag cacacgccct tcaaaacctg 1140 
tcaccaagtc cctttttgtc atctatttaa 1200 
acattataag cttaactata taaaaagaaa 1260 
gatatattaa cgatgtttag tttggatgag 132 0 
tcagtggtgt ccgagttcca taggcttgcc 138 0 



<210> 138 
<211> 198 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2804864CD1 
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Met 


Ala 


Tyr 


Pro 


Gly 


His 


Pro 


Gly 


Ala 


Gly 


Gly 


Gly 


Tyr 


Tyr 


Pro 


1 








5 










10 










15 


Gly 


Gly 


Tyr 


Gly 


Gly 


Ala 


Pro 


Gly Gly 


Pro 


Ala 


Phe 


Pro 


Gly 


Gin 










20 










25 










30 


Thr 


Gin 


Asp 


Pro 


Leu 
35 


Tyr 


Gly 


Tyr 


Phe 


Ala 
40 


Ala 


Val 


Ala 


Gly 


Gin 
45 


Asp 


Gly 


Gin 


lie 


50 


Ala 


Asp 


Glu 


Leu 


Gin 
55 


Arg 


Cys 


Leu 


Thr 


Gin 
60 


Ser 


Gly 


He 


Ala 


Gly 
65 


Gly 


Tyr 


Lys 


Pro 


Phe 
70 


Asn 


Leu 


Glu 


Thr 


Cys 
75 


Arg 


Leu 


Met 


Val 


Ser 
80 


Met 


Leu 






Asp 
85 


Met 


Ser 


Gly 


Thr 


Met 
90 


Gly 


Phe 


Asn 


Glu 


Phe 


Lys 


Glu 






Ala 


Val 


Leu 


Asn 


Gly 


Trp 








95 










100 










105 


Arg 


Gin 


His 


Phe 


He 
110 


Ser 


Phe 






Asp 
115 


Arg 


Ser 


Gly 


Thr 


Val 
120 


Asp 


Pro 


Gin 


Glu 


Leu 


Gin 


Lys 






Thr 


Thr 


Met 


Gly 


Phe 


Arg 








125 










130 










135 


Leu 


Ser 


Pro 


Gin 


Ala 
140 


Val 


Asn 


Ser 


He 


Ala 
145 


Lys 


Arg 


Tyr 


Ser 


Thr 
150 


Asn 


Gly 


Lys 


He 


Thr 
155 


Phe 


Asp 


Asp 


Tyr 


He 
160 


Ala 


Cys 


Cys 


Val 


Lys 
165 


Leu 


Arg 


Ala 


Leu 


Thr 
170 


Asp 


Ser 


Phe 


Arg 


Arg 
175 


Arg 


Asp 


Thr 


Ala 


Gin 
180 


Gin 


Gly 


Val 


Val 


Asn 
185 


Phe 


Pro 


Tyr 


Asp 


Asp 
190 


Phe 


He 


Gin 


Cys 


Val 
195 


Met 


Ser 


Val 



























<210> 139 

<211> 1527 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_featurG 

<223> Incyte ID No: 349615.7 

<400> 139 

gcaggggttc gtttgtgata tggtagtacg 
ttatatcaaa ataatttctt ttaaaattta 
atgctcctac cctcaccccc ttgcaggaac 
taaaaagggg agctttgaaa ttggaggaac 
tcagttcggt gatgcatttt ggaacagtag 
aatgatgacc agctgggcca tcgtctgtga 
ggaaggagaa gatgcagtcc agtttgctaa 
aggcctgact gaacttccct gggatggagg 
taaggaagag cagcagaaaa attacagcaa 
agaggacgga tgacagcctt tagatctaga 
gttttgtttt gttttattgt tttgttttta 
tctctacctc tttatgccag aggcagaacc 
ttgtaacatt agccccatgg attgtaaggt 
tgtaaaatga tggcatcact gtggactgaa 
aaagtgtgtt tggaactcat cgatagggta 
gtaattagcG ttgccacttt cttcagtcac 
atgaccatta tggttatggt ctactgcaag 
ggaaaaggga caactttgtg gccacctgct 
tcattagtgt gttggaagag aaatactatt 
aagttaatgt gtgtgtgcat ttatatgtag 
ctggtaacaa agagcttagt tttccttgtt 
tcccatctac tgatttgttt gtttttgtaa 
aaaaaaaaaa aaatcacatt gagtaacttc 
cccctcaccc tccacccctt tgggcttttt 
aaaaatgact gatataatta tcttttggaa 
ataagtttcc ccaactcaca cagcata 



atgcctgtaa ttttgatatt ttaaattatt 60 
tttttaaaat gactgccttt aaaaatattc 12 0 
ttgcatcaac aatacttcag tcatgatgtt 180 
catacatcca gttgcaatta agtataaccc 240 
taaatacaac atggtgagct acctgcttcg 3 00 
cgtgtggtac atgcccccca tgaccagaga 3 60 
cagggttaag tctgctattg ctatacaagg 42 0 
actaaagaga gcaaaggtga aggacatctt 480 
gatgattgtg ggcaatggat ctctcagcta 540 
actagccctt agaaatggaa tggctttttt 6 00 
ttattgttaa tcttttctac agaatgattg 660 
tacaggtgcc ctttttggct tttgttgttg 72 0 
ggtttactga gttaaaacag attctgcttt 780 
tgaaatattt gtatagaaaa aagtgcttga 840 
attctccaaa aatgcccaaa ctctctttct 9 00 
ttaaatggtg agattacaca tcagtgcaag 9 60 
gttgaaagga aaaatggagg attgtattta 1020 
ctgaaagtca aaaggaaatg taaattagtg 1080 
cagtaagctt cgccaaagaa aagtgagtca 1140 
gcagctcgta gaccacattt tagccagcaa 12 00 
tgaatgctgt agatctgtac ctagtacccc 12 60 
ccaaacacat tttcagatag aaggagcctt 1320 
agtatgaatg aatgagagtg tgtggagcta 13 80 
attcccgaat tttcccagtc tcttaaacag 1440 
actgagcctt aatttttttt agagggggaa 1500 
1527 
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<210> 140 

<211> 1114 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 632664CB1 

<400> 140 

gccgcctctg ccgccgcgga cttcccgaac ctcttcagcc gcccggagcc gctcccggag 50 
cccggccgta gaggctgcaa tcgcagccgg tgagcccgca gcccgcgccc cgagcccgcc 120 
gccgcccttc gagggcgccc caggccgcgc catggtgaag gtgacgttca actccgctct 180 
ggcccagaag gaggccaaga aggacgagcc caagagcggc gaggaggcgc tcatcatccc 240 
ccccgacgcc gtcgcggtgg actgcaagga cccagatgat gtggtaccag ttggccaaag 3 00 
aagagcctgg tgttggtgca tgtgctttgg actagcattt atgcttgcag gtgttattct 3 60 
aggaggagca tacttgtaca aatattttgc acttcaacca gatgacgtgt actactgtgg 420 
aataaagtac atcaaagatg atgtcatctt aaatgagccc tctgcagatg ccccagctgc 480 
tctctaccag acaattgaag aaaatattaa aatctttgaa gaagaagaag ttgaatttat 540 
cagtgtgcct gtcccagagt ttgcagatag tgatcctgcc aacattgttc atgactttaa 6 00 
caagaaactt acagcctatt tagatcttaa cctggataag tgctatgtga tccctctgaa 6 60 
cacttccatt gttatgccac ccagaaacct actggagtta cttattaaca tcaaggctgg 720 
aacctatttg cctcagtcct atctgattca tgagcacatg gttattactg atcgcattga 780 
aaacattgat cacctgggtt tctttattta tcgactgtgt catgacaagg aaacttacaa 840 
actgcaacgc agagaaacta ttaaaggtat tcagaaacgt gaagccagca attgtttcgc 9 00 
aattcggcat tttgaaaaca aatttgccgt ggaaacttta atttgttctt gaacagtcaa 9 60 
gaaaaacatt attgaggaaa attaatatca cagcataacc ccacccttta cattttgtgc 102 0 
agtgattatt ttttaaagtc ttctttcatg taagtagcaa acagggcttt actatctttt 1080 
catctcatta attcaattaa aaccattacc ttaa 1114 

<210> 141 
<211> 266 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 632664CD1 

<400> 141 



Met 


Val 


Lys 


Val 


Thr 


Phe 


Asn 


Ser 


Ala 


Leu 


Ala 


Gin 


Lys 


Glu 


Ala 


1 








5 










10 










15 


Lys 


Lys 


Asp 


Glu 


Pro 
20 


Lys 


Ser 


Gly 


Glu 


Glu 
25 


Ala 


Leu 


He 


He 


Pro 

30 


Pro 


Asp 


Ala 


Val 


Ala 
35 


Val 


Asp 


Cys 


Lys 


Asp 
40 


Pro 


Asp 


Asp 


Val 


Val 
45 


Pro 


Val 


Gly 


Gin 


Arg 
50 


Arg 


Ala 


Trp 


Cys 


Trp 

55 


Cys 


Met 


Cys 


Phe 


Gly 
60 


Leu 


Ala 


Phe 


Met 


Leu 


Ala 


Gly 


Val 


He 


Leu Gly Gly Ala Tyr 


Leu 










65 










70 










75 


Tyr 


Lys 


Tyr 


Phe 


Ala 
80 


Leu 


Gin 


Pro 


Asp 


Asp 
85 


Val 


Tyr 


Tyr 


Cys 


Gly 
90 


He 


Lys 


Tyr 


He 


Lys 
95 


Asp 


Asp 


Val 


He 


Leu 
100 


Asn 


Glu 


Pro 


Ser 


Ala 
105 


Asp 


Ala 


Pro 


Ala 


Ala 
110 


Leu 


Tyr 


Gin 


Thr 


He 
115 


Glu 


Glu 


Asn 


He 


Lys 
120 


He 


Phe 


Glu 


Glu 


Glu 
125 


Glu 


Val 


Glu 


Phe 


He 
130 


Ser 


Val 


Pro 


Val 


Pro 
135 


Glu 


Phe 


Ala 


Asp 


Ser 
140 


Asp 


Pro 


Ala 


Asn 


He 
145 


Val 


His 


Asp 


Phe 


Asn 
150 


Lys 


Lys 


Leu 


Thr 


Ala 
155 


Tyr 


Leu 


Asp 


Leu 


Asn 
160 


Leu 


Asp 


Lys 


Cys 


Tyr 
165 


Val 


He 


Pro 


Leu 


Asn 
170 


Thr 


Ser 


He 


Val 


Met 
175 


Pro 


Pro 


Arg 


Asn 


Leu 
180 


Leu 


Glu 


Leu 


Leu 


He 
185 


Asn 


He 


Lys 


Ala 


Gly 
190 


Thr 


Tyr 


Leu 


Pro 


Gin 
195 
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Ser 


Tyr 


Leu 


lie 


His 

200 


Glu 


His 


Met 


Val 


He 
205 


Thr 


Asp 


Arg 


He 


Glu 
210 


Asn 


lie 


Asp 


His 


215 


Gly 


Phe 


Phe 


He 


Tyr 
220 


Arg 


Leu 


Cys 


His 


Asp 
225 


Lys 


Glu 


Thr 


Tyr 


Lys 
230 


Leu 


Gin 


Arg 


Arg 


Glu 
235 


Thr 


He 


Lys 


Gly 


He 
240 


Gin 


Lys 


Arg 


Glu 


Ala 


Ser 


Asn 


Cys 


Phe 


Ala 


He 


Arg 


His 


Phe 


Glu 








245 










250 










255 


Asn 


Lys 


Phe 


Ala 


Val 
260 


Glu 


Thr 


Lsu 


He 


Cys 
265 


Ser 











<210> 142 

<211> 1030 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No : 995929.22 



<400> 142 

gttgcgacat gcagtgcgcc ggaggaactg 
aagggaaact gcgaggcgaa ggtgaccggg 
ctggtgcacc accaccatgt tggctgcaag 
ggttttccac ccagctttca ccaaggcctc 
tcaatggctg ttaacaccta gcagggaata 
tgggagaact ggccaagaac tcaaagaggc 
taaaattgat cagatgggaa gatggtttgt 
attgtgctac tatggcttgg gactgtctaa 
ttggcctcag tatgtcaagg atagaattca 
tggtttaaca gctttgtctg ccatagcaat 
gatgagaggc tcttgggtga caattggtgt 
gctggtacga tcaataccat atgaccagag 
acattctggt gtgatgggtg cagtggtggc 
catcagagct gcatggtaca cagctggcat 
tgcgcccagt gaaaagtttc tgaacatggg 
ctttgtgtcc tcattgggat ctatgtttct 
ttactcagtg gcaatgtacg gtggattagt 
ccagaaagta 



tgctctttga ggccgacgct aggggcccgg 6 0 
gaccgagcat ttcagatctg ctcggtagac 120 
gctggtgtgt ctccggacac taccttctag 180 
ccctgttgtg aagaattcca tcacgaagaa 240 
tgccaccaaa acaagaattg ggatccggcg 3 00 
agcattggaa ccatcgatgg aaaaaatatt 3 60 
tgctggaggg gctgctgttg gtcttggagc 420 
tgagattgga gctattgaaa aggctgtaat 480 
ttccacctat atgtacttag cagggagtat 540 
cagcagaacg cctgttctca tgaacttcat 600 
gacctttgca gccatggttg gagctggaat 660 
cccaggccca aagcatcttg cttggttgct 72 0 
tcctctgaca atattagggg gtcctcttct 7 80 
tgtgggaggc ctctccactg tggccatgtg 840 
tgcacccctg ggagtgggcc tgggtctcgt 9 00 
tccacctacc accgtggctg gtgccactct 9 60 
tcttttcagc atgttccttc tgtatgatac 1020 
1030 



<210> 143 

<211> 2386 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 995929.27 

<220> 

<221> unsure 

<222> 1907, 2297 

<223> a, t, c, q, or other 



<400> 143 

gtgaccgggg accgagcatt tcagatctgc tcggtagacc tggtgcacca ccaccatgtt 60 
ggctgcaagg ctggtgtgtc tccggacact accttctagg gttttccacc cagctttcac 12 0 
caaggcctcc cctgttgtga agaattccat cacgaagaat caatggctgt taacacctag 18 0 
cagggaatat gccaccaaaa caagaattgg gatccggcgt gggagaactg gccaagaact 24 0 
caaagaggca gcattggaac catcgatgga aaaaatattt aaaattgatc agatgggaag 3 00 
atggtttgtt gctggagggg ctgctgttgg tcttgggtga caattggtgt gacctttgca 3 60 
gccatggttg gagctggaat gctggtacga tcaataccat atgaccagag cccaggccca 42 0 
aagcatcttg cttggttgct acattctggt gtgatgggtg cagtggtggc tcctctgaca 48 0 
atattagggg gtcctcttct catcagagct gcatggtaca cagctggcat tgtgggaggc 540 
ctctccactg tggccatgtg tgcgcccagt gaaaagtttc tgaacatggg tgcacccctg 60 0 
ggagtgggcc tgggtctcgt ctttgtgtcc tcattgggat ctatgtttct tccacctacc 660 
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accgtggctg gtgccactct ttactcagtg gcaatgtacg gtggattagt tcttttcagc 720 
atgttccttc tgtatgatac ccagaaagta atcaagcgtg cagaagtatc accaatgtat 780 
ggagttcaaa aatatgatcc cattaactcg atgctgagta tctacatgga tacattaaat 840 
atatttatgc gagttgcaac tatgctggca actggaggca acagaaagaa atgaagtgac 9 00 
tcagcttctg gcttctctgc tacatcaaat atcttgttta atggggcaga tatgcattaa 9 60 
atagtttgta caagcagctt tcgttgaagt ttagaagata agaaacatgt catcatattt 102 0 
aaatgttccg gtaatgtgat gcctcaggtc tgcctttttt tctggagaat aaatgcagta 108 0 
atcctctccc aaataagcac acacattttc aattctcatg tttgagtgat tttaaaatgt 1140 
tttggtgaat gtgaaaacta aagtttgtgt catgagaatg taagtctttt ttctacttta 12 0 0 
aaatttagta ggttcactga gtaactaaaa tttagcaaac ctgtgtttgc atattttttt 1260 
ggagtgcaga atattgtaat taatgtcata agtgatttgg agctttggta aagggaccag 132 0 
agagaaggag tcacctgcag tcttttgttt ttttaaatac ttagaactta gcacttgtgt 1380 
tattgattag tgaggcgcca gtaagaaaca tctgggtatt tggaaacaag tggtcattgt 1440 
tacattcatc tgctgaactt aacaaaactg ttcatcctga aacaggcaca ggtgatgcat 1500 
tctcctgctg ttgcttctca gtgctctctt tccaatatag atgtggtcat gtttgacttg 1560 
tacagaatgt taatcataca gagaatcctt gatggaatta tatatgtgtg ttttactttt 162 0 
gaatgttaca aaaggaaata actttaaaac tattctcaag agaaaatatt caaagcatga 1680 
aatatgttgc tttttccaga atacaaacag tatactcatg attgctaagt gtttttttat 1740 
ttttgcatat ttattgaact gtctaattga atacagcttg ctcttgtcac ctcttcaagc 1800 
tttcaagcct ttatagaaaa gcttctttgt ggcttacact ggaaattatg aaagcagttt 1860 
ttctcctaag acttttggtt tctcgcattg cctctcagac taatcantaa aaagcaaagc 1920 
aaaacagaac tagttctgtc ttaatgaaat atatcaaccc aaaagtgtaa tgaggaaaat 1980 
gcttcattag tttcccctag cagactttta cttctcttac actgctacac cattacattc 2040 
ttgagacatt tgtaagttct ttgatacaga agagttatat ttagaagtct ttaatgaagg 210 0 
gaaagaagtc tgtatgatga ctgaggtgat tgctcttttt gacaaatgtt tattacagta 216 0 
atgcagaaat actgttaatc atctcaaagt acataggagg cttatttctg aaacaaaggt 222 0 
ttcagccaga tgttgattag tctaattttt ccaagtgaat catatgcatg ccatttgaat 228 0 
agggatttct tcaagtnagc aacttagttt cttgccagta tagtatagtg cagtgtgata 2340 
agtacatgat acttgtagct agactacctc tatttgaatc tcaact 2386 

<210> 144 

<211> 1212 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1397029.1 

<400> 144 

atccatgcta aaggtaaaca aactgcaact tatatctgca atttattttg gtatagacaa 60 
gaggtatgcc agtagcacac tggtggcttc agaagaaatt ctcaacacct agctcgccag 12 0 
agagtctatg tatgggattg aacaatctgt aaactaaagg atcctaatca tgaaaataag 180 
tatgataaat tataagtccc taattggcac tgttgtttat attagcctcc tggatcattt 240 
ttacagtttt ccagaactcc acaaaggttt ggtctgctct aaacttatcc atctccctcc 3 00 
attactggaa caactccaca aagtccttat tccctaaaac accactgata tcattaaagc 3 60 
cactaacaga gactgaactc agaataaagg aaatcataga gaaactagat cagcagatcc 42 0 
cacccagacc tttcacccac gtgaacacca ccaccagcgc cacacatagc acagccacca 480 
tcctcaaccc tcgagatacg tactgcaggg gagaccagct gcacatcctg ctggaggtga 540 
gggaccactt gggacgcagg aagcaatatg gcggggattt cctgagggcc aggatgtctt 600 
ccccagcgct gatggcaggt gcttcaggaa aggtgactga cttcaacaac ggcacctacc 6 60 
tggtcagctt cactctgttc tgggagggcc aggtctctct gtctctgctg ctcatccacc 720 
ccagtgaagg gggtgtcagc tctctggagt gcaaggaacc aaggctattg acagggtgat 780 
cttcactggc cagtttgtca atggcacttc cccaagtcca ctctgaatgt gggcctgatc 84 0 
ttaaaacacc aaatgctgaa ttgtgccagt acctggacaa cagagaccaa gaaggcttct 900 
actgtgtgag gcctcaacac atgccctgtg ctgcactcac tcacatgtat tctaagaaca 960 
agaaagtttc ttatcttagc aaacaagaaa agagcctctt tgaaaggtaa aaataattac 1020 
ttcttgagac tacctgtgca aatattgtga tttggcctat atactgatcc aaagaaaagt 1080 
cttgtgagtg tattaatttt gggtgtcttt agtaagagcc tttggggaaa ggatctgtga 1140 
attcatttag agacagtgcc cattctctag taatccacaa actttttgaa catttaattc 1200 
ttatcaatgg ga 1212 

<210> 145 
<211> 841 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 403550.1 



<400> 145 

ttatcttagg ggacggagaa aagagcctct 
tggaaaaatt caatacaatt agtgtctcca 
gagaaatgca agtttggaat gacatccaca 
tggaatcctg tctcctgtag tttggctaca 
ctcatatacc taatgggaga ttccacgatc 
atcaacacac tgaagtcagt ggatctgcat 
gtggatttgg ataggaacat caacatccag 
tcaatgacct attcagtcaa agagatggag 
ggagaaaaaa atactgtcat tgttatttcc 
gatgttttta tccgaagggc cctcaatgtc 
agcccagaca ctatggttat catcaaaaca 
gaaagattta gtgactttca tggttacatt 
gatctcagtg tgagtatcat tgatgcctgg 
gtacacccac ctcaacatgt agtcggaaat 



ttgaaaggtc aaatgtgggt gtagagatta 6 0 
aatgcaacac aagaaacagt tgcaatgaaa 120 
atcGccagtg ggcatgtctg gagaaacaca 180 
gtcaaaatga aggaatgcct gagaggaaaa 240 
cgccagtgga tggaatactt caaagccagt 3 00 
gaatctggaa aattgcaaca ccagcttgct 3 60 
tggcaaaaac attgttatcc cttgatagga 420 
tacctcaccc gggccattga cagaactgga 480 
ctgggccagc atttcagacc ctttcccatt 540 
cacaaagcca ttcagcatct tcttctgaga 500 
gaaaacatca gggagatgta caatgatgca 6 60 
caatatctca tcataaagga cattttccag 720 
gatataacaa ttgcatatgg cacaaataat 780 
cagattaata tattattaaa ctatatttgt 840 
841 



<210> 146 

<211> 1480 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyts ID No: 1329606.3 

<220> 

<221> unsure 

<222> 134, 198, 205 

<223> a, t, c, g, or other 



<400> 146 

tctgtgacct cctatgtgct gaatcagcca 
gccagactta cctgtggggg aaataatatt 
aagccaggcc aggnccctgt cctggtcgtc 
cctgaccgat tctctggntc caactntggg 
aagtcgggga tgagccgact atttctgtca 
tgctttcttc ggacctggga cctgggtcag 
tgtcactctg ttcccgccct cctctgagga 
tctgatcagt gacttctacc cgggagctgt 
cgtcaaggcg ggagtggaga ccaccaaacc 
cagcagctac ctgagcctga cgcccgagca 
ggtcacgcat gaagggagca ccgtggagaa 
tcccaactct aaccccaccc acgggagcct 
agttgggaac ctataacatt ctgtaggggc 
cgtgacctgg cagctgtagc ttctgtggga 
gctgctggcc gcgtacttgt tgttgctctg 
cttgacgggg ctgccatctg ccttccaggc 
gatcagacac actagtgtgg ccttgttggc 
agtgacagtg gggttggcct tgggctgacc 
gaccccctcg agattgctac tggacttata 
agtctgcagt ccagagatgg tcagggtggc 
agttgaaacc cctgagggcc gatcagagac 
tgggtgttgt tggtaccagg agacattttt 
gcaggagatg gcgatcgact gtccacgaga 
agactgggcc caggaccctg tgccctgagt 
catggtggag acgtcccgag agcgctgcct 



ccttcggtgt cagtggcccc aggacagacg 60 
gaaagtaaga gtgtccactg gtaccagcag 120 
tatcttgatg acgaccggcc ctcagggatc 18 0 
aacacggcca ccctgaccat cagcaggtcg 240 
cgtgtgggat ggcgttgggg attctcctgg 3 00 
cgtcctaggt cagcccaagg ccaaccccac 3 60 
gctccaagcc aacaaggcca cactagtgtg 420 
gacagtggcc tggaaggcag atggcagccc 480 
ctccaaacag agcaacaaca agtacgcggc 54 0 
gtggaagtcc cacagaagct acagctgcca 500 
gacagtggcc cctacagaat gttcataggt 660 
ggagctgcag gatcccaggg gaggggttag 720 
cactgtcttc tccacggtgc tcccttcatg 780 
cttccactgc tcgggcgtca ggctcaggta 840 
tttggagggt ttggtggtct ccactcccgc 9 00 
cactgtcaca gctcccgggt agaagtcact 9 60 
ttggagctcc tcagaggagg gcgggaacag 102 0 
taggacggag accttggtcc cagttccgaa 108 0 
tgagctgcag taataaacag cctcgtcctc 114 0 
cgtgtggcca gactgggagc cagagaagcg 12 0 0 
agcataaatc aagagtttgg gggctttgcc 1260 
ataagcacca atgacactgc tggctccagt 132 0 
cccagacacg gaggcaggct gagtcagggc 1380 
gaggagggtg aggaatagca gagcccaggc 144 0 
cctggagcgt 148 0 



<210> 147 
<211> 532 
<212> DNA 
<213> Homo sapi' 
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<220> 

<221> inisc_f eature 

<223> Incyte ID No: 1092257.12 

<220> 

<221> unsure 

<222> 321, 371, 441, 482, 491, 526 
<223> a, t, c, g, or other 

<400> 147 

tttttaaaaa agacgcttcc aagttatatt taatccaaag aagaaggatc tcggccaatt 60 
tggggttttg ggttttggct tcgtttcttc tcttcgttga ctttggggtt caggtgcccc 12 0 
agctgcttcg ggctgccgag gaccttctgg gcccccacat taatgaggca gccacctggc 180 
gagtctgaca tggctgtcag cgacgcgctg ctcccatctt tctccacgtt cgcgtctggc 240 
ccggcgggaa gggagaagac actgcgtcaa gcaggtgccc cgaataacag ctcatgccac 3 00 
ccggttcctg catgcccaga ngagcccaag ccaaagaggg gaagacgatc gtggccccgg 3 60 
aaaaggaccg ncacccacac ttgtgattac gcgggctgcg gcaaaacctt agacaaagag 420 
ttcccatctc aaggcacacc ntgcgaaccc cacacaggtg aggaacctta ccactgtgac 480 
tngggacggc ngtggatggg aaattcgccc gctcaagatg aaactngacc ag 532 

<210> 148 

<211> 1853 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 474322.38 

<400> 148 

gatatgtggc tgcatggatg gcacaactgt gataaagacc atgggagcag gtcatggtgg 6 0 
agggtgggga ggagcagttc tatttccagc atgttgagtt taggggcctc cagcacccag 12 0 
ggaggggtcc agcaggcagc tgtctataca aatgcagctc aggggagaat tcaggactgg 18 0 
gacacagatt cagaagccag cagcagagac ctgagaggtg ggtgtgatca ctcatttgct 240 
gtttaaaggc ccagaaagga gacagagaag ggatggacag agagggagaa ggggaactga 3 00 
gcgagaaggt caaggagtca gtaaggaaat ggttagcaag ggccaagtga acagggagtc 3 60 
ctccatgaaa agggccaaca aggctcccct ggatgttgag gcagaaacgc atgagggact 42 0 
caggggaagc tgtttccatg gagtcgggag ggcaaagcca gattagacca ggtgggggct 480 
gatgggaagg caaataaaga caggaggcaa agacaacatt ctggagaaag tttggccctg 540 
aaggggagga gaggtgggtg gcacttggaa ggctttgctt ggtgtcccca gacagctgac 600 
tcatgagtgg gatttggaaa aagcgtggac tcctgcccat ggcctgagtc ctttaagatc 650 
agaaattatg tctcccatca tggcctctcc atagaggcat gtatcttcag caggcgttag 72 0 
gtcacaagcc acatgatgcc aagctgacag tggcttgcat aatggggata tgtgactgtc 780 
gcataactag aattctggaa gagtgcagtg ccaggcttgg ggcagctttc cagccatgtc 840 
attaagaatc cagccttctc ctggccttca gctatgccac gtggccagtg tctacacctg 900 
ggatgtcaag agacaggctg caggtccacc ctcctggcct catactatgg aagaggcttt 960 
ccttttgggc atctctcttt ttggagggag gaaatagatc gttcccagaa gcccccagca 1020 
gacttcccct tgttgctcat tggttggaac aaggttacat gatacacaaa gaccaatcac 1080 
tgcaaaggaa aaagggatga ccctgcctgg cttacaccaa tcacaatcta ttcccagacc 1140 
cccgaggcta gggctttgcc tcctggacac atctgttagc aagaggaaga gattatggct 12 00 
gttaggaagg cctttgagaa agtatcccag tgcctggctg tgtctccacc aggctggagg 12 60 
ccagcatccc aagggcaaga attctgtctc cccattggtc agaaatatct ggagcgcagg 1320 
tgtttgtctc caactaggag cttctggagg acagggctgt gtcttctacc ccagggttcc 13 80 
cacaagaagc cactgaatat taataaactc ccatcttgtg tttattttct tatgatttca 1440 
gcaaaacagg actcctgcag aagtcaactg tgtgagtgtg ataaggctgc tgccacctgt 15 00 
tttgctagaa acaagacgac ctacaataaa aagtaccagt actattccaa taaacactgc 15 60 
agagggagca cccctcgttg ctgagtcccc tcttccctgg aaaccttcca cccagtgctg 1620 
aatttccctc tctcataccc tccctcccta ccctaaccaa gttccttggc catgcagaaa 1680 
gcatccctca cccatcctag aggccaggca ggagcccttc tatacccacc cagaatgaga 1740 
catccagcag atttccagcc ttctactgct ctcctccacc tcaactccgt gcttaaccaa 1800 
agaagctgta ctccgggggg tctcttctga ataaagcaat tagcaaatca tgt 1853 

<210> 149 
<211> 334 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 2 55 002.3 

<220> 

<221> unsure 

<222> 240, 321 

<223> a, t, c, g, or other 



<400> 149 

tatggggaaa gctgaaattt ggttaatccg aacatattgg gattttgaat ttcctcgtcc 60 
aaaattaggt aagtatggac gaggattgca ctgcaaacct gccaaacctt tacctaaggt 120 
tttatggaga tacaaaggaa agaaaccagc cacattagga aacaatactc agctctttga 180 
ttggataccc cagaatgatc ttcttggaca tcccaaaacc aaagctttta tcactcatcn 240 
tggaataatg ggatctacga agctatttac cacggagtcc ctatggtggg agttcccatg 3 00 
tttgctgatc agcctgataa ncttgctcac aatg 334 



<210> 150 
<211> 237 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1330137.1 



<220> 

<221> unsure 
<222> 139 

<223> a, t, c, g, or other 



<400> 150 

ggtctttcta tctcttgtac tacactgaat tcacccccac tgaaaaagtg tctttttcat 6 0 
agatcgagac atgtaagcag catcatggag gtttgaagat gccgcatttg gattggatga 120 
attccaaatt ctgcttgcnt gctttttaat attgatatgc ttatacactt acactttatg 180 
cacaaaatgt agggttataa taatgttaac aggacatgat ctcttataat ctacttg 237 



<210> 151 

<211> 2349 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3699582CB1 



<400> 151 

ggagcaaagg cgccatggct 
tgctgtgtgt gctgggccca 
atggcagcca ctggctgagc 
aaatagttgt cctagcacct 
tgaagacgta ccctgtgcca 
ggcataatgt ttttgagaat 
taaaaaagga ctctgctatg 
tcatggcctc cctggcagaa 
gcagccccat cgtggcccag 
catgcagcct ggaatttgag 
ctctctcctc tcattcagat 
ccttttcaca gaactttctg 
aattccttca gagagaggtg 
ttagaagtga ctttgtgaag 
gtggaatcaa ctgccttcac 
cttctggaga acatggaatt 
agaagaaagc tatggcaatt 
ggtacactgg aacccgacca 
cccaaaacga tctgcttggt 



gtggagtccc agggcggacg 
gtggtgtccc atgctgggaa 
atgcttgggg ccatccagca 
gacgcctcgt tgtacatcag 
ttccaaaggg aggatgtgaa 
gattctttcc tgcagcgtgt 
cttttgtctg gctgttccca 
agcagctttg atgtcatgct 
tacctgtctc tgcccactgt 
gctacccagt gccccaaccc 
cacatgacct tcctgcagcg 
tgcgacgtgg tttattcccc 
actgtccagg acctattgag 
gattacccta ggcccatcat 
caaaatccac tatcccagga 
gtggttttct ctttgggatc 
gctgatgctt tgggcaaaat 
tcgaatcttg cgaacaacac 
cacccgatga cccgtgcctt 



cccacttgtc ctgggcctgc 60 
gatactgttg atcccagtgg 12 0 
gctgcagcag aggggacatg 180 
agacggagca ttttacacct 240 
agagtctttt gttagtctcg 3 00 
gatcaaaaca tacaagaaaa 3 60 
cttactgcac aacaaggagc 420 
gacggaccct ttccttcctt 480 
attcttcttg catgcactgc 540 
attctcctac gtgcccaggc 600 
ggtgaagaac atgctcattg 660 
gtatgcaacc cttgcctcag 720 
ctctgcatct gtctggctgt 780 
gcccaatatg gtttttgttg 840 
atttgaagcc tacattaatg 900 
aatggtctca gaaattccag 960 
ccctcagaca gtcctgtggc 102 0 
gatacttgtt aagtggctac 1080 
tatcacccat gctggttccc 1140 
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atggtgttta tgaaagcata tgcaatggcg ttcccatggt gatgatgccc ttgtttggtg 120 0 
atcagatgga caatgcaaag cgcatggaga ctaagggagc tggagtgacc ctgaatgttc 1260 
tggaaatgac ttctgaagat ttagaaaatg ctctaaaagc agtcatcaat gacaaaagtt 132 0 
acaaggagaa catcatgcgc ctctccagcc ttcacaagga ccgcccggtg gagccgctgg 138 0 
acctggccgt gttctgggtg gagtttgtga tgaggcacaa gggcgcgcca cacctgcgcc 1440 
ccgcagccca cgacctcacc tggtaccagt accattcctt ggacgtgatt ggtttcctct 1500 
tggccgtcgt gctgacagtg gccttcatca cctttaaatg ttgtgcttat ggctaccgga 1560 
aatgcttggg gaaaaaaggg cgagttaaga aagcccacaa atccaagacc cattgagaag 162 0 
tgggtgggaa ataaggtaaa attttgaacc attccctagt catttccaaa cttgaaaaca 168 0 
gaatcagtgt taaattcatt ttattcttat taaggaaata ctttgcataa attaatcagc 174 0 
cccagagtgc tttaaaaaat tctcttaaat aaaaataata gactcgctag tcagtaaaga 1800 
tatttgaata tgtatcgtgc cccctccggt gtctttgatc aggatgacat gtgccatttt 1860 
tcagaggacg tgcagacagg ctggcattct agattacttt tcttactctg aaacatggcc 192 0 
tgtttgggag tgcgggattc aaaggtggtc ccaccgctgc ccctactgca aatggcagtt 1980 
ttaatcttat cttttggctt ctgcagatgg ttgcaattga tccttaacca ataatggtca 2 040 
gtcctcatct ctgtcctgct tcataggtgc caccttgtgt gtttaaagaa gggaagcttt 2100 
gtacctttag agtgtaggtg aaatgaatga atggcttgga gtgcactgag aacagcatat 2160 
gatttcttgc tttggggaaa aagaatgatg ctatgaaatt ggtgggtggt gtatttgaga 222 0 
agataatcat tgcttatgtc aaatggagct gaatttgata aaaacccaaa atacagctat 2280 
gaagtgctgg gcaagtttac tttttttctg atgtttccta caactaaaaa taaattaata 2340 
aatttatag 2349 

<210> 152 
<211> 533 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3699582CD1 

<400> 152 



Met 


Ala 


Val 


Glu 


Ser 


Gin 


Gly 


Gly 


Arg 


Pro 


Leu 


Val 


Leu 


Gly 


Leu 


1 








5 










10 










15 


Leu 


Leu 


Cys 


Val 


Leu 


Gly 


Pro 


Val 


Val 


Ser 


His 


Ala Gly Lys 


IlG 








20 










25 










30 


Leu 


Leu 


He 


Pro 


Val 


Asp 


Gly 


Ser 


His 


Trp 


Leu 


Ser 


Met 


Leu 


Gly 










35 










40 










45 


Ala 


He 


Gin 


Gin 


Leu 


Gin 


Gin 


Arg Gly His 


Glu 


He 


Val 


Val 


Leu 










50 










55 










60 


Ala 


Pro 


Asp 


Ala 


Ser 


Leu 


Tyr 


He 


Arg 


Asp 


Gly 


Ala 


Phe 


Tyr 


Thr 










65 










70 










75 


Leu 


Lys 


Thr 


Tyr 


Pro 


Val 


Pro 


Phe 


Gin 


Arg 


Glu 


Asp 


Val 


Lys 


Glu 










80 










85 










90 


Ser 


Phe 


Val 


Ser 


Leu 


Gly 


His 


Asn 


Val 


Phe 


Glu 


Asn 


Asp 


Ser 


Phe 










95 










100 










105 


Leu 


Gin 


Arg 


Val 


He 


Lys 


Thr 


Tyr 


Lys 


Lys 


He 


Lys 


Lys 


Asp 


Ser 










110 










115 










120 


Ala 


Met 


Leu 


Leu 


Ser 


Gly 


Cys 


Ser 


His 


Leu 


Leu 


His 


Asn 


Lys 


Glu 










125 










130 










135 


Leu 


Met 


Ala 


Ser 


Leu 


Ala 


Glu 


Ser 


Ser 


Phe 


Asp 


Val 


Met 


Leu 


Thr 










140 










145 










150 


Asp 


Pro 


Phe 


Leu 


Pro 


Cys 


Ser 


Pro 


He 


Val 


Ala 


Gin 


Tyr 


Leu 


Ser 










155 










160 










165 


Leu 


Pro 


Thr 


Val 


Phe 


Phe 


Leu 


His 


Ala 


Leu 


Pro 


Cys 


Ser 


Leu 


Glu 










170 










175 










180 


Phe 


Glu 


Ala 


Thr 


Gin 


Cys 


Pro 


Asn 


Pro 


Phe 


Ser 


Tyr 


Val 


Pro 


Arg 










185 










190 










195 


Pro 


Leu 


Ser 


Ser 


His 


Ser 


Asp 


His 


Met 


Thr 


Phe 


Leu 


Gin 


Arg 


Val 










200 










205 










210 


Lys 


Asn 


Met 


Leu 


He 


Ala 


Phe 


Ser 


Gin 


Asn 


Phe 


Leu 


Cys 


Asp 


Val 










215 










220 










225 


Val 


Tyr 


Ser 


Pro 


Tyr 


Ala 


Thr 


Leu 


Ala 


Ser 


Glu 


Phe 


Leu 


Gin 


Arg 










230 










235 










240 


Glu 


Val 


Thr 


Val 


Gin 


Asp 


Leu 


Leu 


Ser 


Ser 


Ala 


Ser 


Val 


Trp 


Leu 



245 250 255 
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Phe 


Arg 


Ser 


Asp 


Phe 


Val 


Lys 


Asp 


Tyr 


Pro 


Arg 


Pro 


He 


Met 


Pro 










260 










265 










270 


Asn 


Met 


Val 


Phe 


Val 


Gly Gly 


He 


Asn 


Cys 


Leu 


His 


Gin 


Asn 


Pro 










275 










280 










285 


Leu 


Ser 


Gin 


Glu 


Phe 


Glu 


Ala 


Tyr 


He 


Asn 


Ala 


Ser 


Gly 


Glu 


His 










290 










295 










300 


Gly 


He 


Val 


Val 


Phe 


Ser 


Leu 


Gly 


Ser 


Met 


Val 


Ser 


Glu 


He 


Pro 








305 










310 










315 


Glu 


Lys 


Lys 


Ala 


Met 


Ala 


He 


Ala 


Asp 


Ala 


Leu 


Gly 


Lys 


He 


Pro 










320 










325 










330 


Gin 


Thr 


Val 


Leu 


Trp 


Arg 


Tyr 


Thr 


Gly 


Thr 


Arg 


Pro 


Ser 


Asn 


Leu 










335 










340 










345 


Ala 


Asn 


Asn 


Thr 


He 


Leu 


Val 


Lys 


Trp 


Leu 


Pro 


Gin 


Asn 


Asp 


Leu 










350 










355 










360 


Leu 


Gly His 


Pro 


Met 


Thr 


Arg 


Ala 


Phe 


He 


Thr 


His 


Ala 


Gly 


Ser 










365 










370 










375 


His 


Gly Val 


Tyr 


Glu 


Ser 


He 


Cys 


Asn 


Gly 


Val 


Pro 


Met 


Val 


Met 










380 










385 










390 


Met 


Pro 


Leu 


Phe 


Gly 


Asp 


Gin 


Met 


Asp 


Asn 


Ala 


Lys 


Arg 


Met 


Glu 










395 










400 










405 


Thr 


Lys 


Gly 


Ala 


Gly 


Val 


Thr 


Leu 


Asn 


Val 


Leu 


Glu 


Met 


Thr 


Ser 






410 










415 










420 


Glu 


Asp 


Leu 


Glu 




Ala 


Leu 


Lys 


Ala 


Val 


He 


Asn 


Asp 


Lys 


Ser 








425 










430 










435 


Tyr 


Lys 


Glu 


Asn 


lie 


Met 


Arq- 


Leu 


Ser 


Ser 


Leu 


His 


Lys 


Asp 


Arg 










440 










445 










450 


Pro 


Val 


Glu 


Pro 


Leu 


Asp 


Leu 


Ala 


Val 


Phe 


Trp 


Val 


Glu 


Phe 


Val 










455 










460 










465 


Met 


Arg 


His 


Lys 


Gly 


Ala 


Pro 


His 


Leu 


Arg 


Pro 


Ala 


Ala 


His 


Asp 










470 










475 










480 


Leu 


Thr 


Trp 


Tyr 


Gin 


Tyr 


His 


Ser 


Leu 


Asp 


Val 


He 


Gly 


Phe 


Leu 










485 










490 










495 


Leu 


Ala 


Val 


Val 


Leu 


Thr 


Val 


Ala 


Phe 


He 


Thr 


Phe 


Lys 


Cys 


Cys 










500 










505 










510 


Ala 


Tyr 


Gly 


Tyr 


Arg 


Lys 


Cys 


Leu 


Gly 


Lys 


Lys 


Gly 


Arg 


Val 


Lys 










515 










520 










525 


Lys 


Ala 


His 


Lys 


Ser 


Lys 


Thr 


His 

















<210> 153 

<211> 2385 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 344537.24 



<400> 153 

acagtcagct gtcggtggct tctgctgaga tggccagagg actccaggtt cccctgccgc 60 
ggctggccac aggactgctg ctcctcctca gtgtccagcc ctgggctgag agtggaaagg 12 0 
tgttggtggt gcccactgat ggcagcccct ggctcagcat gcgggaggcc ttgcgggagc 180 
tccatgccag aggccaccag gcggtggtcc tcaccccaga ggtgaatatg cacatcaaag 24 0 
aagagaaatt tttcaccctg acagcctatg ctgttccatg gacccagaag gaatttgatc 3 00 
gcgttacgct gggctacact caagggttct ttgaaacaga acatcttctg aagagatatt 3 60 
ctagaagtat ggcaattatg aacaatgtat ctttggccct tcataggtgt tgtgtggagc 42 0 
tactgcataa tgaggccctg atcaggcacc tgaatgctac ttcctttgat gtggttttaa 48 0 
cagaccccgt taacctctgc ggggcggtgc tggctaagta cctgtcgatt cctgctgtgt 540 
ttttttggag gtacattcca tgtgacttag actttaaggg cacacagtgt ccaaatcctt 600 
cctcctatat tcctaagtta ctaacgacca attcagacca catgacattc ctgcaaaggg 660 
tcaagaacat gctctaccct ctggccctgt cctacatttg ccatactttt tctgcccctt 72 0 
atgcaagtct tgcctctgag ctttttcaga gagaggtgtc agtggtggat cttgtcagct 780 
atgcatccgt gtggctgttc cgaggggact ttgtgatgga ctaccccagg ccgatcatgc 84 0 
ccaacatggt cttcattggg ggcatcaact gtgccaacgg gaagccacta tctcaggaat 9 00 
ttgaagccta cattaatgct tctggagaac atggaattgt ggttttctct ttgggatcaa 9 60 
tggtctcaga aattccagag aagaaagcta tggcaattgc tgatgctttg ggcaaaatcc 102 0 
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ctcagacagt cctgtggcgg tacactggaa cccgaccatc gaatcttgcg aacaacacga 1080 
tacttgttaa gtggctaccc caaaacgatc tgcttggtca cccgatgacc cgtgccttta 1140 
tcacccatgc tggttcccat ggtgtttatg aaagcatatg caatggcgtt cccatggtga 12 00 
tgatgccctt gtttggtgat cagatggaca atgcaaagcg catggagact aagggagctg 12 60 
gagtgaccct gaatgttctg gaaatgactt ctgaagattt agaaaatgct ctaaaagcag 132 0 
tcatcaatga caaaagttac aaggagaaca tcatgcgcct ctccagcctt cacaaggacc 13 80 
gcccggtgga gccgctggac ctggccgtgt tctgggtgga gtttgtgatg aggcacaagg 144 0 
gcgcgccaca cctgcgcccc gcagcccacg acctcacctg gtaccagtac cattccttgg 1500 
acgtgattgg tttcctcttg gccgtcgtgc tgacagtggc cttcatcacc tttaaatgtt 1560 
gtgcttatgg ctaccggaaa tgcttgggga aaaaagggcg agttaagaaa gcccacaaat 1620 
ccaagaccca ttgagaagtg ggtgggaaat aaggtaaaat tttgaaccat tccctagtca 1680 
tttccaaact tgaaaacaga atcagtgtta aattcatttt attcttatta aggaaatact 1740 
ttgcataaat taatcagccc cagagtgctt taaaaaattc tcttaaataa aaataataga 1800 
ctcgctagtc agtaaagata tttgaatatg tatcgtgccc cctccggtgt ctttgatcag 1860 
gatgacatgt gccatttttc agaggacgtg cagacaggct ggcattctag attacttttc 1920 
ttactctgaa acatggcctg tttgggagtg cgggattcaa aggtggtccc accgctgccc 1980 
ctactgcaaa tggcagtttt aatcttatct tttggcttct gcagatggtt gcaattgatc 2 040 
cttaaccaat aatggtcagt cctcatctct gtcctgcttc ataggtgcca ccttgtgtgt 2100 
ttaaagaagg gaagctttgt acctttagag tgtaggtgaa atgaatgaat ggcttggagt 2160 
gcactgagaa cagcatatga tttcttgctt tggggaaaaa gaatgatgct atgaaattgg 2220 
tgggtggtgt atttgagaag ataatcattg cttatgtcaa atggagctga atttgataaa 2280 
aacccaaaat acagctatga agtgctgggc aagtttactt tttttctgat gtttcctaca 2340 
actaaaaata aattaataaa tttatataaa ttctaaaaaa aaaaa 23 85 



<210> 154 
<211> 391 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 016124.2 

<220> 

<221> unsure 

<222> 379, 385-386 

<223> a, t, c, g, or other 



<400> 154 

agcaacagca ggcatggacc aaagcagtga aggatgtatg aaaaagatta gcagtgtgaa 6 0 
tcttgacaaa cttataaatg acttctcaca gatagaaaag aaaatggtag aaaccaatgg 12 0 
aaagaacaat atactggata ttcagttgga aaaaagtaat tgcctattaa aagtaatgca 180 
agcaaaggag gtctccatta aagaagaatg tgctactctt cataatataa taaaagggct 24 0 
acaacagacc attgaatatc aacagaattt gaaaggtgaa aatgaacaac taaaaataag 3 00 
tgctgatctt ataaaagaga agttaaagtc tcatgaacag gatataagaa taatattgcc 3 60 
aaacttgtaa gtgaaatgna aatcnnagag g 3 91 



<210> 155 
<211> 3607 
<212> DNA 
<213> Homo , 



<220> 

<221> misc_feature 

<223> Incyte ID No: 104423.33 

<220> 

<221> unsure 
<222> 721-979 

<223> a, t, c, g, or other 



<400> 155 

cgcacataag gtgtgacctt 
gggagtagta gctggggggc 
agatgttccc gggaagcctg 
ccggctcctg cgcccgcgtg 



ttcattcccg ttgttatgga 
aagagcaaat aaagagctcg 
tctagagggc ggagggcagc 
gctttcgcgg cgggcgctgc 



ggtaggctct ctaggaatct 60 
agcttctgtg gtctctgggg 120 
tgttgagatg gcgtggctcc 180 
ggcccggtat tggacagcct 240 



113 



PA- 0 03 8 US 



ggcagggcag cgcggggccg aatccggctg 
gtggtagggc cacatctgcc agagcctgga 
cccacagtgg gggtgtgcaa acccgagaga 
tcatgtttgg cagctgagta ttggagccag 
gctgttttag agctggcagc agcatctcag 
tcagtcccaa ggaccagtag ctgccatcag 
actgggtgta gaaacatgct tgccttatgt 
atatatttgg caactttttc tagaaaaggc 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnc caagttgtag 
ggttctatac cttttaatga attgactttc 
ttaagctgga aattgtaaat tcctcctgaa 
tactacaata aaggatggtc ttgggtgtca 
taaatttcgc ctactgttgt cagatattag 
ttccctgtgg tcagcctaag ctcttaaccc 
agctcaaagc atttaaggcc tcctcaattt 
ggtgtagctt tgttccagct cctgcagcat 
atgtagggcc ccatactcta ggccccatct 
ccaaggcctg tcaagagggt cctcccccat 
ggctcccagt cttcctggac tgaactactt 
gatcccttaa ctggtagggc cctttcagta 
gatgagaacc tttgctaagt taggttcctt 
ccagccatct tgttggatct gcccaaggga 
ggttttaaag cccaccttct gcagtcggtt 
gttatgggga aagagttctt acggcctgtc 
aagaaggaag ccaggtttgt cacttaccct 
agtctggtag tttttcagcc agcagtgggt 
gactttatgc ctgtatgcat gggcaccatg 
aggctgctct gtcaaaggat atagcgatag 
ggtgggcctc agaaataggg ctgggtctcc 
ctagcataga tggaactggg gtctcgggca 
tcccaccttc cttgagtggg gacacattcc 
aatgtaatgc agtacatgta ggggccctac 
tgttcacaat ggctcaggct tacagtacct 
ggggaaggcc atgagctgag ctgagagggt 
aatggcagat aatgggatag ggggcagatg 
tccccttccc cagatgctat ggtttgcctt 
ggcaatatcc ttaacccacc tgataggaga 
tacccaacaa ggactccctg gtgaggccct 
acagtctcct tgccctcatg gtggtcttcg 
tcctggccta ctgtcccttc ccggacctcc 
aggatggtgg gtaggtggcc ctgctttggg 
tggggcaagg agaagatgtc cacgttgttg 
ttgctgggat ccttaaggat gtcagtgagg 
ccattgagtg ccagtgtggt gaggcggggc 
accatgtcgt ccgtgaggcc tgtgaagccc 
cgctgtaggt agctggtcac ccgctccagg 
tccactgtgt tgtctggggg gcttccggcc 
cttttcacca gcccccggtg ccgcctccac 
tgccggcaca gcttctccat ggcgcccagt 
tagcgtgcca ggctgatgat gaggtcgtgt 
gcgtagcgat acagaacgtc gtctagcgag 
actccccact ctcagctgtg ctcctgtgtc 
aaatgcc 

<210> 156 

<211> 2405 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 406977.2 



ccgtggctga ggctcatgga tcactctttt 3 00 
gtctgcgaag gccgggaccc ggttccccgg 3 60 
actgggttgc aaattcgtga agaatcagca 42 0 
gagcctgcca tgaggttttg agaacagagt 480 
cccaagagaa ggttatattc ccagaggatg 540 
tttggattct gaaaactaac tggcatcaac 6 00 
atcagaggac atgctcagca gatccaagag 6 60 
acattgggta tcattcatta catttttgag 720 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 780 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 840 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 9 00 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 9 60 
ctttgtccct tgccatcatg cccaacaaga 102 0 
ataaattggt tatgttggtg ggcaagttct 1080 
atgttttttc atgcagttac catgaactaa 1140 
attcttgaaa atgtgtattt gaagaaaaag 12 00 
cagtccagat attcgctcta gcttgtaaac 1260 
cctattctac agctttagac tgaaggcaaa 1320 
cggcccctgc tgctctgtgc tctgttcctt 1380 
tgcaccattc ctaaccacaa ccttaacagc 1440 
tgctgtcttc ctgtgttgga atcttgccta 1500 
actgtttgcc cacaaggttc aagagtgatt 1560 
ggatctaggg gttgcctgtt atttagaaga 162 0 
ggacagtatt tgggtaagga gagggtataa 1680 
tgggagcctc cagtttgttt ctccctctcc 1740 
ttggactcct tcattgtcct aggtttttaa 1800 
ttctggaatg tgttggtgga ttacttaaga 1860 
taggtcagtg aagtcatact ggcaagtgac 192 0 
gcatgctaag gacatcagag cccacataga 1980 
agggaaggtg gataggggat ttctgaacag 2 04 0 
tctgtcctga gcactaccac atggcatcgt 2100 
ctggtcctat gggcagatgc ctagaatcaa 2160 
ataaggaggt aggccacgtt cagtccaccc 222 0 
accaggagtt acaggaattt tgctaaagat 2280 
tctggttgga gcttgttccc ctaaatgaaa 2340 
tgtattcttt ttctggggga aagctcttgg 2400 
ccagccatgt gcccatttcc acaagtcttt 2460 
tctctggggc ctgggatgac ttaagaacca 2 52 0 
cagaggacca acgggaagtt ttaacacaaa 2580 
tctgtaggtg ggtggcccag gccaattttt 2 64 0 
agcgccctcc cctgcctgcc ttgcccattc 2700 
tcacttccat gtcacgtctg agctgcagct 2760 
gcaggtgcca cagggccccc tccagggtcc 282 0 
tccccactgc ctgggccctc acccagctcc 2880 
gagcgcttgc gcaggctgag caggaagggc 2940 
cccaggtcaa tccacgtgac attggggaac 3 00 0 
tcgcgcagca cggcccgggt caaccggttg 3 06 0 
agggtgctga gtgctggcag cagctgcagg 312 0 
agctccacgc tgtctacctg ctccccacag 318 0 
tctcgggagg tcagtgggat tcccgacagg 324 0 
aggacagcct tgaggcaggc ctgtggcttc 3300 
tgggagtggg ggctgaggtg gtatgtcagc 3360 
gcatcgcctt ccggcttggg acagtggatg 342 0 
gtgatggggt ccaccaggtt ccggaagctg 348 0 
gtcgactcca tgcccaggtc atacgagggc 3 540 
tctcctggtt aagataaagt tagaaacaac 3600 
3607 
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<220> 

<221> unsure 

<222> 1582, 1591, 1604, 1648 
<223> a, t, c, g, or other 



<400> 156 

aggccgctag ggtgcggggt tggggaggag 
tcagccctct gcgaccatgg gctgtgctgg 
gcagccccct gctccggagg ctggtgcagg 
caaaacccac tttgaaggaa gtggtcatag 
ttttaggcag cctttccttg ctgccagcca 
ccattgaaaa ggcagggatt ccaaaagaag 
tacaaggagg tgaaggacaa gctcctacaa 
tttctactcc atgtaccacc ataaacaaag 
tggcctctca aagtcttatg tgtggacatc 
gcatgtccaa tgttccatat gtaatgaaca 
ttgaagattt gattgtaaaa gacgggctaa 
gctgtgctga gaatacagca aagaagctga 
ctattaattc ttataccaga agtaaagcag 
ttattcctgt cacagttaca gtaaaaggtc 
aatataaacg tgttgatttt agcaaagttc 
atggcacagt aacagctgcc aatgccagta 
tcatgacggc agatgcagcg aagaggctca 
ttgctgacgc tgctgtagaa cctattgatt 
tggttcttaa agatgtggga ttgaaaaaag 
cctttagtct ggttgtacta gcaaacatta 
atatcaatgg aggagctgtt tctctgggac 
ttggtcattt gactcatgcc ttgaagcaag 
gaggaggagg tgcttctgcc atgctaattc 
gagacaaccc tatgtgacca gaaggcctgc 
tatattcaga taagctgttt cattttttat 
atgatgaaat cccaaaacat tttgaaatta 
ggtaaccttg aaaggtttga tncatttttg 
tagaaatacc aatgtgtaat attagtgnct 
agaacacatt tctatttttg aggattgtta 
ttacatttag taaattacgg taaattaaat 
ctggacaaac tagcagtgct tcatataatc 
gaaacaagac agaagcccat gtcctcaggg 
aacattcagg gttgggggag gtcaagcaga 
tagcagcata gagagtggga agggaggtag 
agggaacaga tcaccacttc caatacacga 
aacagaagta tctcgcattg cattttatct 
ggcaggggct atgcacacta ccctcaattg 
gaagaggagg gggcagtaaa ggtcattgtg 
gtagatcttt tgaaggagca aaatgacaat 
agattcagag gaagagtaga gtattttcaa 
gcttg 



gccgctagtc tacgcctgtg gagccgatac 6 0 
cggcacttct gcgcagcggc gcccgcagcc 12 0 
aaataagata tgtggaacgg agttatgtat 180 
taagtgctac aagaacaccc attggatctt 240 
ctaagcttgg ttccattgca attcagggag 3 00 
aagtgaaaga agcatacatg ggtaatgttc 3 60 
ggcaggcagt attgggtgca ggcttaccta 420 
tttgtgcttc aggaatgaaa gccatcatga 480 
aggatgtgat ggtggcaggt gggatggaga 540 
gaggatcaac accatatggt ggggtaaagc 600 
ctgatgtcta caataaaatt catatgggca 660 
atattgcacg aaatgaacag gacgcttatg 720 
catgggaagc tgggaaattt ggaaatgaag 780 
aaccagatgt agtggtgaaa gaagatgaag 840 
caaagctgaa gacagttttc cagaaagaaa 9 00 
cactgaatga tggagcagct gctctggttc 9 60 
atgttacacc actggcaaga atagtagcat 102 0 
ttccaattgc tcctgtatat gctgcatcta 1080 
aagatattgc aatgtgggaa gtaaatgaag 114 0 
aaatgttgga gattgatccc caaaaagtga 12 0 0 
atccaattgg gatgtctgga gccaggattg 1260 
gagaatacgg tcttgccagt atttgcaatg 1320 
agaagctgta gacaacctct gctatttaag 13 80 
tgtaatcagt gtgactactg tgggtcagct 1440 
tattttctat gttaactttt aaaaatcaaa 1500 
aaaataaatt tcttcttctg cttttttctt 1560 
nattctgagt ctanacttat cgaaatatgg 162 0 
tacataagta gctagaagtt tccatttgtg 1680 
aaggtcaagt gaatgctctt tataggtaat 1740 
tacttctctt tacagtaaga gttggctatt 1800 
actcaaacca cagtgtgtgc agcagtacta 1860 
tctagagtgg gggcaatttc ttataacctc 1920 
aaaccctgga gtttgggctc tgaattacta 1980 
aaactgatat gctgaatgga tatataaaaa 2 040 
caatgcctgt tcttaagcag gacagactgt 210 0 
gggaaaaaat taattaatta aaacgctaca 2160 
cagctctgaa gagggaaaac tccccctcag 222 0 
tacacattat ctgttggcaa ataatgtatt 2280 
atatgggaga aatagattag attgctcttc 2340 
aaacatctgt aatcatcacc aacttttgag 24 00 
2405 



<210> 157 

<211> 1760 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3355973CB1 



<400> 157 

ctcctcacca agcagcagct tctccgctcc 
tgcctccact cctgcctcca ccatgtccat 
cacctctggc ccccgggcct tcagcagccg 
cagctcctcg agcttctccc gagtgggcag 
ctatggtggg gccagcggca tgggaggcat 
gagccccctt gtcctggagg tggaccccaa 
gcagatcaag accctcaaca acaagtttgc 
gcagcagaac aagatgctgg agaccaagtg 



ttctaggatc tccgcctggt tcggcccgcc 60 
cagggtgacc cagaagtcct acaaggtgtc 120 
ctcctacacg agtgggcccg gttcccgcat 180 
cagcaacttt cgcggtggcc tgggcggcgg 240 
caccgcagtt acggtcaacc agagcctgct 3 00 
catccaggcc gtgcgcaccc aggagaagga 3 60 
ctccttcata gacaaggtac ggttcctgga 420 
gagcctcctg cagcagcaga agacggctcg 480 
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aagcaacatg gacaacatgt tcgagagcta catcaacaac cttaggcggc agctggagac 540 
tctgggccag gagaagctga agctggaggc ggagcttggc aacatgcagg ggctggtgga 600 
ggacttcaag aacaagtatg aggatgagat caataagcgt acagagatgg agaacgaatt 660 
tgtcctcatc aagaaggatg tggatgaagc ttacatgaac aaggtagagc tggagtctcg 720 
cctggaaggg ctgaccgacg agatcaactt cctcaggcag ctatatgaag aggagatccg 780 
ggagctgcag tcccagatct cggacacatc tgtggtgctg tccatggaca acagccgctc 840 
cctggacatg gacagcatca ttgctgaggt caaggcacag tacgaggata ttgccaaccg 9 00 
cagccgggct gaggctgaga gcatgtacca gatcaagtat gaggagctgc agagcctggc 9 60 
tgggaagcac ggggatgacc tgcggcgcac aaagactgag atctctgaga tgaaccggaa 102 0 
catcagccgg ctccaggctg agattgaggg cctcaaaggc cagagggctt ccctggaggc 1080 
cgccattgca gatgccgagc agcgtggaga gctggccatt aaggatgcca acgccaagtt 114 0 
gtccgagctg gaggccgccc tgcagcgggc caagcaggac atggcgcggc agctgcgtga 12 0 0 
gtaccaggag ctgatgaacg tcaagctggc cctggacatc gagatcgcca cctacaggaa 126 0 
gctgctggag ggcgaggaga gccggctgga gtctgggatg cagaacatga gtattcatac 132 0 
gaagaccacc agcggctatg caggtggtct gagctcggcc tatgggggcc tcacaagccc 138 0 
cggcctcagc tacagcctgg gctccagctt tggctctggc gcgggctcca gctccttcag 144 0 
ccgcaccagc tcctccaggg ccgtggttgt gaagaagatc gagacacgtg atgggaagct 1500 
ggtgtctgag tcctctgacg tcctgcccaa gtgaacagct gcggcagccc ctcccagcct 1560 
acccctcctg cgctgcccca gagcctggga aggaggccgc tatgcagggt agcactggga 162 0 
acaggagacc cacctgaggc tcagccctag ccctcagccc acctggggag tttactacct 1680 
ggggaccccc cttgcccatg cctccagcta caaaacaatt caattgcttt ttttttggtc 1740 
caaaataaaa cctcagctag 17 60 



<210> 158 
<211> 483 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3355973CD1 



<400> 158 
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Ser 
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Ser Arg 


He 


Ser 


Ser 


Ser 
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Phe 


Ser 
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Gly 
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40 
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Phe Arg 


Gly 


Gly 


Leu 


Gly 


Gly 


Gly 


Tyr 


Gly 


Gly Ala 


Ser 


Gly Met 
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Gly Gly 


He 


Thr 


Ala 


Val 


Thr 


Val 


Asn 


Gin 


Ser 


Leu 


Leu 


Ser 


Pro 
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70 










75 


Leu Val 


Leu 


Glu 


Val 
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Pro 


Asn 


He 


Gin 
85 


Ala 


Val 


Arg 


Thr 


Gin 
90 


Glu Lys 


Glu 


Gin 


80 
He 


Lys 


Thr 


Leu 


Asn 


Asn 


Lys 


Phe 


Ala 
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Phe 
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100 










105 


lie Asp 


Lys 


Val 


Arg 


Phe 


Leu 


Glu 


Gin 


Gin 


Asn 


Lys 


Met 


Leu 


Glu 








110 










115 










120 


Thr Lys 


Trp 


Ser 


Leu 


Leu 


Gin 


Gin 


Gin 


Lys 


Thr 


Ala 


Arg 


Ser 


Asn 
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Met Asp 


Asn 


Met 


Phe 


Glu 


Ser 


Tyr 


He 


Asn 


Asn 


Leu 


Arg 


Arg 


Gin 








140 
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150 


Leu Glu 


Thr 


Leu 
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Gin 


Glu 


Lys 


Leu 


Lys 


Leu 


Glu 


Ala 


Glu 


Leu 
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150 
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Gly Asn 


Met 


Gin 


Gly 


Lgu 


Val 


Glu 


Asp 


Phe 


Lys 


Asn 


Lys 


Tyr 


Glu 
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180 


Asp Glu 


He 


Asn 


Lys 


Arg 


Thr 


Glu 


Met 


Glu 


Asn 


Glu 


Phe 


Val 


Leu 
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190 










195 


lie Lys 


Lys 


Asp 


Val 


Asp 


Glu 


Ala 


Tyr 


Met 


Asn 


Lys 


Val 


Glu 


Leu 








200 










205 










210 


Glu Ser 


Arg 


Leu 


Glu 


Gly 


Leu 


Thr 


Asp 


Glu 


He 


Asn 


Phe 


Leu 


Arg 








215 










220 










225 


Gin Leu 


Tyr 


Glu 


Glu 


Glu 


He 


Arg 


Glu 


Leu 


Gin 


Ser 


Gin 


He 


Ser 
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240 


Asp Thr 


Ser 


Val 


Val 


Leu 


Ser 


Met 


Asp 


Asn 


Ser 


Arg 


Ser 


Leu 


Asp 
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245 










250 










255 


Met 


Asp 


Ser 


He 


He 


Ala 


Glu 


Val 


Lys 


Ala 


Gin 


Tyr 


Glu 


Asp 


He 










260 










265 










270 


Ala 


Asn 


Arg 


Ser 


Arg 


Ala 


Glu 


Ala 


Glu 


Ser 


Met 


Tyr 


Gin 


He 


Lys 
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280 










285 


Tyr 


Glu 


Glu 


Leu 


Gin 


Ser 


Leu 


Ala 


Gly Lys 


His 


Gly 


Asp 


Asp 


Leu 
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Arg 


Arg 


Thr 


Lys 


Thr 


Glu 


He 


Ser 


Glu 


Met 


Asn 


Arg 


Asn 


He 


Ser 
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315 


Arg 


Leu 


Gin 


Ala 


Glu 


He 


Glu 


Gly 


Leu 


Lys 


Gly 


Gin 


Arg 


Ala 


Ser 
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325 










330 


Leu 


Glu 


Ala 


Ala 


He 


Ala 


Asp 


Ala 


Glu 


Gin 


Arg 


Gly 


Glu 


Leu 


Ala 










335 










340 










345 


He 


Lys 


Asp 


Ala 


Asn 


Ala 


Lys 


Leu 


Ser 


Glu 


Leu 


Glu 


Ala 


Ala 


Leu 










350 










355 










360 


Gin 


Arg 


Ala 


Lys 


Gin 


Asp 


Met 


Ala 


Arg 


Gin 


Leu 


Arg 


Glu 


Tyr 


Gin 










365 










370 










375 


Glu 


Leu 


Met 


Asn 


Val 


Lys 


Leu 


Ala 


Leu 


Asp 


He 


Glu 


He 


Ala 


Thr 










380 










385 










390 


Tyr 


Arg 


Lys 


Leu 


Leu 


Glu 


Gly Glu 


Glu 


Ser 


Arg 


Leu 


Glu 


Ser 


Gly 
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400 
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Met 


Gin 


Asn 


Met 


Ser 


He 


His 


Thr 


Lys 


Thr 


Thr 


Ser 


Gly 


Tyr 


Ala 
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42 0 


Gly Gly 


Leu 


Ser 


Ser 


Ala 


Tyr 


Gly Gly Leu 


Thr 


Ser 


Pro 


Gly 


Leu 
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430 
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Ser 


Tyr 


Ser 


Leu 


Gly 


Ser 


Ser 


Phe 


Gly 


Ser 


Gly 


Ala 


Gly 


Ser 


Ser 










440 










445 










450 


Ser 


Phe 


Ser 


Arg 


Thr 


Ser 


Ser 


Ser 


Arg 


Ala 


Val 


Val 


Val 


Lys 


Lys 










455 










460 










465 


He 


Glu 


Thr 


Arg 


Asp 


Gly 


Lys 


Leu 


Val 


Ser 


Glu 


Ser 


Ser 


Asp 


Val 










470 










475 










480 



Leu Pro Lys 



<210> 159 

<211> 5427 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 406457.3 

<400> 159 

gcaggcggcg gggagaaaga 
ggggtgtgga gggcgtgctg 
gggcagctat ggagccgcgg 
tcggggagac gccgtcagcc 
ctgtgccctc ggtgccggag 
atgagggccc cgcggcggcc 
agagccgttt ccaggtggac 
cggcggcggc ggcggcagcg 
cggacgggga agccagcggc 
gcttccgcgt gaacttcgtg 
atgctgccgg ggtcggagtc 
tgctgagcga gggcagcagc 
actactatta tgatacccac 
tggacgctgt gcccaggatc 
tgctccggcc tagcctggcg 
gctttgcaaa tggggaagaa 
aaagtaaagg agtcgtgaag 
acatttgggg tgtgatgctt 
gtctatcagt ccttgtaata 
cttcagcaat agcaactaat 
gaagtctagg gccagaattt 
ttgcagttgc tatgtatgtg 



ctctctcacc tggtcttgcg gctgtggcca ccgccggcca 60 
ccggagacgt ccgccgggct ctgcagttcc gccgggggtc 12 0 
Gccacggcgc cctcctccgg cgccccggga ctggccgggg 18 0 
gctgcgctgg ccgcagccag ggtggaactg cccggcacgg 240 
gatgctgcgc ccgcgagccg ggacggcggc ggggtccgcg 3 00 
ggggacgggc tgggcagacc cttggggccc accccgagcc 3 60 
ctggtttccg agaacgccgg gcgggccgct gctgcggcgg 42 0 
gcggcggctg gtgctggggc gggggccaag cagacccccg 480 
gagagcgagc cagctaaagg cagcgaggaa gccaagggcc 540 
gacccagctg cctcctcgtc ggctgaagac agcctgtcag 600 
gacgggccca acgtgagctt ccagaacggc ggggacacgg 660 
ctgcactccg gcggcggcgg cggcagtggg caccaccagc 72 0 
accaacacct actacctgcg caccttcggc cacaacacca 78 0 
gatcactacc ggcacacagc cgcgcagctg ggcgagaagc 84 0 
gagctccacg acgagctgga aaaggaacct tttgaggatg 9 00 
agtactccaa ccagagatgc tgtggtcacg tatactgcag 9 60 
tttggctgga tcaagggtgt attagtacgt tgtatgttaa 102 0 
ttcattagat tgtcatggat tgtgggtcaa gctggaatag 1080 
atgatggcca ctgttgtgac aactatcaca ggattgtcta 1140 
ggatttgtaa gaggaggagg agcatattat ttaatatcta 12 0 0 
ggtggtgcaa ttggtctaat cttcgccttt gcccacgctg 12 60 
gttggatttg cagaaaccgt ggtggagttg cttaaggaac 1320 
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attccatact tatgatagat gaaatcaatg 
tgattctttt aggtatctca gtagctggaa 
ttttggtgat cctacttctt gctattggtg 
agagcaagaa gccaaaaggg ttttttggtt 
ggcccgattt tcgagaggaa gagactttct 
caactggtat tctggctgga gcaaatatct 
tacccaaagg aacactccta gccattttaa 
tatctgtagg ttcttgtgtt gttcgagatg 
cagagctaac aaactgtact tctgcagcct 
aaagcagtcc ttgttcctat ggcctaatga 
gatttacacc actaatttct gcaggtatat 
ccctagtgag tgctcccaaa atatttcagg 
tccagatgtt tgctaaaggt tatgggaaaa 
cattcttaat tgcacttgga ttcatcttaa 
tctcaaactt cttccttgca tcatatgcat 
ttgcaaaatc tccaggatgg cgtcctgcat 
ttggagcaat tctttgttgc atagtaatgt 
catatgtgat agtccttggg ctgtatattt 
ggggatcctc tacacaagcc ctgacttacc 
ctggagtgga agaccacgtg aaaaacttta 
caaactcacg tccagcttta cttcatcttg 
tgatctgtgg ccatgtacat atgggtcctc 
atcaagccaa atatcagcga tggcttatta 
tacatgcaga tgacttgaga gaaggtgcac 
gtatgaagcc aaacacactt gtccttggat 
gggatgtgga tatgtatata aacttatttc 
tggttattcg cctaaaagaa ggtctggata 
tgtcatcaca agagaaatct cctggcacca 
aaaagtccga tttagatact tccaaaccac 
aggaagagga tggcaagact gcaactcaac 
ttgtgccttt aaatgtagct gaccaaaagc 
aacaaggaaa gaatactatt gatgtctggt 
tgatacctta ccttctgacg accaagaaaa 
ttggtggaaa gataaacaga atagaccatg 
agttccggat agacttttct gatatcatgg 
aagaaaatat tatagctttt gaggaaatca 
aagagcaaga tattgcagat aaaatgaaag 
agcttgaact ttataagacc aagacatacc 
aacattcaag cacagctaat attattgtca 
tgtctagtgc tctctacatg gcatggttag 
tcctagttcg tgggaatcat cagagtgtcc 
tggacagccc tccagaatgg tacttcagtg 
acattaacat cacaatggcg aatggtgact 
acacaggaaa gttgctccat tgataacgtg 
atctcaatct taatggtgat tcttctctgt 
ttgctacttg aatagcaata aaagcgtgtt 
agcctttagc cttgaggtgc cttctgaaat 
ataaacttat agaatgtcaa actttgcctt 
ttaaaacaaa atgaacactg cttgtcttct 
tgtgttttgt taattctata aaggtatctg 
ttaatcaaaa atggggaagg ggaaatggta 
atgagtatat gtgaatatag agctaggaaa 
tctgattggc tattattact atatttatta 
gattcatccc atacttctat ataccatgct 
actcaagatc atttatattt atttggagag 
atctgaggga cttttaagaa atgctaacag 
tgtcatttag tagaatattt cagtatttaa 
ataagtcatt aaaataatgt ttcatcaaat 
atgtttttag gcttaattca ttcaattgtc 
tgaacagatt attctgaata ttaaaattta 
aagaaaaact gccagtttgt gcttttgaaa 
ttttgacagt gcatatgtac tgttactaaa 
tttcatttat aattcaagga aggatttcct 
atttgtgtgt gtgtgtgtat atatatgtaa 
taatgaaatt tatgttgctg gtattttgca 
ctttggttta agtaaacata tgttcaaaat 



atatccgaat tattggagcc attacagtcg 13 8 0 
tggagtggga agcaaaagct cagattgttc 144 0 
atttcgtcat aggaacattt atcccactgg 1500 
ataaatctga aatatttaat gagaactttg 1560 
tttctgtatt tgccatcttt tttcctgctg 162 0 
caggtgatct tgcagatcct cagtcagcca 1680 
ttactacatt ggtttacgta ggaattgcag 174 0 
ccactggaaa cgttaatgac actatcgtaa 1800 
gcaaattaaa ctttgatttt tcatcttgtg 1860 
acaacttcca ggtaatgagt atggtgtcag 192 0 
tttcagccac tctttcttca gcattagcat 1980 
ctctatgtaa ggacaacatc tacccagctt 2 040 
ataatgaacc tcttcgtggc tacatcttaa 2100 
ttgctgaact gaatgttatt gcaccaatta 216 0 
tgatcaattt ttcagtattc catgcatcac 222 0 
tcaaatacta caacatgtgg atatcacttc 2280 
tcgtcattaa ctggtgggct gcattgctaa 2340 
atgttaccta caaaaaacca gatgtgaatt 2400 
tgaatgcact gcagcattca attcgtcttt 2460 
ggccacagtg tcttgttatg acaggtgctc 252 0 
ttcatgattt cacaaaaaat gttggtttga 2580 
gaagacaagc catgaaagag atgtccatcg 2 640 
agaacaaaat gaaggcattt tatgctccag 2700 
agtatttgat gcaggctgct ggtcttggtc 2760 
ttaagaaaga ttggttgcaa gcagatatga 282 0 
atgatgcttt tgacatacaa tatggagtag 2 88 0 
tatctcatct tcaaggacaa gaagaattat 2940 
aggatgtggt agtaagtgtg gaatatagta 3 000 
tcagtgaaaa accaattaca cacaaagttg 3 06 0 
cactgttgaa aaaagaatcc aaaggcccta 312 0 
ttcttgaagc tagtacacag tttcagaaaa 3180 
ggctttttga tgatggaggt ttgaccttat 3240 
aatggaaaga ctgtaagatc agagtattca 33 0 0 
accggagagc gatggctact ttgcttagca 33 6 0 
ttctaggaga tatcaatacc aaaccaaaga 342 0 
ttgagccata cagacttcat gaagatgata 3 48 0 
aagatgaacc atggcgaata acagataatg 3 540 
ggcagatcag gttaaatgag ttattaaagg 3 600 
tgagtctccc agttgcacga aaaggtgctg 3 66 0 
aagctctatc taaggaccta ccaccaatcc 372 0 
ttaccttcta ttcataaatg ttctatacag 3780 
cctagtgtag taactgaaat cttcaatgac 3 84 0 
tttctttcac gatttcatta atttgaaagc 3 900 
tatggagact tcggttttag tcaattccat 3960 
tgaactgaag tttgtgagag tagttttcct 4 02 0 
aactttttga ttgatgaaag aagtacaaaa 4080 
taaccaaatt tcatccatat atcctctttt 4140 
caactgtttt tatttctagt ctcttccact 4200 
tccattgacc atttagtgtt gagtactgta 4260 
ttagatatta aaggtgagaa ttagggcagg 432 0 
accaaaaagt aaccccatgg taaggtttat 438 0 
aaaagccccc ccaaatacct ttttaacccc 4440 
ttatttattg aaaccttagg gaagattgaa 450 0 
taaaaatcac gtcattcttt aaacaaaaat 4560 
aaaactgtcc taatttagaa tttccctcaa 462 0 
atttttctgg aggaaattta gacaaaacaa 4680 
gtggaatttc agtatactgt actatccttt 4740 
ggttaaatgg accactggtt tcttagagaa 4800 
aagtacactt agtcttaata cactcaggtt 4860 
atccattctt aatattttaa aacttttgtt 4920 
tgtctgtttt gacatcatag tctagtaaaa 4980 
agctttatat gaaattatta atgtgaagtt 5040 
gaaaacattt caagggattt atgtctacat 5100 
tatgcataca cagatgcata tgtgtatata 5160 
ttttaaagtg atcaagattc attaggcaaa 522 0 
cagattaaca gatacaggtt tcatagagaa 5280 
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caaaggtgat catttgaagg gcatgctgta atttcacaca attttccagt tcaaaaatgg 5340 
agaatacttc gcctaaaata ctgttaagtg ggttaattga tacaagtttc tgtggtggaa 540 0 
aatttatgca ggttttcacg aatcctt 5427 

<210> 160 

<211> 1145 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 2190217CB1 

<400> 160 

aggaccatta tatattgctc tatattctag gtcgcccact ttacacttcc ttctcatgca 60 
cttggtcaat accacgcccg ctgaccacac tggcgacttc cctctctgtc gcccctccgt 120 
gaagtcagac ccactctgcg ggccaagaaa ggtgaccggg cttccttccg gcttgctaag 18 0 
cagaggccgg aagcggtggt ttttagcggc tctctgggta gcagggtggt gtgatagcgg 240 
cagcgagggg ctcggagagg tgctcggatt ctcgtagctg tgccgggact taaccaccac 3 00 
catgtcgagc aaaagaacaa agaccaagac caagaagcgc cctcagcgtg caacatccaa 3 60 
tgtgtttgct atgtttgacc agtcacagat tcaggagttc aaagaggcct tcaacatgat 420 
tgatcagaac agagatggtt tcatcgacaa ggaagatttg catgatatgc ttgcttcatt 480 
ggggaagaat ccaactgatg agtatctaga tgccatgatg aatgaggctc caggccccat 540 
caatttcacc atgttcctca ccatgtttgg tgagaagtta aatggcacag atcctgaaga 600 
tgtcatcaga aatgcctttg cttgctttga tgaagaagca actggcacca tacaggaaga 6 60 
ttacttgaga gagctgctga caaccatggg ggatcggttt acagatgagg aagtggatga 72 0 
gctgtacaga gaagcaccta ttgataaaaa ggggaatttc aattacatcg agttcacacg 780 
catcctgaaa catggagcca aagacaaaga tgactgaaat aacttcaaat tccagccaaa 840 
cgttccttgt tgccactttg ggtattctga gattttctct tgcatgccct tagctttaca 900 
gcttttgcat ttcctgttgt atttattctc agccattttg ggcatatgta tctttataat 9 60 
cagactggaa acgggacttt ctattaatat cattttcaga ataaaaaata gggtaattta 102 0 
acctaccagc ccttctcccc caataactgt ggtctataca gagtcaatat attttttcag 1080 
agaaagttat tcgctcgatt ttttctgaat cataattaaa ctttatgata aaataaaaaa 114 0 
aaaaa 1145 

<210> 161 

<211> 171 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2190217CD1 
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155 160 165 

Ala Lys Asp Lys Asp Asp 
17 0 

<210> 162 

<211> 1184 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 029061.1 

<400> 162 

attagctaca ctttcttcac tagcaagata aaataatttc cacattttct agttttactt 60 
tgtagaaata actctctgta attggactgt attcaacgaa aacttagtaa gttgtaatta 12 0 
tgcctcaggt atgtttctat gcactgagtg aagagtggag ataaaaatag aatttagatt 18 0 
ttcctttact ttttaaatag gttgttgcct cttatatatt tattctatga tgcaaatgtc 24 0 
actatcctaa ttcctcagtt tatgtttaac agcacacagt ggcacttcta tgattcaaat 3 00 
acatttgata acctttgaaa tcaatcagaa tactgcaaaa ttaatttttc taaaacaatg 3 60 
cttttatcgt tatttctcct gttgaatcat cagtacaatt tccaaatgaa aacacttaaa 42 0 
ataatctcat attacaatct ttctctaaca gaaccatgat gtaaggacag tgataacaaa 48 0 
tatctgacaa tgatatgatt atttcctcat ccatggaaat tttccttaat aaactaaagg 540 
gctattttct aaaaagccaa agcattgctt acaagaactt ttcatcatga catggataga 600 
cactcagatt catacattca aagggaagtg tcatgtattc cctttcaatc caccctattc 660 
tattgtgtta tcttcctaaa ttattttcta tctacattct tcattctctt tcccattgac 720 
cctatgttct gtgtgataaa aattgcgtca ttggaggctt ttgaaggtta agtattatgc 780 
cccatttcac cattaatcaa catacaaccc ttctccatat tttgtaattc ctttcatata 840 
cagaaaaaaa gatactataa tttcttcaaa atgcttgata ttaatgatat atgggaaaac 9 00 
aattattttg tgcagcaatc ttcagataac tgggaaaggc cggggaaaaa gagagatact 9 60 
ggtggttatc aatgacccat gtataaattg tttttattat gtaagctgtc ttcacaaatg 1020 
tcttcttatg tatgatcatt agaactgttt tatatatata tgtaaaattt ccacattatc 1080 
gagacattac tttcagcagt gaagtaatcc ttttttaact gccacttaat gaattcaata 114 0 
aaatataatt tattgtattt tgctataata aactattgat gact 1184 

<210> 163 

<211> 2613 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1262593.2 

<400> 163 

gccgtcgccg ccatttcaag accgtactag gtagatggtc aattagagtt cccagggttt 5 0 
gaagcctgta actgctgccg ccgctcaagc cctccagagc attgctacgg ctgctgccct 120 
tgtactacta cctccaaata cgttcttgct ggtagtggcg gcagcaggac caattacctc 180 
ttttttgctc tccctcgaga agctccagat ggcgtcttcc gtgggcaacg tggccgacag 240 
cacagaacca acgaaacgta tgctttcctt ccaagggtta gctgagttgg cacatcgaga 3 00 
atatcaggca ggagattttg aggcagctga gagacactgc atgcagctct ggagacaaga 3 60 
gccagacaat actggtgtgc ttttattact ttcatctata cacttccagt gtcgaaggct 420 
ggacagatct gctcacttta gcactctggc aattaaacag aacccccttc tggcagaagc 480 
ttattcgaat ttggggaatg tgtacaagga aagagggcag ttgcaggagg caattgagca 540 
ttatcgacat gcattgcgtc tcaaacctga tttcatcgat ggttatatta acctggcagc 500 
cgccttggta gcagcgggtg acatggaagg ggcagtacaa gcttacgtct ctgctcttca 560 
gtacaatcct gatttgtact gtgttcgcag tgacctgggg aacctgctca aagccctggg 720 
tcgcttggaa gaagccaagg taggtgtttg atagaacaca tttaaacatc agtattatga 780 
aaacttgtac tttttgccaa gtcttcaact cttcattgag ctatcttcac aaaacagtcc 840 
tttgaaactg aggaaaactg acggcacgaa tcgcctcaga atagagcagg gccaggcttt 9 00 
ggcatatctg ttctaaatct gggggtaaag caagaacctg aacattttgg agcctttctg 9 50 
ctgagctaga ccatctttat aacactgggc tccgtcatga tcttatgtgg gaataaataa 102 0 
cattccttca aatctgaggc ttgcctgctg gtgacaagca gagcgcctgt gatttggctc 1080 
aagactccta tatgatgcag gtgccattga aaatgctgct cttctaagtc ctttgtggct 114 0 
tgtaagtgga gaagaatttc atccaaatgt taccctgtaa tactggcatt taaaattctt 1200 
atttaacctt cctcccttca tcttcctcac cctttttaca gtggaagaaa ggctgttaaa 12 6 0 
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atgattacaa attaataatt ggaacatcct gtcccttgtc cccactccct tcccaagttc 1320 
ctttttcctc ttttccaatc ctagttgtct accttctttt cttcctcatt tccttctttt 1380 
attcctcccc accccaaccc cttaaaaaaa aggtcagaag gacaaagctg gtttgtttgg 1440 
gaaatggact gatcgaaaga aaacttgcca aagtggaaag gtggctttta gcattctgtg 15 00 
tttccaaata atgaatttga acaccaggtt gggttaatta aagcttttgg tataatttaa 1560 
aattaaattt ataaatgcag ttgtcttgtt acaagccacc ttacgcaacc gcgctgcagg 1620 
ggtgaggagt ggggagaaac cagaatgctt ctgaaactcc cacctgttgc tctgagcccc 1680 
acgcgcatgc taatgcgtgg agtgtatgcg cagagtagct gtctgtttga ctgcttcatc 1740 
cagggaggga gaaggctttt cagcaccatc taatgtttta aaaggcacta gttttaagtg 1800 
cacagctcat aaattctgct gacattttgg attaacctta tgtaggttgc cagctaatga 18 60 
attgtaattg atttcaatct tagctgataa atctaattgg taatttatag aacaaatatt 1920 
tgataagctc ctattaattg tcaccccacc aagcggacag ctaacatgaa ttgcacttca 1980 
ctgcagcttt agagatcggt ttaggctgag acattgcgcc tgccttaggt tgctgacttc 2 040 
tttatttcag agctctggag acacctagtt tgaaaaatgt tattctgttt ttttgtgaga 2100 
acttagtaaa caagaaaata ctcttgagtg aaatgcaatg tatttctttt gtaatcagtg 2160 
catttgaaaa ttcaagccag catattccta gtagatggaa gcaaaattaa gttgtctttg 222 0 
tagaaaatga agagcctttc ttccagcaaa aatccctgct gtatgcaata gccctgatta 2280 
accctctccc ttctgcatgt ttcccatatt acagacttga gactgtcctc attcccatat 2340 
gtaatagaca tccaaagaat ttcaattgct ttgttgaact tttactaatg atcttgtttt 240 0 
tattttctct cttgtttttg gtttttcacc atcgatattg tatttagaag gtttcaggtg 2460 
ggtgaaacct cctattccat gcgtaaggtg cctcgctgaa gggagctcga ggcctggatc 2520 
tagggcagac acacaacctc ctcctcctct tccagcaagg aacgcaccga aaagtcacat 2580 
gatgagaaat atggtaacgg gtttgtaact gcc 2 613 



<210> 164 
<211> 713 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1094812.1 



<400> 164 

gctaatcacc ttccagcaac cttcccacaa cgaaactgta ttccttgaag gaacaattag 60 
aaactacttc attctgagag ttgtttccca gcccccattg taaaataatt tcactttcat 120 
ttcttctcct cttttctctc catgacagat aatgctctac cacaagaaaa tggcctctca 180 
cctggggcca ttgctggcat tgtgattgga gtagtggccc tggttgctct gatagcagta 240 
gccctggcat gttttctgca tttcgggaag accggcaggt atgatggcct ttcctcttgt 3 00 
tctgtttcct ccaaggctga ctgccatgct tgggagaggg aaagaattct ttgcctgtct 3 60 
ctgggcctgg atctcatact cctcccacta aactcctgct tctcggcact aattcccaca 420 
ggtttcctct tccctggtct tcgtgctccc tgtctcccat tatctcttgg acatgggtat 480 
tccaatcccc atctaatcta gaggaagaga ctcaagtatg ttcctctgtc ccctagtcag 540 
ggaaagcaag gtctaagaag gaaaacaaat gaaaaaatga aagaagcagc aggagaaagc 600 
aagtcatgtg ctctgttgac cacattggaa gaggagggag aaatagcata ggaagagaac 660 
ctaagagaaa gcaaaaacaa ccaaagtcct cttgaacaat aaatagaaaa aag 713 



<210> 165 

<211> 1636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2434655CB1 

<400> 165 

gatcagtgtg tgagggaact gccatcatga 
tcctgcagct cttctgtgtt ggctgtggat 
acatgagcca ttggcttaat gtcaaggtca 
aggtaacagt attgactcac tcaaagcctt 
tgaaatttga ggtggtccat atgccacagg 
acctagctct gaatgtcttg ccaggcttat 
atttttttgt tgaaataaga ggaactttaa 
agacgcttat gaagaagcta caggaaacca 
ttccctgtgg agacctgatg gctgagttgc 



ggtctgacaa gtcagctttg gtatttctgc 6 0 
tctgtgggaa agtcctggtg tggccctgtg 12 0 
ttctagaaga gctcatagtg agaggccatg 180 
cgttaattga ctacaggaag ccttctgcat 240 
acagaacaga agaaaatgaa atatttgttg 3 00 
caacctggca atcagttata aaattaaatg 3 60 
aaatgatgtg tgagagcttt atctacaatc 42 0 
actacgatgt aatgcttata gaccctgtga 480 
ttgcagtccc ttttgtgctc acacttagaa 540 
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tttctgtagg aggcaatatg gagcgaagct gtgggaaact tccagctcca ctttcctatg 600 
tacctgtgcc tatgacagga ctaacagaca gaatgacctt tctggaaaga gtaaaaaatt 660 
caatgctttc agttttgttc cacttctgga ttcaggatta cgactatcat ttttgggaag 720 
agttttatag taaggcatta ggaaggccca ctacattatg tgagactgtg ggaaaagctg 780 
agatatggct aatacgaaca tattgggatt ttgaatttcc tcaaccatac caacctaact 840 
ttgagtttgt tggaggattg cactgtaaac ctgccaaagc tttgcctaag gaaatggaaa 9 00 
attttgtcca gagttcaggg gaagatggta ttgtggtgtt ttctctgggg tcactgtttc 9 60 
aaaatgttac agaagaaaag gctaatatca ttgcttcagc ccttgcccag atcccacaga 102 0 
aggtgttatg gaggtacaaa ggaaaaaaac catccacatt aggagccaat actcggctgt 108 0 
atgattggat accccagaat gatcttcttg gtcatcccaa aaccaaagct tttatcactc 1140 
atggtggaat gaatgggatc tatgaagcta tttaccatgg ggtccctatg gtgggagttc 12 0 0 
ccatatttgg tgatcagctt gataacatag ctcacatgaa ggccaaagga gcagctgtag 126 0 
aaataaactt caaaactatg acaagcgaag atttactgag ggctttgaga acagtcatta 1320 
ccgattcctc ttataaagag aatgctatga gattatcaag aattcaccat gatcaacctg 13 8 0 
taaagcccct agatcgagca gtcttctgga tcgagtttgt catgcgccac aaaggagcca 144 0 
agcacctgcg atcagctgcc catgacctca cctggttcca gcactactct atagatgtga 150 0 
ttgggttcct gctgacctgt gtggcaactg ctatattctt gttcacaaaa tgttttttat 1560 
tttcctgtca aaaatttaat aaaactagaa agatagaaaa gagggaatag atctttccaa 152 0 
attcaagaaa gacctg 163 6 



<210> 166 
<211> 527 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2434655CD1 
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210 


Asn 


Ser 


Met 


Leu 


Ser 


Val 


Leu 


Phe 


His 


Phe 


Trp 


He 


Gin 


Asp 


Tyr 










215 










220 










225 


Asp 


Tyr 


His 


Phe 


Trp 


Glu 


Glu 


Phe 


Tyr 


Ser 


Lys 


Ala 


Leu 


Gly Arg 










230 










235 










240 


Pro 


Thr 


Thr 


Leu 


Cys 


Glu 


Thr 


Val 


Gly 


Lys 


Ala 


Glu 


He 


Trp 


Leu 










245 










250 










255 


He 


Arg 


Thr 


Tyr 


Trp 


Asp 


Phe 


Glu 


Phe 


Pro 


Gin 


Pro 


Tyr 


Gin 


Pro 










260 










265 










270 
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Asn 


Phe 


Glu 


Phe 


Val 


Gly 


Gly 


Leu 


His 


cys 


Lys 


Pro 


Ala 


Lys 


Ala 










275 










280 










285 


Leu 


Pro 


Lys 


Glu 


Met 


Glu 


Asn 


Phe 


Val 


Gin 


Ser 


Ser 


Gly 


Glu 


Asp 










290 










295 










300 


Gly 


He 


Val 


Val 


Phe 


Ser 


Leu 


Gly 


Ser 


Leu 


Phe 


Gin 


Asn 


Val 


Thr 








305 










310 










315 


Glu 


Glu 


Lys 


Ala 


Asn 


He 


He 


Ala 


Ser 


Ala 


Leu 


Ala 


Gin 


He 


Pro 










320 










325 










330 


Gin 


Lys 


Val 


Leu 


Trp 


Arg 


Tyr 


Lys 


Gly 


Lys 


Lys 


Pro 


Ser 


Thr 


Lsu 










335 










340 










345 


Gly Ala 


Asn 


Thr 


Arg 


Leu 


Tyr 


Asp 


Trp 


He 


Pro 


Gin 


Asn 


Asp 


Leu 










350 










355 










360 






His 


Pro 


Lys 


Thr 


Lys 


Ala 


Phe 


He 


Thr 


His 


Gly 


Gly 


Met 










365 










370 










375 


sn 




lie 


Tyr 


Glu 


Ala 


He 


Tyr 


His 


Gly 


Val 


Pro 


Met 


Val 


Gly 










380 










385 










390 




ro 


He 


Phe 


Gly 


Asp 


Gin 


Leu 


Asp 


Asn 


He 


Ala 


His 


Met 


Lys 










395 










400 










405 


Ala 


Lys 


Gly 


Ala 


Ala 


Val 


Glu 


He 


Asn 


Phe 


Lys 


Thr 


Met 


Thr 


Ser 










410 










415 










420 


Glu 


Asp 


Leu 


Leu 


Arg 


Ala 


Leu 


Arg 


Thr 


Val 


He 


Thr 


Asp 


Ser 


Ser 








425 










430 










435 


Tyr 


Lys 


Glu 


Asn 


Ala 


Met 


Arg 


Leu 


Ser 


Arg 


He 


His 


His 


Asp 


Gin 










440 










445 










450 


Pro 


Val 


LVS 


Pro 




Asp 


Arg 


Ala 


Val 


Phe 


Trp 


He 


Glu 


Phe 


Val 










455 










460 










465 


Met 


Arg 


His 


Lys 


Gly 


Ala 


Lys 


His 


Leu 


Arg 


Ser 


Ala 


Ala 


His 


Asp 










470 










475 










480 


Leu 


Thr 


Trp 


Phe 


Gin 


His 


Tyr 


Ser 


He 


Asp 


Val 


He 


Gly 


Phe 


Leu 










485 










490 










495 


Leu 


Thr 


Cys 


Val 


Ala 


Thr 


Ala 


He 


Phe 


Leu 


Phe 


Thr 


Lys 


Cys 


Phe 










500 










505 










510 


Leu 


Phe 


Ser 


Cys 


Gin 


Lys 


Phe 


Asn 


Lys 


Thr 


Arg 


Lys 


He 


Glu 


Lys 










515 










520 










525 


Arg 


Glu 





























<210> 167 
<211> 910 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 205344.1 

<400> 167 

catgtatgca ataaaaaata aaagatacat acacaaaatt ctttaaatgt cccacacaca 60 
agacaaatac gtgttcaaat acatcagtct ctgaagcctc tgcaccactc tacacgctgc 12 0 
tccttctgac tagtaatgcc ctcctgcccc tcctgtccac gtgtcaaact cccaatcacc 180 
ctttaaaacc agattgaatt attttgcttc tgtgaagctt tccctgacta tccccgggat 240 
agaataatgt ttccactagt gttttgtcat ttactcgcta taataagaat acgaaagaac 300 
atgtattttt gaaaagtatc tgtgatctct aatgagcttg taaacatctt gaggaataga 3 60 
gactaagttt tgcttctttg ttcccccaaa gagaacttta ttaataacat ttaccatctc 420 
tttagagaga gggtttttcc catctctgtg agaaagctcc agaatctaca accaggaata 480 
agtgttaatg ggatagaacc aatgtagaga acagcatatg atatgtgaaa tgtactttat 540 
tattaatacg aattcagtgg gctcacagaa tgaacctttt tgccaaactg gggggaaagc 600 
attttctgta aaggtatctt tagaaaaata tgtataattt gaaaaatggt tatccaaatt 660 
taacatttgt catataaaag gctcataaaa cgtgtgtggc tgtgtttctc aaaattgtgg 720 
ggtcaattgg tcacattatg cctagacatt ctggttttgt tgcttggggt taataatggt 780 
tgtggtctta tacagaaaag gaaatctgga catcttgccc ctgttattaa tacacctgtc 840 
attactaata aaagtggttt gttgatatgc taaataggtt gaaaaagctg tcactttgca 9 00 
tgaaattaac 910 

<210> 168 
<211> 1525 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1075717.7 

<400> 158 

ggtactaagt attaataata gagccaaaca ggttacattt gtatcccctt atagttgcat 6 0 
tataattagg tattaaatct ttggccaaac caggccacct ctgagagtaa ataggatgtt 12 0 
tttaataact acgctgagac aaatttaaac taggactgtt ctaggggagc tagagataag 180 
gaaaaagaag aaacagtgct gaaaacttca aatatgtaaa gaaaacatat aatatttaaa 240 
gcttaacttt aaacatttac atatgtgatc aacatatatt tatatattaa taaatattca 3 00 
gataaaaatg tgatgaagac tgaaagtgac caaacctaag atgttgataa aatgatattc 3 50 
aaagtacaaa taggtaaaaa catccatata tttaactaca tatccaattt tgtatggggc 420 
tgtcatatag atatctacta aataatctaa gttgaaaaac aaccaagacc atcaattact 480 
tgcttagatc ttaacacagc caaacagacc cctgaaccat ctcattttct tccgattttt 540 
tttggagaga tgaaatatga gagacggaga atttatgttc aactctgatt tttaaattag 600 
atttaaaaca agcttactga aatttaaaga gatctcaaga tgaaagagaa ctagaataat 660 
ggttggtttt taaaacatta ataattaaac ttataaaacc aatggtaaaa tagtttctca 720 
ctcttgacga tattttgcag tgttttaaag ggataccaaa aattctgcaa tagtaaacca 780 
gtgaaagaga aaaatctaat atagatgaag ctttaacctc ttaatactgc attttgcaag 840 
gctgttcctg caagctctgg ttttatagga tatgatatat ttagttgaat tacagactaa 9 00 
taatctcaac aatagtttct gtattgtcaa tatactaaaa tcttcaaaac agcctagaag 9 60 
attgaaaagg gcatgaaatt atgcaggctt ggtattagat cccagctctg ctactttctc 102 0 
tttccagtag tcactggtcc acatgggttt ttatcaggta tttcacagta caccctttaa 1080 
aaacagaatc ctttactgtt tcctcaagac acttgtgcat gttaccagtg gtagacaatc 1140 
tgtgatcatt tattgaaaat atctaatcaa acgctaattt taacacttat tttcttagtt 12 0 0 
tcccagaaga ggtcgccatt gttgaagaac ttggccgcag acatgctgat ggttctttct 1260 
ctgatgagat gaacaccatt cttgataatc ttgccgccag ggactttata aactggttga 13 2 0 
ttcagaccaa aatcactgac aggaaataac tatatcacta ttcaagatca tcttcacaac 13 80 . 
atcacctgct agccacgtgg gatgtttgaa atgttaagtc ctgtaaattt aagaggtgta 1440 
ttctgaggcc acattgcttt gcatgccaat aaataaattt tcttttagtg ttgtgtagcc 1500 
aaaaattaca aatggaataa agttt 152 5 

<210> 169 

<211> 1174 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1075717.1 

<400> 169 

agagtatata aaagcagtgc gccttggtgc agaagtacag agcttaggac acagagcaca 60 
tcaaaagttc ccaaagaggg cttgctctct cttcacctgc tctgttctac agcacactac 12 0 
cagaagacag cagaaatgaa aagcatttac tttgtggctg gattatttgt aatgctggta 180 
caaggcagct ggcaacgttc ccttcaagac acagaggaga aatccagatc attctcagct 240 
tcccaggcag acccactcag tgatcctgat cagatgaacg aggacaagcg ccattcacag 300 
ggcacattca ccagtgacta cagcaagtat ctggactcca ggcgtgccca agattttgtg 3 60 
cagtggttga tgaataccaa gaggaacagg aataacattg ccaaacgtca cgatgaattt 42 0 
gagagacatg ctgaagggac ctttaccagt gatgtaagtt cttatttgga aggccaagct 480 
gccaaggaat tcattgcttg gctggtgaaa ggccgaggaa ggcgagattt cccagaagag 540 
gtcgccattg ttgaagaact tggccgcaga catgctgatg gttctttctc tgatgagatg 600 
aacaccattc ttgataatct tgccgccagg gactttataa actggttgat tcagaccaaa 660 
atcactgaca ggaaataact atatcactat tcaagatcat cttcacaaca tcacctgcta 72 0 
gccacgtggg atgtttgaaa tgttaagtcc tgtaaattta agaggtgtat tctgaggcca 78 0 
cattgctttg catgccaata aataaatttt cttttagtgt tgtgtagcca aaaattacaa 84 0 
atggaataaa gttttatcaa aatattgcta aaatatcagc tttaaaatat gaaagtgcta 900 
gattctgtta ttttcttctt attttggatg aagtacccca acctgtttac atttagcgat 960 
aaaattattt ttctatgata taatttgtaa atgtaaatta ttccgatctg acatatctgc 1020 
attataataa taggagaata gaagaactgg tagccacagt ggtgaaattg gaaagagaac 1080 
tttcttcctg aaacctttgt cttaaaaata ctcagctttc aatgtatcaa agatacaatt 1140 
aaataaaatt ttcaagcttc tttacaaaaa aaaa 1174 
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<210> 170 
<211> 792 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 372647.1 



<400> 170 

accacgtctg gcacaaaaaa aatgtatttc ttaaaaaggc tctaataaaa aacatttgaa 60 
agccactgtt ctaggtgata atgattgtaa gatctttgtg tatagttctt gctagctcag 12 0 
tcttattaat agtttcattg agagagaatt caacaggtat ttgtttgtaa gtactaacaa 180 
aaaattgtac attcaatact tatcaaacaa aagttacatg atcttattct tccactatta 240 
aatttttatt ttatttttaa attttgattt tttggcattt cacctgcaag tctttttgtc 3 00 
ttattagagt cacactatgt gatggtattt tttctttatc cacaatctcc cctgactccc 3 60 
ctgttactat tatggaataa tgtaaagtta agaattaatt atgattacag tagttatggg 42 0 
taattaggta ctatgaatca aatcttagaa atcactttca ttattgtaat agtgcctcag 48 0 
aaaacaattt ttcctctttg actttttaaa ttgttaatac tatcataaat ggcatttatg 54 0 
tattcattta ccaaatattg atcaaaaact actttgtgtc taccatcaga atttaaaaga 600 
caccttccta gatcatagag aaggcttact gacatggcac atacagaatg gtaaacagat 660 
agctatatta cacaatgaga taagtgcttc aataacaata tagagctgta agggagtgaa 720 
ttgaagagat actcccctat tcttaaatgt tcagtgaaat tcctttgtcc caaagcgcta 780 
gttaaacgaa gc 7 92 



<210> 171 
<211> 985 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 148512.1 

<220> 

<221> unsure 

<222> 581, 597 

<223> a, t, c, g, or other 



<400> 171 

gggttccgag ttcattacta caggaaaaac tgttctcttc tgtggcacag agaaccctgc 60 
ttcaaagcag aagtagcagt tccggagtcc agctggctaa aactcatccc agaggataat 120 
ggcaacccat gccttagaaa tcgctgggct gtttcttggt ggtgttggaa tggtgggcac 180 
agtggctgtc actgtcatgc ctcagtggag agtgtcggcc ttcattgaaa acaacatcgt 24 0 
ggtttttgaa aacttctggg aaggactgtg gatgaattgc gtgaggcagg ctaacatcag 3 00 
gatgcagtgc aaaatctatg attccctgct ggctctttct ccggacctac aggcagccag 3 60 
aggactgatg tgtgctgctt ccgtgatgtc cttcttggct ttcatgatgg ccatccttgg 420 
catgaaatgc accaggtgca cgggggacaa tgagaaggtg aaggctcaca ttctgctgac 480 
ggctggaatc atcttcatca tcacgggcat ggtggtgctc atccctgtga gctgggttgc 540 
caatgccatc atcagagatt tctataaccc aatagtgaat nttgcccaaa aacgtgngct 600 
tggagaagct ctctacttag gatggaccac ggcactggtg ctgattgttg gaggagctct 660 
gttctgctgc gttttttgtt gcaacgaaaa gagcagtagc tacagatact cgataccttc 720 
ccatcgcaca acccaaaaaa gttatcacac cggaaagaag tcaccgagcg tctactccag 780 
aagtcagtat gtgtagttgt gtatgttttt ttaactttac tataaagcca tgcaaatgac 840 
aaaaatctat attactttct caaaatggac cccaaagaaa ctttgattta ctgttcttaa 9 00 
ctgcctaatc ttaattacag gaactgtgca tcagctattt atgattctat aagctatttc 9 60 
agcagaatga gatattaaat ccaatg 986 

<210> 172 

<211> 3290 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2023119CB1 
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<400> 172 

cggcgctctc tgcgtggttc ttcttctcgg 
aaggtcgtga gtcccgctga gctgtccccg 
ctccagccgc tgccgcctcg atctcctcgt 
gaacttgcgt cctttctctt ctccgccatg 
agccaaagaa accccagaca acagatgccc 
tcggtttctg tgccgtagtt tacagtattt 
gcatttttga tacctcatat tctgtttaca 
ctaaacaacc actactccag agaatggcaa 
ccgcttctgg tcctttggtg gactacctat 
ttgtcttggc attctccgtg ggagccaatg 
gctcaggtgt agtgaccctg aagcaagcct 
gctctgtctt actgggggcc aaagtgagcg 
agatgtacaa ctcgactcaa gggctactga 
ctgctgtgtg gcaactcgtg gcttcgtttt 
ttgttggtgc aactattggt ttctccctcg 
ctgaactgat aaaaattgtg atgtcttggt 
ctggaatttt attcttcctg gttcgtgcat 
atggtttgcg agctttgcca gttttctatg 
tcatgtatac tggagcaccg ttgctgggct 
tcatctcggt gggatgtgca gttttctgtg 
ggatgaagag aaaaattgaa cgagaaataa 
aaaaaaagaa tagcttgaaa gaagaccatg 
aaaacaagca tcctgtttct gaggtagggc 
aggagagaac agtctcattc aaacttggag 
ttcccagcgt ggacttgaaa gaggaaacca 
agttgcctaa tgggaacctt gtccagttca 
gtggccacta ccagtatcac accgtgcata 
ataaattaca tcttgccaag gtgggagatt 
ggcgcaataa tagctatact tcctatacca 
tccgtgccaa agaaggtgaa cagaagggcg 
cagactccaa gaagcgaatt cgaatggaca 
accttcactc agcatctgag atagacatga 
gaaaaggaag taatggctct ctagaagaat 
tcctcttcca gttcctgcag atccttacag 
atgacgtaag caatgccatt gggcctctgg 
atgtttcttc aaaagtggca acaccaatat 
gtgttggtct gtgggtttgg ggaagaagag 
cgatcacacc ctctagtggc ttcagtattg 
catcaaatat tggccttccc atcagtacaa 
ttggctggct ccggtccaag aaggctgttg 
cctggtttgt cacagtcccc atttctggag 
gatatgtcat cctcagaatg tgaagctgtt 
ccatcttagg tattcctgct cccctgaaga 
gagtcttttt atttgggagc cagaggaggg 
gctaaatatg aattgtctca aaattagctg 
gctgaggtcc cctttccttc tgggctgtga 
tcaggcttca attccattat gttttaatgt 
tctttttttt aaaccatgaa gagccgtttg 
cagcttctgc cctcacatgc acagggattt 
gtagtctctt atataagtag agtccttggt 
ctattggcat attcgggagc ttcttagagg 
aaattagtaa cttttttgca agcagtttat 
gaaaaagcct gttggcaatc ttggttattt 
gaatgaagtg gaatgtgaac tttgggcaag 
tctacctctt aactgaataa aaaagcctac 

<210> 173 
<211> 679 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2023119CD1 



ccgctgaaac ccccgcggct gcttcctggg 60 
gtgccgccga cccgggccgt gtgcccgtgg 12 0 
ctcccgctcc gccctccctt ttccctggat 180 
gaattctgct ccgtgctttt agccctcctg 240 
atacgcagcg tatagcagta actccccagc 3 00 
aattttatat aatatatatt atttattata 3 60 
catcttgaaa ggcgctcagt agttctctta 42 0 
cggtgattac cagtactaca gctgctaccg 480 
ggatgctcat cctgggcttc attattgcat 540 
atgtagcaaa ttcttttggt acagctgtgg 600 
gcatcctagc tagcatcttt gaaacagtgg 660 
aaaccatccg gaagggcttg attgacgtgg 72 0 
tggccggctc agtcagtgct atgtttggtt 78 0 
tgaagctccc tatttctgga acccattgta 84 0 
tggcaaaggg gcaggagggt gtcaagtggt 9 00 
tcgtgtcccc actgctttct ggaattatgt 9 60 
tcatcctcca taaggcagat ccagttccta 1020 
cctgcacagt tggaataaac ctcttttcca 1080 
ttgacaaact tcctctgtgg ggtaccatcc 1140 
cccttatcgt ctggttcttt gtatgtccca 1200 
agtgtagtcc ttctgaaagc cccttaatgg 1260 
aagaaacaaa gttgtctgtt ggtgatattg 132 0 
ctgccactgt gcccctccag gctgtggtgg 1380 
atttggagga agctccagag agagagaggc 1440 
gcatagatag caccgtgaat ggtgcagtgc 1500 
gtcaagccgt cagcaaccaa ataaactcca 15 60 
aggattccgg cctgtacaaa gagctactcc 1620 
gcatgggaga ctccggtgac aaacccttaa 1680 
tggcaatatg tggcatgcct ctggattcat 1740 
aagaaatgga gaagctgaca tggcctaatg 18 00 
gttacaccag ttactgcaat gctgtgtctg 1860 
gtgtcaaggc agagatgggt ctaggtgaca 192 0 
ggtatgacca ggataagcct gaagtctctc 1980 
cctgctttgg gtcattcgcc catggtggca 2 040 
ttgctttata tttggtttat gacacaggag 210 0 
ggcttctact ctatggtggt gttggtatct 2160 
ttatccagac catggggaag gatctgacac 222 0 
aactggcatc tgccctcact gtggtgattg 228 0 
cacattgtaa agtgggctct gttgtgtctg 2340 
actggcgtct ctttcgtaac atttttatgg 2400 
ttatcagtgc tgccatcatg gcaatcttca 2460 
tgagattaaa atttgtgtca atgtttggga 2520 
atgattacag tgttaacaga agactgacaa 2580 
aagtgttact tgtgctataa ctgcttttgt 2 64 0 
tgtaaaatag cccgggttcc actggctcct 2700 
attcctgtac atatttctct actttttgta 2760 
tgtctctgaa gatgacttgt gatttttttt 2820 
acagagcatg ctctgcgttg ttggtttcac 288 0 
aacaacaaaa atataactac aacttccctt 2940 
actctgccct cctgtcagta gtggcaggat 3 000 
gatgaggttc tttgaacaca gtgaaaattt 3 060 
tgactgttat tgctaagaag aagtaagaaa 312 0 
ctttaagatt tctggcagtg tgggatggat 318 0 
ttaaatggga cagccttcca tgttcatttg 324 0 
agtttttaga aaaaaaaaaa 329 0 
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Met 


Ala 


Thr 


Val 


He 


Thr 


Ser 


Thr 


Thr 


Ala 


Ala 


Thr 


Ala 


Ala 


Ser 


1 








5 










10 










15 


Gly 


Pro 


Leu 


Val 


Asp 
20 


Tyr 


Leu 


Trp 


Met 


Leu 
25 


He 


Leu 


Gly 


Phe 


He 
30 


He 


Ala 


Phe 


Val 


Leu 
35 


Ala 


Phe 


Ser 


Val 


Gly 
40 


Ala 


Asn 


Asp 


Val 


Ala 
45 


Asn 


Ser 


Phe 


Gly 


Thr 
50 


Ala 


Val 


Gly 


Ser 


Gly 
55 


Val 


Val 


Thr 


Leu 


Lys 
60 


Gin 


Ala 


Cys 


He 


Leu 
65 


Ala 


Ser 


He 


Phe 


Glu 
70 


Thr 


Val 


Gly 


Ser 


Val 
75 


Leu 


Leu 


Gly 


Ala 


Lys 
80 


Val 


Ser 


Glu 


Thr 


He 
85 


Arg 


Lys 


Gly 


Leu 


He 
90 


Asp 


Val 


Glu 


Met 


Tyr 
95 


Asn 


Ser 


Thr 


Gin 


Gly 
100 


Leu 


Leu 


Met 


Ala 


Gly 
105 


Ser 


Val 


Ser 


Ala 


Met 
110 


Phe 


Gly 


Ser 


Ala 


Val 
115 


Trp 


Gin 


Leu 


Val 


Ala 
120 


Ser 


Phe 


Leu 


Lys 


Leu 
125 


Pro 


He 


Ser 


Gly 


Thr 
130 


His 


Cys 


He 


Val 


Gly 
135 


Ala 


Thr 


He 


Gly 


Phe 


Ser 


Leu 


Val 


Ala 


Lys 


Gly 


Gin 


Glu 


Gly Val 










140 










145 










150 


Lys 


Trp 


Ser 


Glu 


Leu 
155 


He 


Lys 


He 


Val 


Met 
160 


Ser 


Trp 


Phe 


Val 


Ser 
155 


Pro 


Leu 


Leu 


Ser 


Gly 
170 


He 


Met 


Ser 


Gly 


He 
175 


Leu 


Phe 


Phe 


Leu 


Val 
180 


Arg 


Ala 


Phe 


He 


Leu 
185 


His 


Lys 


Ala 


Asp 


Pro 
190 


Val 


Pro 


Asn 


Gly 


Leu 
195 


Arg 


Ala 


Leu 


Pro 


Val 
200 


Phe 


Tyr 


Ala 


Cys 


Thr 
205 


Val 


Gly 


He 


Asn 


Leu 
210 


Phe 


Ser 


He 


Met 


Tyr 
215 


Thr 


Gly 


Ala 


Pro 


Leu 
220 


Leu 


Gly 


Phe 


Asp 


Lys 
225 


Leu 


Pro 


Leu 


Trp 


Gly 
230 


Thr 


He 


Leu 


He 


Ser 
235 


Val 


Gly 


Cys 


Ala 


Val 
240 


Phe 


Cys 


Ala 


Leu 


He 
245 


Val 


Trp 


Phe 


Phe 


Val 
250 


Cys 


Pro 


Arg 


Met 


Lys 
255 


Arg 


Lys 


He 


Glu 


Arg 
260 


Glu 


He 


Lys 


Cys 


Ser 
265 


Pro 


Ser 


Glu 


Ser 


Pro 
270 


Leu 


Met 


Glu 


Lys 


Lys 
275 


Asn 


Ser 


Leu 


Lys 


Glu 
280 


Asp 


His 


Glu 


Glu 


Thr 
285 


Lys 


Leu 


Ser 


Val 


Gly 
290 


Asp 


He 


Glu 


Asn 


Lys 
295 


His 


Pro 


Val 


Ser 


Glu 
300 


Val 


Gly 


Pro 


Ala 


Thr 
305 


Val 


Pro 


Leu 


Gin 


Ala 
310 


Val 


Val 


Glu 


Glu 


Arg 
315 


Thr 


Val 


Ser 


Phe 


Lys 
320 


Leu 


Gly 


Asp 


Leu 


Glu 
325 


Glu 


Ala 


Pro 


Glu 


Arg 
330 


Glu 


Arg 


Leu 


Pro 


Ser 
335 


Val 


Asp 


Leu 


Lys 


Glu 
340 


Glu 


Thr 


Ser 


He 


Asp 
345 


Ser 


Thr 


Val 


Asn 


Gly 
350 


Ala 


Val 


Gin 


Leu 


Pro 
355 


Asn 


Gly 


Asn 


Leu 


Val 
360 


Gin 


Phe 


Ser 


Gin 


Ala 
365 


Val 


Ser 


Asn 


Gin 


He 
370 


Asn 


Ser 


Ser 


Gly 


His 
375 


Tyr 


Gin 


Tyr 


His 


Thr 
380 


Val 


His 


Lys 


Asp 


Ser 
385 


Gly 


Leu 


Tyr 


Lys 


Glu 
390 


Leu 


Leu 


His 


Lys 


Leu 
395 


His 


Leu 


Ala 


Lys 


Val 
400 


Gly 


Asp 


Cys 


Met 


Gly 
405 


Asp 


Ser 


Gly 


Asp 


Lys 
410 


Pro 


Leu 


Arg 


Arg 


Asn 
415 


Asn 


Ser 


Tyr 


Thr 


Ser 
420 


Tyr 


Thr 


Met 


Ala 


He 
425 


Cys 


Gly 


Met 


Pro 


Leu 
430 


Asp 


Ser 


Phe 


Arg 


Ala 
435 




Glu 


Gly 




Gin 
440 


Lys 


Gly 


Glu 


Glu 


Met 
445 


Glu 


Lys 


Leu 


Thr 


Trp 
450 


Pro 


Asn 


Ala 


Asp 


Ser 
455 


Lys 


Lys 


Arg 


He 


Arg 
460 


Met 


Asp 


Ser 


Tyr 


Thr 
465 


Ser 


Tyr 


Cys 


Asn 


Ala 
470 


Val 


Ser 


Asp 


Leu 


His 
475 


Ser 


Ala 


Ser 


Glu 


He 
480 


Asp 


Met 


Ser 


Val 


Lys 


Ala 


Glu 


Met 


Gly 


Leu 


Gly 


Asp 


Arg 


Lys 


Gly 
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485 










490 










495 


Ser 


Asn 


Gly 


Ser 


Leu 

500 


Glu 


Glu 


Trp 


Tyr 


Asp 
505 


Gin 


Asp 


Lys 


Pro 


Glu 
510 


Val 


Ser 


Leu 


Leu 


Phe 
515 


Gin 


Phe 


Leu 


Gin 


He 
520 


Leu 


Thr 


Ala 


Cys 


Phe 
525 


Gly 


Ser 


Phe 


Ala 


His 
530 


Gly 


Gly 


Asn 


Asp 


Val 
535 


Ser 


Asn 


Ala 


He 


Gly 
540 


Pro 


Leu 


Val 


Ala 


Leu 
545 


Tyr 


Leu 


Val 


Tyr 


Asp 
550 


Thr 


Gly 


Asp 


Val 


Ser 
555 


Ser 


Lys 


Val 


Ala 


Thr 
560 


Pro 


He 


Trp 


Leu 


Leu 
565 


Leu 


Tyr 


Gly 


Gly 


Val 
570 


Gly 


He 


cys 


Val 


Gly 
575 


Leu 


Trp 


Val 


Trp 


Gly 

580 


Arg 


Arg 


Val 


He 


Gin 
585 


Thr 


Met 


Gly 


Lys 


Asp 
590 


Leu 


Thr 


Pro 


He 


Thr 
595 


Pro 


Ser 


Ser 


Gly 


Phe 
600 


Ser 


He 


Glu 


Leu 


Ala 
605 


Ser 


Ala 


Leu 


Thr 


Val 
610 


Val 


He 


Ala 


Ser 


Asn 
615 


lie 


Gly 


Leu 


Pro 


He 
620 


Ser 


Thr 


Thr 


His 


Cys 
625 


Lys 


Val 


Gly 


Ser 


Val 
630 


Val 


Ser 


Val 


Gly 


Trp 
635 


Leu 


Arg 


Ser 


Lys 


Lys 
640 


Ala 


Val 


Asp 


Trp 


Arg 
645 


Leu 


Phe 


Arg 


Asn 


He 
650 


Phe 


Met 


Ala 


Trp 


Phe 
655 


Val 


Thr 


Val 


Pro 


He 
660 


Ser 


Gly 


Val 


He 


Ser 
665 


Ala 


Ala 


He 


Met 


Ala 
670 


He 


Phe 


Arg 


Tyr 


Val 
675 



<210> 174 

<211> 1708 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1973832CB1 

<400> 174 

cgcagctctg tgtgaaggtg cagttttgcc aaggagtgct aaagaactta gatgtcagtg 60 
cataaagaca tactccaaac tttcagagac agcagagcac acaagcttct aggacaagag 120 
ccaggaagaa accaccggaa ggaaccatct cactgtgtgt aaacatgact tccaagctgg 180 
ccgtggctct cttggcagcc ttcctgattt ctgcagctct gtgtgaaggt gcagttttgc 240 
caaggagtgc taaagaactt agatgtcagt gcataaagac atactccaaa cctttccacc 3 00 
ccaaatttat caaagaactg agagtgattg agagtggacc acactgcgcc aacacagaaa 3 60 
ttattgtaaa gctttctgat ggaagagagc tctgtctgga ccccaaggaa aactgggtgc 420 
agagggttgt ggagaagttt ttgaagaggg ctgagaattc ataaaaaaat tcattctctg 480 
tggtatccaa gaatcagtga agatgccagt gaaacttcaa gcaaatctac ttcaacactt 540 
catgtattgt gtgggtctgt tgtagggttg ccagatgcaa tacaagattc ctggttaaat 600 
ttgaatttca gtaaacaatg aatagttttt catggtacca tgaaatatcc agaacatact 660 
tatatgtaaa gtattattta tttgaatcta caaaaaacaa caaataattt ttaaatataa 720 
ggattttcct agatattgca cgggagaata tacaaatagc aaaattgagg ccaagggcca 780 
agagaatatc cgaactttaa tttcaggaat tgaatgggtt tgctagaatg tgatatttga 840 
agcatcacat aaaaatgatg ggacaataaa ttttgccata aagtcaaatt tagctggaaa 900 
tcctggattt ttttctgtta aatctggcaa ccctagtctg ctagccagga tccacaagtc 9 60 
cttgttccac tgtgccttgg tttctccttt atttctaagt ggaaaaagta ttagccacca 1020 
tcttacctca cagtgatgtt gtgaggacat gtggaagcac tttaagtttt ttcatcataa 1080 
cataaattat tttcaagtgt aacttattaa cctatttatt atttatgtat ttatttaagc 114 0 
atcaaatatt tgtgcaagaa tttggaaaaa tagaagatga atcattgatt gaatagttat 1200 
aaagatgtta tagtaaattt attttatttt agatattaaa tgatgtttta ttagataaat 1260 
ttcaatcagg gtttttagat taaacaaaca aacaattggg tacccagtta aattttcatt 1320 
tcagatatac aacaaataat tttttagtat aagtacatta ttgtttatct gaaattttaa 1380 
ttgaactaac aatcctagtt tgatactccc agtcttgtca ttgccagctg tgttggtagt 1440 
gctgtgttga attacggaat aatgagttag aactattaaa acagccaaaa ctccacagtc 1500 
aatattagta atttcttgct ggttgaaact tgtttattat gtacaaatag attcttataa 1560 
tattatttaa atgactgcat ttttaaatac aaggctttat atttttaact ttaagatgtt 1620 
tttatgtgct ctccaaattt tttttactgt ttctgattgt atggaaatat aaaagtaaat 1680 
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atgaaacatt taaaatataa tttgttgt 

<210> 175 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1973832CD1 

<400> 175 



Met 


Thr 


Ser 


Lys 


Leu 


Ala 


Val 


Ala 


Leu 


Leu 


Ala 


Ala 


Phe 


Leu 


He 


1 








5 










10 










15 


Ser 


Ala 


Ala 


Leu 


Cys 
20 


Glu 


Gly 


Ala 


Val 


Leu 
25 


Pro 


Arg 


Ser 


Ala 


Lys 
30 


Glu 


Leu 


Arg 


Cys 


Gin 
35 


Cys 


He 


Lys 


Thr 


Tyr 
40 


Ser 


Lys 


Pro 


Phe 


His 
45 


Pro 


Lys 


Phe 


He 


Lys 
50 


Glu 


Leu 


Arg 


Val 


He 
55 


Glu 


Ser 


Gly 


Pro 


His 
60 


Cys 


Ala 


Asn 


Thr 


Glu 
65 


He 


He 


Val 


Lys 


Leu 
70 


Ser 


Asp 


Gly 


Arg 


Glu 
75 


Leu 


Cys 


Leu 


Asp 


Pro 
80 


Lys 


Glu 


Asn 


Trp 


Val 
85 


Gin 


Arg 


Val 


Val 


Glu 
90 


Lys 


Phe 


Leu 


Lys 


Arg 
95 


Ala 


Glu 


Asn 


Ser 















<210> 176 

<211> 3154 

<212> DNA 

<213> Homo sapiens 

<220> 

<2 21> misc_f eature 

<223> Incyte ID No: 241888.54 

<220> 

<221> unsure 

<222> 2919, 2922, 3031, 3033, 3043-3044, 3119 
<223> a, t, c, g, or other 

<400> 176 

gcggcggtaa atattccagt aaaaaatgac agactgacta tatacatctt ctttccttcc 6 0 
caaaacccca ctaaaatgac aatcgaggaa ttttttttta agtataaaac tctaagaata 12 0 
aaaataatgg gaaggtgaca gcagcagata agaggtttta acaaactttc agagacagca 180 
gagcacacaa gcttctagga caagagccag gaagaaacca ccggaaggaa ccatctcact 240 
gtgtgtaaac atgacttcca agctggccgt ggctctcttg gcagccttcc tgatttctgc 3 00 
agctctgtgt gaaggtgcag ttttgccaag gagtgctaaa gaacttagat gtcagtgcat 3 60 
aaagacatac tccaaacctt tccaccccaa atttatcaaa gaactgagag tgattgagag 42 0 
tggaccacac tgcgccaaca cagaaattat tgtaaagctt tctgatggaa gagagctctg 480 
tctggacccc aaggaaaact gggtgcagag ggttgtggag aagtttttga agagggctga 540 
gaattcataa aaaaattcat tctctgtggt atccaagaat cagtgaagat gccagtgaaa 600 
cttcaagcaa atctacttca acacttcatg tattgtgtgg gtctgttgta gggttgccag 660 
atgcaataca agattcctgg ttaaatttga atttcagtaa acaatgaata gtttttcatt 72 0 
gtaccatgaa atatccagaa catacttata tgtaaagtat tatttatttg aatctacaaa 78 0 
aaacaacaaa taatttttaa atataaggat tttcctagat attgcacggg agaatataca 840 
aatagcaaaa ttgaggccaa gggccaagag aatatccgaa ctttaatttc aggaattgaa 9 00 
tgggtttgct agaatgtgat atttgaagca tcacataaaa atgatgggac aataaatttt 9 60 
gccataaagt caaatttagc tggaaatcct ggattttttt ctgttaaatc tgggcaaccc 102 0 
tagtctgcta gccaggatcc acaagtcctt gttccactgt gccttggttt ctcctttatt 1080 
tctaagtgga aaaagtatta gccaccatct tacctcacag tgatgttgtg aggacatgtg 1140 
gaagcacttt aagttttttc atcataacat aaattatttt caagtgtaac ttattaacct 12 0 0 
atttattatt tatgtattta tttaagcatc aaatatttgt gcaagaattt ggaaaaatag 1260 
aagatgaatc attgattgaa tagttataaa gatgttatag taaatttatt ttattttaga 1320 
tattaaatga tgttttatta gataaatttc aatcagggtt tttagattaa acaaacaaac 13 8 0 
aattgggtac ccagttaaat tttcatttca gataaacaac aaataatttt ttagtataag 1440 
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tacattattg tttatctgaa attttaattg aactaacaat cctagtttga tactcccagt 1500 
cttgtcattg ccagctgtgt tggtagtgct gtgttgaatt acggaataat gagttagaac 1560 
tattaaaaca gccaaaactc cacagtcaat attagtaatt tcttgctggt tgaaacttgt 1620 
ttattatgta caaatagatt cttataatat tatttaaatg actgcatttt taaatacaag 1680 
gctttatatt tttaacttta agatgttttt atgtgctctc caaatttttt ttaccttgac 1740 
aacaaattat attttaaatg tttcatattt acttttatat ttccatacaa tcagaaacat 1800 
ttaaaaaaat ttggagagca cataaaaaca tcttaaagtt aaaaatataa agccttgtat 1860 
ttaaaaatgc agtcatttaa ataatattat aagaatctat ttgtacataa taaacaagtt 1920 
tcaaccagca agaaattact aatattgact gtggagtttt ggctgtttta atagttctaa 1980 
ctcattattc cgtaattcaa cacagcacta ccaacacagc tggcaatgac aagactggga 2040 
gtatcaaact aggattgtta gttcaattaa aatttcagat aaacaataat gtacttatac 2100 
taaaaaatta tttgttgttt atctgaaatg aaaatttaac tgggtaccca attgtttgtt 2150 
tgtttaatct aaaaaccctg attgaaattt atctaataaa acatcattta atatctaaaa 2220 
taaaataaat ttactataac atctttataa ctattcaatc aatgattcat cttctatttt 2280 
tccaaattct tgcacaaata tttgatgctt aaataaatac ataaataata aataggttaa 2340 
taagttacac ttgaaaataa tttatgttat gatgaaaaaa cttaaagtgc ttccacatgt 2400 
cctcacaaca tcactgtgag gtaagatggt ggctaatact ttttccactt agaaataaag 2450 
gagaaaccaa ggcacagtgg aacaaggact tgtggatcct ggctagcaga ctagggttgc 2520 
cagatttaac agaaaaaaat ccaggatttc cagctaaatt tgactttatg gcaaaattta 2580 
ttgtcccatc atttttatgt gatgcttcaa atatcacatt ctagcaaacc cattcaattc 2640 
ctgaaattaa agttcggata ttctcttggc ccttggcgtc aattttgcta tttgtatatt 2700 
ctcccgtgca atatctagga aagccttata tttaaaaatt atttgttgtt ttttgtagat 2750 
tcaaataaat aatactttac atataagtat gttctggata tttcatggta caatgaaaaa 282 0 
ctattcattg tttactgaaa ttcaaattta accaggaatc ttgtattgca tctggcaaca 2880 
cttcatgtat tgtgtgggtc tgttgtaggg ttgccagang cnatataagt atgttctgga 2940 
tatttcatgg tacaatgaaa aactattcat tgtttactga aattcaaatt taaccaggaa 3000 
tcttgtattg catctggcaa ccctacaaca ngncccacac aanncatgaa gtgttgaagt 3 050 
agatttgctt gaagtttcac tgtgccttgg tttctccttt atttctaagt ggaaaaagna 3120 
ttagccacca tcttacctca cagtgatgtt gtga 3154 

<210> 177 
<211> 800 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1736965CB1 

<400> 177 

gacgtgaaaa tctgccttct caccatgagg cttctagtcc tttccagcct gctctgtatc 60 
ctgcttctct gcttctccat cttctccaca gaagggaaga ggcgtcctgc caaggcctgg 12 0 
tcaggcagga gaaccaggct ctgctgccac cgagtcccta gccccaactc aacaaacctg 180 
aaaggacatc atgtgaggct ctgtaaacca tgcaagcttg agccagagcc ccgcctttgg 240 
gtggtgcctg gggcactccc acaggtgtag cactcccaaa gcaagactcc agacagcgga 3 00 
gaacctcatg cctggcacct gaggtaccca gcagcctcct gtctcccctt tcagccttca 360 
cagcagtgag ctgcaatgtt ggagggcttc atctcgggct gcaaggaccc tgggaaagtt 420 
ccagaactcc acgtccttgt ctcaattgtg ccatcaactt tcagagctat catgagccaa 480 
cctcacccca cagggcctca gtcgccacca tgtgggcctc tccagtgcaa accaccgagc 540 
attccaccat gaccggtcac agctacaaat ccagagacca tcaatcctgc tagagtgcag 600 
ggtggcaagc acccaagggt ggctgaccaa gactgcagag tctcctccat cttcaggtcc 660 
attcagcctc ctggcattta actaccagca tccagtggtc cccaaggaat cccttcctag 720 
cctcctgaca tgagtctgct ggaaagagca tccaaacaaa caagtaataa ataaataaat 780 
aaactcaaaa aaaaaaaaaa 80 0 

<210> 178 

<211> 81 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1736965CD1 

<400> 178 

Met Arg Leu Leu Val Leu Ser Ser Leu Leu Cys lie Leu Leu Leu 
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1 






5 








10 










15 


7i 






20 








G ly Lys 
25 










30 




Trp 




35 








40 


Cys 








45 








50 








^ 55 


His 








50 


Lys 


Pro 


Cys 


Lys Leu 
65 


Glu 


Pro 


Glu 


Pro Arg 
70 


Leu 


Trp 


Val 


Val 


Pro 
75 


Gly 


Ala 


Leu 


Pro Gin 
80 


Val 



















<210> 179 

<211> 1738 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f6ature 

<223> Incyte ID No: 412065.17 



<400> 179 

ggaacagcgg cctctgacac cagcacagca aacccgccgg gatcaaagtg taccagtcgg 60 
cagcatgggc tacgaaatgt gggaattgtg gacccggcta ctccacccct ctggaggcca 12 0 
tgaaaggacc cagggaagag atcgtctacc tgccctgcat ttaccgaaac acaggcactg 18 0 
aggccccaga ttatctggcc actgtggatg ttgaccccaa gtctccccag tattgccagg 240 
tcatccaccg gctgcccatg cccaacctga aggacgagct gcatcactca ggatggaaca 300 
cctgcagcag ctgcttcggt gatagcacca agtcgcgcac caagctggtg ctgcccagtc 3 50 
tcatctcctc tcgcatctat gtggtggacg tgggctctga gccccgggcc ccaaagctgc 420 
acaaggtcat tgagcccaag gacatccatg ccaagtgcga actggccttt ctccacacca 48 0 
gccactgcct ggccagcggg gaagtgatga tcagctccct gggagacgtc aagggcaatg 540 
gcaaaggggg ttttgtgctg ctggatgggg agacgttcga ggtgaagggg acatgggaga 500 
gacctggggg tgctgcaccg ttgggctatg acttctggta ccagcctcga cacaatgtca 650 
tgatcagcac tgagtgggca gctcccaatg tcttacgaga tggcttcaac cccgctgatg 72 0 
tggaggctgg actgtacggg agccacttat atgtatggga ctggcagcgc catgagattg 78 0 
tgcagaccct gtctctaaaa gatgggctta ttcccttgga gatccgcttc ctgcacaacc 840 
cagacgctgc ccaaggcttt gtgggctgcg cactcagctc caccatccag cgcttctaca 900 
agaacgaggg aggtacatgg tcagtggaga aggtgatcca ggtgcccccc aagaaagtga 9 50 
agggctggct gctgcccgaa atgccaggcc tgatcaccga catcctgctc tccctggacg 102 0 
accgcttcct ctacttcagc aactggctgc atggggacct gaggcagtat gacatctctg 108 0 
acccacagag accccgcctc acaggacagc tcttcctcgg aggcagcatt gttaagggag 1140 
gccctgtgca agtgctggag gacgaggaac taaagtccca gccagagccc ctagtggtca 120 0 
agggaaaacg ggtggctgga ggccctcaga tgatccagct cagcctggat gggaagcgcc 1260 
tctacatcac cacgtcgctg tacagtgcct gggacaagca gttttaccct gatctcatca 132 0 
gggaaggctc tgtgatgctg caggttgatg tagacacagt aaaaggaggg ctgaagttga 138 0 
accccaactt cctggtggac ttcgggaagg agccccttgg cccagccctt gcccatgagc 144 0 
tccgctaccc tgggggcgat tgtagctctg acatctggat ttgaactcca ccctcatcac 1500 
ccacactccc tattttgggc cctcacttcc ttggggacct ggcttcattc tgctctctct 1560 
tggcacccga cccttggcag catgtaccac acagccaagc tgagactgtg gcaatgtgtt 162 0 
gagtcatata catttactga ccactgttgc ttgttgctca ctgtgctgct tttccatgag 1680 
ctcttggagg caccaagaaa taaactcgta accctgtcct tcaaaaaaaa aaaaaagg 1738 



<210> 180 

<211> 1969 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 988660.32 

<220> 

<221> unsure 

<222> 888, 899 

<223> a, t, c,. g, or other 
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<400> 180 

ccggctcgcc gcgctcccca ccttgcctgc gcccgcccgg agccagcggt tctccaagca 50 
cccagcatcc tgctagacgc gccgcgcacc gacggagggg acatgggcag agcaatggtg 12 0 
gccaggctcg ggctggggct gctgctgctg gcacatgctc ctacccacgc agatttattc 180 
cagtgaaaca acaactggaa cttcaagtaa ctcctcccag agtacttcca actctgggtt 240 
ggccccaaat ccaactaatg ccaccaccaa ggtggctggt ggtgccctgc agtcaacagc 3 00 
cagtctcttc gtggtctcac tctctcttct gcatctctac tcttaagaga ctcaggccaa 3 60 
gaaacgtctt ctaaatttcc ccatcttcta aacccaatcc aaatggcgtc tggaagtcca 42 0 
atgtggcaag gaaaaacagg tcttcatcga atctactaat tccacacctt ttattgacac 480 
agaaaatgtt gagaatccca aatttgattg atttgaagaa catgtgagag gtttgactag 540 
atgatggatg ccaatattaa atctgctgga gtttcatgta caagatgaag gagaggcaac 60 0 
atccaaaata gttaagacat gatttccttg aatgtggctt gagaaatatg gacacttaat 660 
actaccttga aaataagaat agaaataaag gatgggattg tggaatggag attcagtttt 720 
catttggttc attaattcta taaggccata aaacaggtaa tataaaaagc ttccatgatt 780 
ctatttatat gtacatgaga aggaacttcc aggtgttact gtaattcctc aacgtatgtt 840 
tcgacagcac taatttaatg ccgatatact ctagatgaag ttttacantg ttgagctant 900 
gctgttctct tgggaactga actcactttc ctcctgaggc ttggattgac atgcattgac 960 
cttttatgta gtaatgacat gtgccaggca atgatgaatg agaatctacc cccagatcca 102 0 
agcatccttg agcaactctt tgattatcca tattgagtca aatggtaggc atttcctatc 1080 
acctgtttcc attcaacaag agcactacat tcatttagct aaacggattc caaagagtag 114 0 
aattgcattg accgcgacta atttcaaaat gctttttatt attattattt tttagacagt 1200 
ctcactttgt cgcccaggct ggtttcgaac tcctgacctc aggtgatcca cccgcctcgg 12 60 
cctcccaaag tgctgggatt acaggcttga gcccccgcgc ccagccatca aaatgctttt 1320 
tatttctgca tatgttgaat actttttaca atttaaaaaa atgatctgtt ttgaaggcaa 13 8 0 
aattgcaaat cttgaaatta agaaggcaaa aatgtaaagg agtcaaaact ataaatcaag 144 0 
tatttgggaa gtgaagactg gaagctaatt tgcattaaat tcacaaactt ttatactctt 1500 
tctgtatata catttttttt ctttaaaaaa caactatgga tcagaatagc cacatttaga 1560 
acactttttg ttatcagtca atatttttag atagttagaa cctggtccta agcctaaaag 162 0 
tgggcttgat tctgcagtaa atcttttaca actgcctcga cacacataaa cctttttaaa 1680 
aatagacgct ccccgaagtc tttgttcgca tggtcacaca ctgatgctta gatgttccag 1740 
taatctaata tggccacagt agtcttgatg accaagtcct ttttttccat ctttagaaaa 1800 
ctacatggga acaacagatc gaacagtttt gaagctacct gtgtgtgtga atgaacactc 1850 
ttgctttatt ccagaaatgc tgtacatcta ttttggattg tatattgtgt ttgtgtattt 192 0 
acgcttgatt catagtaact tcttatgaaa tgattgcatg acacactgt 19 69 

<210> 181 
<211> 919 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1434821CB1 

<220> 

<221> unsure 

<222> 15, 19, 40, 48, 55-56, 85-86, 88-299, 859, 861, 863, 866, 872, 874-875, 
877, 879-881, 890, 906-907 
<223> a, t, c, g, or other 

<400> 181 

acggcctagg cctgnaatnt acggtcatgg cgtaccacan accgccgnct taatnnccgc 60 
taaggcgcgt cccatcgcca ttcanntnnn nnnnnnnnnn nnnnnnrmnn nnnnnnnnnn 120 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 240 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnc 3 00 
gctctttaag caaacagagc ctgccctata aaatccgggg ctcgggcggc ctctcatccc 360 
tgactcgggg tcgcctttgg agcagagagg aggcaatggc caccatggag aacaaggtga 420 
tctgcgccct ggtcctggtg tccatgctgg ccctcggcac cctggccgag gcccagacag 480 
agacgtgtac agtggccccc cgtgaaagac agaattgtgg ttttcctggt gtcacgccct 540 
cccagtgtgc aaataagggc tgctgtttcg acgacaccgt tcgtggggtc ccctggtgct 600 
tctatcctaa taccatcgac gtccctccag aagaggagtg tgaattttag acacttctgc 660 
agggatctgc ctgcatcctg acgcggtgcc gtccccagca cggtgattag tcccagagct 720 
cggctgccac ctccaccgga cacctcagac acgcttctgc agctgtgcct cggctcacaa 780 
cacagattga ctgctctgac tttgactact caaaattggc ctaaaaatta aaagagatcg 840 
atattaaaaa aaaaaaaana nanaanggaa angnnancnn ngaaagagan aaaaaaaagg 9 00 
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gcggcnncga ctaatgaat 



<210> 182 
<211> 84 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1434821CD1 



<400> 182 
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<210> 183 

<211> 5648 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 464689.64 



<400> 183 

ggtgtggtgt cggtgtcggc agcatccccg 
cctctgtctc ctccccctcc cgcccttacc 
cctcgcactt tgcccctgct tggcagcgga 
gtcacccgtt gccagctcta gcctttaaat 
ctagcgccga caaccagcta gcgtgcaagg 
cgaaaccgca gtcctccggc gaccccgaac 
tgatcccggc atcggagagc caagatgccg 
tcctatacca ccaccaccac cattacagcg 
agataagttg gagacgatgc ccctctactt 
tgatatatat gaccccacct acaaggataa 
ctggagaaac atcatcctta tgtctctgct 
gattcctacc tgcaagttct acacctggct 
cctgggcata acagcaggag ctcatcgtct 
gcccctacgg ctctttctga tcattgccaa 
atgggctcgt gaccaccgtg cccaccacaa 
ttcccgacgt ggctttttct tctctcacgt 
tgtcaaagag aaggggagta cgctagactt 
gttccagagg aggtactaca aacctggctt 
tgtgccctgg tatttctggg gtgaaacttt 
gcgatatgct gtggtgctta atgccacctg 
atatcgtcct tatgacaaga acattagccc 
tgtgggtgag ggcttccaca actaccacca 
gtaccgctgg cacatcaact tcaccacatt 
ggcctatgac cggaagaaag tctccaaggc 
agatggaaac tacaagagtg gctgagtttg 
gccaggcaga ggttttaatg tctgtttatt 
agatgatgat gttaacccat tccagtacag 
ccaacaactc tgcctttatg atgctaagct 
ttctaggccc attgtcctcc ttttcacttt 
tcccaggcaa gcagctggtc agtctttgct 
tttctgtagc ctaaaacgaa tggtctttgc 



gcgccctgct gcggtcgccg cgagcctcgg 60 
tccacgcggg accgcccgcg ccagtcaact 12 0 
taaaaggggg ctgaggaaat accggacacg 18 0 
tcccggctcg gggacctcca cgcaccgcgg 240 
cgccgcggct cagcgcgtac cggcgggctt 3 00 
tccgctccgg agcctcagcc ccctggaaag 360 
gcccacttgc tgcaggacga tatctctagc 42 0 
cctccctcca ggggtcctgc agaatggagg 480 
ggaagacgac attcgccctg atataaaaga 540 
ggaaggccca agccccaagg ttgaatatgt 60 0 
acacttggga gccctgtatg ggatcacttt 660 
ttggggggta ttctactatt ttgtcagtgc 720 
gtggagccac cgctcttaca aagctcggct 780 
cacaatggca ttccagaatg atgtctatga 840 
gttttcagaa acacatgctg atcctcataa 9 00 
gggttggctg cttgtgcgca aacacccagc 9 60 
gtctgaccta gaagctgaga aactggtgat 102 0 
gctgatgatg tgcttcatcc tgcccacgct 1080 
tcaaaacagt gtgttcgttg ccactttctt 1140 
gctggtgaac agtgctgccc acctcttcgg 1200 
ccgggagaat atcctggttt cacttggagc 126 0 
ctcctttccc tatgactact ctgccagtga 1320 
cttcattgat tgcatggccg ccctcggtct 1380 
cgccatcttg gccaggatta aaagaaccgg 144 0 
gggtccctca ggttcctttt tcaaaaacca 1500 
aactactgaa taatgctacc aggatgctaa 1560 
tattctttta aaattcaaaa gtattgaaag 1620 
gatattattt cttctcttat cctctctctc 1680 
attgctatcg ccctcctttc ccttattgcc 1740 
cagtgtccag cttccaaagc ctagacaacc 1800 
tccagataac tctctttcct tgagctgttg 1860 
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tgagctttga agtaggtggc ttgagctaga gataaaacag aatcttctgg gtagtcccct 192 0 
gttgattatc ttcagcccag gcttttgcta gatggaatgg aaaagcaact tcatttgaca 1980 
caaagcttct aaagcaggta aattgtcggg ggagagagtt agcatgtatg aatgtaagga 2 040 
tgagggaagc gaagcaagag gaacctctcg ccatgatcag acatacagct gcctacctaa 2100 
tgaggacttc aagccccacc acatagcatg cttcctttct ctcctggctc ggggtaaaaa 2160 
gtggctgcgg tgtttggcaa tgctaattca atgccgcaac atatagttga ggccgaggat 222 0 
aaagaaagac attttaagtt tgtagtaaaa gtggtctctg ctggggaagg gtttcttttc 22 80 
ttttttcttt atcacaagga gatttcttag ttcatatatc aagaagtctt gaagttgggt 2340 
gtttccagaa ttggtaaaaa cagcagctca tggaattttg agtattccat gagctgctca 240 0 
ttacagttct ttcctctttc tgctctgcca tcttcaggat attggttctt cccctcatag 2460 
taataagatg gctgtggcat ttccaaacat ccaaaaaaag ggaaggattt aaggaggtga 252 0 
agtcgggtca aaaataaaat atatatacat atatacattg cttagaacgt taaactatta 2580 
gagtatttcc cttccaaaga gggatgtttg gaaaaaactc tgaaggagag gaggaattag 2640 
ttgggatgcc aatttcctct ccactgctgg acatgagatg gagaggctga gggacaggat 2700 
ctataggcag cttctaagag cgaacttcac ataggaaggg atctgagaac acgttgccag 2760 
gggcttgaga aggttactga gtgagttatt gggagtctta ataaaataaa ctagatatta 2 82 0 
ggtccattca ttaattagtt ccagtttctc cttgaaatga gtaaaaacta gaaggcttct 2880 
ctccacagtg ttgtgcccct tcactcattt ttttttgagg agaagggggt ctctgttaac 2 94 0 
atctagccta aagtatacaa ctgcctgggg ggcagggtta ggaatctctt cactaccctg 3 000 
attcttgatt cctggctcta ccctgtctgt cccttttctt tgaccagatc tttctcttcc 3 060 
ctgaacgttt tcttctttcc ctggacaggc agcctccttt gtgtgtattc agaggcagtg 312 0 
atgacttgct gtccaggcag ctccctcctg cacacagaat gctcagggtc actgaaccac 318 0 
tgcttctctt ttgaaagtag agctagctgc cactttcacg tggcctccgc agtgtctcca 3 24 0 
cctacacccc tgtgctcccc tgccacactg atggctcaag acaaggctgg caaaccctcc 33 00 
cagaaacatc tctggcccag aaagcctctc tctccctccc tctctcatga ggcacagcca 33 60 
agccaagcgc tcatgttgag ccagtgggcc agccacagag caaaagaggg tttattttca 342 0 
gtcccctctc tctgggtcag aaccagaggg catgctgaat gccccctgct tacttggtga 3480 
gggtgccccg cctgagtcag tgctctcagc tggcagtgca atgcttgtag aagtaggagg 3 540 
aaacagttct cactgggaag aagcaagggc aagaacccaa gtgcctcacc tcgaaaggag 3 600 
gccctgttcc ctggagtcag ggtgaactgc aaagctttgg ctgagacctg ggatttgaga 3 660 
taccacaaac cctgctgaac acagtgtctg ttcagcaaac taaccagcat tccctacagc 3720 
ctagggcaga caatagtata gaagtctgga aaaaaacaaa aacagaattt gagaaccttg 3780 
gaccactcct tgtccctgta gctcagtcat caaagcagaa gtcctggctt tgctctataa 3 840 
agaattggaa atggtacact acccaaacac tcagttcact tgttgagccc cagtgcctgg 3 9 00 
aagggaggaa ggcctttctt ctgtgttaat tgccgtagag gctacagggg ttagccctgg 3 9 60 
actaaaggca tccttgtctt ttgagctatt cacctcagta gaaaaggatc taagggaaga 4020 
tcactgtagt ttagttctgt tgaccttgtg cacctacccc ttggaaatgt ctgctggtat 4080 
ttctaattcc acaggtcatc agatgcctgc ttgataatat ataaacaata aaaacaactt 4140 
tcacttcttc ctattgtaat cgtgtgccat ggatctgatc tgtaccatga ccctacataa 4200 
ggctggatgg cacctcaggc tgagggcccc aatgtatgtg tggctgtggg tgtgggtggg 42 60 
agtgtgtctg ctgagtaagg aacacgattt tcaagattct aaagctcaat tcaagtgaca 43 2 0 
cattaatgat aaactcagat ctgatcaaga gtccggattt ctaacagtcc ttgctttggg 43 80 
ggggtgtgct gacaacttag ctcaggtgcc ttacatcttt tctaatcaca gtgttgcata 4440 
tgagcctgcc ctcactccct ctgcagaatc cctttgcacc tgagacccta ctgaagtggc 4500 
tggtagaaaa aggggcctga gtggaggatt atcagtatca cgatttgcag gattcccttc 4560 
tgggcttcat tctggaaact tttgttaggg ctgcttttct taagtgccca catttgatgg 462 0 
agggtggaaa taatttgaat gtatttgatt tataagtttt tttttttttt ttgggttaaa 4680 
agatggttgt agcatttaaa atggaaaatt ttctccttgg tttgctagta tcttgggtgt 4740 
attctctgta agtgtagctc aaataggtca tcatgaaagg ttaaaaaagc gaggtggcca 4800 
tgttatgctg gtggttaagg ccagggcctc tccaaccact gtgccactga cttgctgtgt 4860 
gacctctggg caagtcactt aacgtataag gtgcctcagt tttccttctg ttaaaatggg 492 0 
gataataata ctgacctacc tcaaagggca gttttgaggc atgactaatg ctttttagaa 4980 
agcattttgg gatccttcag cacaggaatt ctcaagacct gagtattttt tataatagga 5040 
atgtccacca tgaacttgat acgtccgtgt gtcccagatg ctgtcattag tctatatggt 5100 
tctccaagaa actgaatgaa tccattggag aagcggtgga taactagcca gacaaaattt 5160 
gagaatacat aaacaacgca ttgccacgga aacatacaga ggatgccttt tctgtgattg 522 0 
ggtgggattt ttttcccttt ttatgtggga tatagtagtt acttgtgaca agaataattt 5280 
tggaataatt tctattaata tcaactctga agctaattgt actaatctga gattgtggtg 5340 
agcagtgacg atgaggagtt gtccagggac agagacgtat atgtgactac ccatactccc 5400 
agaaacgcca gggatgaggg cgctacaggc ctcaggccct caggtactgt cagttgtccc 5460 
atctgcatgg actggatact cagaggtaag taaaccaagc tgtatcttcc aggcttctgg 552 0 
tttctaaact tcactgaaag aattggatga gacaggatct tccccctcgg tgggattgga 5580 
cacccctact cacagtcatg cctgggccct cacttattgc agatctgcct gtgaggggag 5640 
aatgtgcc 5 64 8 



<210> 184 
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<211> 1437 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 464689.59 



<400> 184 

ttcagaggca gtgatgactt gctgtccagg cagctccctc ctgcacactg atggctcaag 60 
acaaggctgg caaaccctcc cagaaacatc tctggcccag aaagcctctc tctccctccc 120 
tctctcatga ggcacagcca agccaagcgc tcacgttgag ccagtgggcc agccacagag 180 
caaaagaggg tttattttca gtcccctctc tctgggtcag aaccagaggg catgctgaat 240 
gccccctgct tacttggtga gggtgccccg cctgagtcag tgctctcagc tggcagtgca 300 
atgcttgtag aagtaggagg aaacagttct cactgggaag aagcaagggc aagaacccaa 3 50 
gtgcctcacc tcgaaaggag gccctgttcc ctggagtcag ggtgaactgc aaagctttgg 420 
ctgagacctg ggatttgaga taccacaaac cctgctgaac acagtgtctg ttcagcaaac 480 
taaccagcat tccctacagc ctagggcaga caatagtata gaagtctgga aaaaaacaaa 540 
aacagaattt gagaaccttg gaccactcct gtccctgtag ctcagtcatc aaagcagaag 600 
tctggctttg ctctattaag attggaaatg tacactacca aacactcagt ccactgttga 650 
gccccagtgc tggaagggag gaaggccttt cttctgtgtt aattgcgtag aggctacagg 720 
ggttagcctg gactaaaggc atccttgtct tttgagctat tcacctcagt agaaaaggat 780 
ctaagggaag atcactgtag tttagttctg ttgacctgtg cacctacccc ttggaaatgt 840 
ctgctggtat ttctaattcc acaggtcatc agatgcctgc ttgataatat ataaacaata 900 
aaaacaactt tcacttcttc ctattgtaat cgtgtgccat ggatctgatc tgtaccatga 960 
ccctacataa ggctggatgg cacctcaggc tgagggcccc aatgtatgtg tggctgtggg 1020 
tgtgggtggg agtgtgtctg ctgagtaagg aacacgattt tcaagattct aaagctcaat 1080 
tcaagtgaca cattaatgat aaactcagat ctgatcaaga gtccggattt ctaacagtcc 1140 
ttgctttggg gggtgtgctg acaacttagc tcaggtgcct tacatctttt ctaatcacag 1200 
tgttgcatat gagcctgccc tcactccctc tgcagaatcc ctttgcacct gagaccctac 1260 
tgaagtggct ggtagaaaaa ggggcctgag tggaggatta tcagtatcac gatttgcagg 1320 
attcccttct gggcttcatt ctggaaactt ttgttagggc tgcttttctt aagtgcccac 13 80 
atttgatgga gggtggaaat aatttgaatg tatttgattt ataagttttt ttttttt 1437 



<210> 185 
<211> 3583 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1384719.3 

<220> 

<221> unsure 

<222> 3245, 3265 

<223> a, t, c, g, or other 



<400> 185 

catcctgagt tcttttgaag ctgatctcag 
agaatgtatc tctccaagat gagagctcac 
ggcgcagcgg ttaggtggac cggtcagcgg 
tttgatattc attgatccgg gttttatccc 
aactgtattg tttctcgttt taatttattt 
gacggcttgg ggagattgct ctacttcccc 
aagaggaaag aggtagcaag agctccagag 
agagagcgcg cgggcgtgcg agcagcgaaa 
tgggggtgac cgccggagcg cggcgtgagc 
tcgcgctgac ggacagacag acagacaccg 
gccggcggcg gacagtggac gcggcggcga 
gaggcggggt ggagggggtc ggggctcgcg 
tgggctgttc tcgcttcgga ggagccgtgg 
ccgcgagaag tgctagctcg ggccgggagg 
aagagaagga agaggagagg gggccgcagt 
ggacgggtga ggcggcggtg tgcgcagaca 
tggcccgggc ctcgggccgg ggaggaagag 



gcatcggatt atttcttctg taaatatttc 60 
ttaaaagaca attacagcgc tctgtcggga 120 
actcaccggc cagggcgctc ggtgctggaa 180 
tcttcttttt tcttaaacat ttttttttaa 240 
ttgcttgcca ttccccactt gaatcgggcc 3 00 
aaatcactgt ggattttgga aaccagcaga 3 60 
agaagtcgag gaagagagag acggggtcag 420 
gcgacagggg caaagtgagt gacctgcttt 480 
cctccccctt gggatcccgc agctgaccag 540 
cccccagccc cagctaccac ctcctccccg 600 
gccgcgggca ggggccggag cccgcgcccg 660 
gcgtcgcact gaaacttttc gtccaacttc 720 
tccgcgcggg ggaagccgag ccgagcggag 7 80 
agccgcagcc ggaggagggg gaggaggaag 840 
ggcgactcgg cgctcggaag ccgggctcat 900 
gtgctccagc cgcgcgcgct ccccaggccc 960 
tagctcgccg aggcgccgag gagagcgggc 102 0 
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cgccccacag cccgagccgg agagggagcg cgagccgcgc cggccccggt cgggcctccg 108 0 
aaaccatgaa ctttctgctg tcttgggtgc attggagcct tgccttgctg ctctacctcc 114 0 
accatgccaa gtggtcccag gctgcaccca tggcagaagg aggagggcag aatcatcacg 12 00 
aagtggtgaa gttcatggat gtctatcagc gcagctactg ccatccaatc gagaccctgg 12 60 
tggacatctt ccaggagtac cctgatgaga tcgagtacat cttcaagcca tcctgtgtgc 132 0 
ccctgatgcg atgcgggggc tgctgcaatg acgagggcct ggagtgtgtg cccactgagg 13 8 0 
agtccaacat caccatgcag attatgcgga tcaaacctca ccaaggccag cacataggag 1440 
agatgagctt cctacagcac aacaaatgtg aatgcagacc aaagaaagat agagcaagac 15 0 0 
aagaaaatcc ctgtgggcct tgctcagagc ggagaaagca tttgtttgta caagatccgc 1560 
agacgtgtaa atgttcctgc aaaaacacag actcgcgttg caaggcgagg cagcttgagt 162 0 
taaacgaacg tacttgcaga tgtgacaagc cgaggcggtg agccgggcag gaggaaggag 158 0 
cctccctcag ggtttcggga accagatctc tcaccaggaa agactgatac agaacgatcg 174 0 
atacagaaac cacgctgccg ccaccacacc atcaccatcg acagaacagt ccttaatcca 1800 
gaaacctgaa atgaaggaag aggagactct gcgcagagca ctttgggtcc ggagggcgag 186 0 
actccggcgg aagcattccc gggcgggtga cccagcacgg tccctcttgg aattggattc 192 0 
gccattttat ttttcttgct gctaaatcac cgagcccgga agattagaga gttttatttc 1980 
tgggattcct gtagacacac ccacccacat acatacattt atatatatat atattatata 2 040 
tatataaaaa taaatatctc tattttatat atataaaata tatatattct ttttttaaat 2100 
taacagtgct aatgttattg gtgtcttcac tggatgtatt tgactgctgt ggacttgagt 2160 
tgggagggga atgttcccac tcagatcctg acagggaaga ggaggagatg agagactctg 222 0 
gcatgatctt ttttttgtcc cacttggtgg ggccagggtc ctctcccctg cccaggaatg 2280 
tgcaaggcca gggcatgggg gcaaatatga cccagttttg ggaacaccga caaacccagc 2340 
cctggcgctg agcctctcta ccccaggtca gacggacaga aagacagatc acaggtacag 2400 
ggatgaggac actggctctg accaggagtt tggggagctt caggacattg ctgtgctttg 2460 
gggattccct ccacatgctg cacgcgcatc tcgcccccag gggcactgcc tggaagattc 2520 
aggagcctgg gcggccttcg cttactctca cctgcttctg agttgcccag gaggccactg 2580 
gcagatgtcc cggcgaagag aagagacaca ttgttggaag aagcagccca tgacagctcc 2 640 
ccttcctggg actcgccctc atcctcttcc tgctcccctt cctggggtgc agcctaaaag 27 00 
gacctatgtc ctcacaccat tgaaaccact agttctgtcc ccccaggaga cctggttgtg 27 60 
tgtgtgtgag tggttgacct tcctccatcc cctggtcctt cccttccctt cccgaggcac 2820 
agagagacag ggcaggatcc acgtgcccat tgtggaggca gagaaaagag aaagtgtttt 2 880 
atatacggta cttatttaat atcccttttt aattagaaat taaaacagtt aatttaatta 2940 
aagagtaggg ttttttttca gtattcttgg ttaatattta atttcaacta tttatgagat 3 000 
gtatcttttg ctctctcttg ctctcttatt tgtaccggtt tttgtatata aaattcatgt 3060 
ttccaatctc tctctccctg atcggtgaca gtcactagct tatcttgaac agatatttaa 3120 
ttttgctaac actcagctct gccctccccg atcccctggc tccccagcac acattccttt 3180 
gaaataaggt ttcaatatac atctacatac tatatatata tttggcaact tgtatttgtg 3240 
tgtanatata tatacatatg tttangtata tatgtgattc tgataaaata gacattgcta 33 00 
ttctgttttt tatatgtaaa aacaaaacaa gaaaaaatag agaattctac atactaaatc 33 60 
tctctccttt tttaatttta atatttgtta tcatttattt attggtgcta ctgtttatcc 3420 
gtaataattg tggggaaaag atattaacat cacgtctttg tctctagtgc agtttttcga 3 480 
gatattccgt agtacatatt tatttttaaa caacgacaaa gaaatacaga tatatcttaa 3 540 
aaaaaaaaaa gcattttgta ttaaagaatt taattctgat etc 3 5 83 

<210> 186 

<211> 5048 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 407463.1 

<400> 186 

ataaaaacct actgaccaag gttcgagatg ctgccctgtg gttggagacc ttgtcagaca 60 
gcagacctgc caaggcttcc ctctccacca cctcctccat tgctgatttc ttccttgcct 120 
taaccatctg caactctgtc atggtgtcca caaccaccga gcccaggcag agggtcacca 180 
tcaaaccctc aagcaaggct cgtggggacg tccctggaga agattcagca gctcttccag 240 
aagttgaagc tattgagcct cagccagtca ttctcatcca ctgcaccctc tgacacagac 3 00 
ctcggggaga gcttaggggc caacgtggcc accacagact cggatgagag agatgatgca 3 60 
tctgtgtgca gtggaggtga ctccactgat gacggtggct acaggagcag catgtgggac 420 
cagggcgaca tcctggagtc tgggtcaggc acttccttgg aggaggcatt ggaggcccca 480 
gccacagacc tggccaggcc tgagttctgt tacgaggctg agagccctga tgaggccgcc 540 
ctggtgcacg ctgcccatgc ctacagcttc acactagtgt cccggacacc tgagcaggtg 600 
actgtgcgcc tgccccaggg cacctgcctc accttcagcc tcctctgcac cctgggcttt 660 
gactctgtca ggaagagaat gtctgtggtt gtgaggcacc cactgactgg cgagattgtt 72 0 
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gtctacacca agggtgctga ctcggtcatc atggacctgc tggaagaccc agcctgcgta 780 
cctgacatta atatggaaaa gaagctgaga aaaatccgag cccggaccca aaagcatcta 840 
gacttgtatg caagagatgg cctgcgcaca ctatgcattg ccaagaaggt tgtaagcgaa 9 00 
gaggacttcc ggagatgggc cagtttccgg cgtgaggctg aggcatccct cgacaaccga 9 60 
gatgagcttc tcatggaaac tgcacagcat ctggagaatc aactcacctt acttggagcc 102 0 
actgggatcg aagaccggct gcaggaagga gttccagata cgattgccac tctgcgggag 1080 
gctgggatcc agctctgggt cctgactgga gataagcagg agacagcggt caacattgcc 1140 
cattcctgca gactgttaaa tcagaccgac actgtttata ccatcaatac agagaatcag 120 0 
gagacctgtg aatccatcct caattgtgca ttggaagagc taaagcaatt tcgtgaacta 1250 
cagaagccag accgcaagct ctttggattc cgcttacctt ccaagacacc atccatcacc 13 2 0 
tcagaagctg tggttccaga agctggactt ggtcatcgat gggaagacat tgaactgcca 13 8 0 
tcttccagga aagctagaga agaagtttct ggaattgacc cagtattgtc ggtccgtcct 1440 
gtgctgccgc tccacgccac tccagaagag tatgatagtc aagctggtgc gagacaagtt 1500 
cgctgcgtca tgaccctttc cataggatga tggagcaaat gatgtaagca tgattcaagc 15 6 0 
tgctgatatt ggcaattgga atatctggac aggaaggcat gcaggctgtc atgtccagcg 162 0 
actttgccat cacccgcttt aagcatctca agaagttgct gctcgtgcat ggccactggt 1680 
gttactcgcg cctggccagg atggtggtgt actacctcta caagaacgtg tgctaacgtc 1740 
aacctgctct tctggtatca gttcttctgt ggtttctcca gctccaccat gattgattac 1800 
tggcagatga tattcttcaa tctcttcttt acctgccttg cctcctcttg tctttggagt 1860 
ccttgacaaa gacatctctg cagaaacact cctggcattg cctgagctat acaagagtgg 1920 
ccagaactct gagtgctata acctgtcgac tttctggatt tctatggtgg atgcattcta 1980 
ccagagcctc atctgtttct ttatccctta cctggcctat aagggctctg atatagatgt 2 040 
ctttaccttt gggacaccaa tcaacaccat ctccctcacc acaatccttt tgcaccaggc 2100 
aatggaaatg aagacatgga ccattttcca cggagtcgtg ctcctcggca gcttcctgat 2160 
gtactttctg gtatccctcc tgtacaatgc cacctgcgtc atctgcaaca gccccaccaa 2220 
tccctattgg gtgatggaag gccagctctc aaaccccact ttctacctcg tctgctttct 2280 
cacaccagtt gttgctcttc tcccaagata ctttttcctg tctctgcaag gaacttgtgg 2340 
gaagtctcta atctcaaaag ctcagaaaat tgacaaactc cccccagaca aaagaaacct 2400 
ggaaatccag agttggagaa gcagacagag gcctgcccct gtccccgaag tggctcgacc 2460 
aactcaccac ccagtgtcat ctatcacagg acaggacttc agtgccagca ccccaaagag 2520 
ctctaaccct cccaagagga agcatgtgga agagtcagtg ctccacgaac agagatgtgg 2580 
cacggagtgc atgagggatg actcatgctc aggggactcc tcagctcaac tctcatccgg 2640 
ggagcacctg ctgggaccta acaggataat ggcctactca ggaggacaga ctgatatgtg 2700 
ccggtgctca aagaggagca gccatcgccg atcccagagt tcactgacca tatgaggagc 27 60 
tgcagaaatc tgtacaaact caacagaggc cacctagtca ctggtccaca taacccttga 2820 
ccccttcttc ttcatagagg aaacaatgtg ccagtcttat tcttttcttc aacaaccttg 2880 
acttccatgg aggaagtgct ggccccaagg ggtctgacac aaagacggga aacccagtcg 2940 
gcctctagtt ttctgctgct ctcaggcagc acatcttgca aacagtttgg agaaggaggc 3000 
tgtttttgtt gaatcgagtt ctcaaatcgg tttagaccaa agccattctt ctgaccctct 3060 
agataagcgt agcctacaac ccagtgccgt aagtttccaa gattcaagaa gtgtatcaac 312 0 
ccaggcaata tctcaggata tggaagtttc tgggtttatt tacccctcag tgcccagagt 3180 
taaagtttca gaagagactt gtgcacataa gggcttcatc tcaagtgtat tgcagtaatg 3240 
gctgaatcgg ggttaacatc ccttccaggc acagcgagtt ggttctgctt tttgcctgta 33 00 
agccaaagaa aagccacatc taaaaagcta ctactaaaag ccagaaagaa aagtggattt 33 60 
gaactcagtg tcacagactc ttctgagtgt tttagggtca cagctagtgt aagaggcatg 342 0 
aagaatagac atgcaaaagg gaacgggtgc accagagacc cctgttttgg ctgacagacc 3480 
atatgtccca ccagctgggg aatctgacaa gaggacatag gtggcactct ttttttaaag 3 54 0 
ctatttattg tatctatttt taaataaaat tgcccatcct cattcagctc ttagaacaaa 3 60 0 
agcaaaaaac cctgtaaatc aggagatata agcacatctg cacccagaat aggcccatat 3 660 
gatagggcaa ccctgagctt aaacaatgac atcttcaagg gtagaactaa tctgaaaccc 3720 
ccttccagcc tctggaagac actggcctgc atcagttaga gtcagagcaa gtgtcacttc 3780 
acagggaaaa gaaggattat atagacttcc tatccctaga gtttataaat gtcaactata 3 840 
taaaaaaagc tcaaaacagt gttaaaggaa tgaacagtag aattttaata ggctgtccaa 3 90 0 
agaagccagg tctgctgtgg gcaagtatag cctaacccta gtcttgtaaa ataagccaga 3 960 
aagggttact gagccacctt aagctagtac ctatatagta ggcaaaaagt acagaaatag 402 0 
atgcaataag tgtggtgagt ctttgagcct acgagtcatg ccaccagcca taagttgacc 4080 
tatcacttga gaacctcctc agcaaagatg ccagaaaaca ttcaatcaag ttggcaaatg 4140 
acacagggag ctggccctct gaccatcttc ctggcaaacc tggactggaa gggccatttg 4200 
cagcactgtc ctggagctaa tacactgttt cactgcctct gccatataat gatgccagca 4260 
ctagccagct ggtgggtatt tggaggaatc ctgcatgagg attgcccaat aaggggcagg 432 0 
tacacatacc tggcaaagtg atgatgatgt gaattgtttc cagtgagggg attgagtcaa 43 8 0 
aacttggatc tcaggtacct caatttttcc cccaatttct ggctactact aaaagccaga 444 0 
aagaacagaa cagtggcctc aggagatctg agtttgaatc cttgctctct aggatgcagg 4500 
tggcttgaag cagaatgcca cacctgcaag ttgattagaa ctgcctttct tcccaggctt 4560 
gacataggta ttaagtcaaa attacatgaa acccagtggt aaaaaagcct ctgaaagctg 4 62 0 
taacaccctc agtaataaca aaagggattt ttatttcaca gctaaaggga aaataggtgg 4680 
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agaagttaaa aaataatgtc tgatcctgtt cctaagttcc aaactatagc caacactctg 4740 
atgctgctct ttttcttgta ggaccaaccg tcccagtttg cctgggactt tctcattttt 4800 
acagagtccc aaatcctagg aaactggagc aactggtaca actggtcacc tactcttgcc 4860 
cctctgtaaa tcaagccaac tgtgaccatc caatgtgtca tcttacaggg aaaagttata 4920 
accactattc ccctataaca taatgctaat gattgtactt agtacatttt tatactttta 4980 
tgatatttta ctgattggaa atgtcatcct ttattaaaaa taaacatggt tttccgtagt 5040 



tgcctgcc 

<210> 187 

<211> 1273 

<212> DNA 

<213> Homo sapiens 



5048 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 522433CB1 



<400> 187 

gccgcaacct gcacagccat gcccgggcaa 
ctcctggtgt tgctggtgct ctcgtggctg 
gcgagccgcg caagtttccc gggaccctca 
gagttgcgga aacgctacga ggacctgcta 
gattcgaaca ccgacctcgt cccggcccct 
ctgggatccg gcggccacct gcacctgcgt 
cccgaggcct cccgccttca ccgggctctg 
tgggacgtga cacgacctct gcggcgtcag 
ctgcacctgc gactgtcgcc gccgccgtcg 
tccgcacggc cccagctgga gttgcacttg 
gcgcgtgcgc gcaacgggga ccactgtccg 
acggtccgcg cgtcgctgga agacctgggc 
gtgcaagtga ccatgtgcat cggcgcgtgc 
gcgcagatca agacgagcct gcaccgcctg 
gtgcccgcca gctacaatcc catggtgctc 
cagacctatg atgacttgtt agccaaagac 
ccactgtgca cctgcgcggg ggaggcgacc 
aggttcctga gacacccgat tcctgcccaa 
ttattaattt attggggtga ccttcttggg 
atttatttaa aactctggtg ataaaaataa 
aaaaaaaaaa aaaaatggtt gcggccgcaa 
gcttgcactg acc 

<210> 188 

<211> 308 

<212> PRT 

<213> Homo sapiens 



gaactcagga cgctgaatgg ctctcagatg 60 
ccgcatgggg gcgccctgtc tctggccgag 12 0 
gagttgcaca ccgaagactc cagattccga 18 0 
accaggctgc gggccaacca gagctgggaa 240 
gcagtccgga tactcacgcc agaagtgcgg 3 00 
atctctcggg ccgcccttcc cgaggggctc 3 60 
ttccggctgt ccccgacggc gtcaaggtcg 420 
ctcagccttg caagacccca ggcgcccgcg 480 
cagtcggacc aactgctggc agaatcttcg 540 
cggccgcaag ccgccagggg gcgccgcaga 600 
ctcgggcccg ggcgttgctg ccgtctgcac 660 
tgggccgatt gggtgctgtc gccacgggag 720 
ccgagccagt tccgggcggc aaacatgcac 7 80 
aagcccgaca cggtgccagc gccctgctgc 840 
attcaaaaga ccgacaccgg ggtgtcgctc 9 00 
tgccactgca tatgagcagt cctggtcctt 9 60 
tcagttgtcc tgccctgtgg aatgggctca 1020 
acagctgtat ttatataagt ctgttattta 1080 
gactcggggg ctggtctgat ggaactgtgt 1140 
agctgtctga actgttaaaa aaaaaaaaaa 1200 
gcttattccc tttagtgagg gttaatttta 1260 
1273 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 522433CD1 



<400> 188 
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<210> 189 

<211> 1712 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 480489.5 

<400> 189 

atcgcattgc accaggatga 
ttgttacttt agctctggga 
ttggatgaat atgaagacaa 
actggcatct tcagcttcca 
agtttatcct acatctttaa 
gagatggtca gacattcgaa 
cctgtgggaa ttatatgaca 
agttatgaaa aaactacaag 
ctgtggtgag ctgctggctg 
tcctggctac acaattgaaa 
tattgttatg tcaaaattaa 
ctatgtgctt tattttgact 
ttacagtgaa gttttaggaa 
atggcttatg cgaaactcct 
ttttgttgga ggattccact 
ttgtacagag ctctggagaa 
acatgacagc agaaagggcc 
ttctgtggag atttgacggg 
agtggatacc ccagaatgac 
gtggagccaa tggcatctat 
tgttttttga tcaacctgat 
tggacttcaa cacaatgtcg 
atcctttata taaagagaat 
agcccctgga tcgagcagtc 
accttcgagt tgcagcccat 
ggtttctgct ggcctgtgtg 
gtttctggaa gtttgctaga 
ttgaagctgg aaaaccagat 



ctctgaaatg gacttcagtt 
gttgtggaaa agtgctggtg 
tcctgaaaga gcttgttcag 
ttctttttga tcccaatgat 
ctaaaactga atttgagaat 
aagatagctt ttggttatat 
tatttagaaa cttctgtaaa 
agtcaagatt tgacatcgtt 
cgctacttaa catacggttt 
ggcacagtgg aggactgatt 
gtgatcaaat gactttcatg 
tttggttcca aatgtctgat 
gacccactac cttatttgag 
ggagttttca atttcctcat 
ggcaaacctg ccaaacccct 
aatggtgttg tggtgttttc 
aatgtaattg caacagccct 
aataaaccag atgccttagg 
cttctaggtc atccaaaaac 
gaggcaatct accatgggat 
aacattgctc acatgaaggc 
agtacagacc tgctgaatgc 
attatgaaat tatcaagaat 
ttctggattg aatttgtcat 
gacctcacct ggttccagta 
gcaactgtga tatttatcat 
aaagggaaga agggaaaaag 
agataggaca acttcagttt 



cttctgctga tacatctcag 60 
tgggccgcag aatacagcca 12 0 
agaggtcatg aggtgactgt 180 
gcatccactc ttaaatttga 240 
atcatcatgc aacaggttaa 3 00 
ttttcacaag aacaagaaat 3 50 
gatgtagttt caaataagaa 42 0 
tttgcagatg ctgtttttcc 480 
gtgtacagtc tccgctttac 540 
ttccctcctt cctacatacc 600 
gagagggtaa aaaatatgat 66 0 
atgaagaagt gggatcagtt 720 
acaatgggaa aagctgacat 780 
ccattcttac caaacgttga 840 
acctaaggaa atggaggagt 900 
tctggggtca gtgataagta 9 60 
tgccaagatc ccacaaaagg 102 0 
tctcaatact cggctgtaca 1080 
cagagctttt ataactcatg 1140 
ccctatggtg ggcattccat 1200 
caagggagca gctgttagat 1260 
actgaagaca gtaattaatg 132 0 
tcaacatgat caaccagtaa 1380 
gccccacaaa ggagccaaac 1440 
ccactctttg gatgtgattg 1500 
cacaaagttt tgtctgtttt 1560 
agattagtta tgtctgacat 1620 
attccagcaa gaaagaaaag 1680 
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attgttatgc aagatttctt tcttcctgtg ac 

<210> 190 
<211> 524 
<212> DNA 



1712 



<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 480489.2 

<400> 190 

aaaaaattaa ctttctcacc tgaccttcca tttctgcttt aaaaatgttt gtcaatgaga 50 
aaagtccaat ttaaaagcca aactatctat gataactcaa attaaaatac acaaattctc 12 0 
tgtcaattct ttgacattta ttttgaatta tttgatgctt taaaagcctt tcatagactt 180 
gatatgtaca ggcaaattaa cttactttca gtgttggtat ccttattttt atccttcaga 240 
tataaagaga atattatgaa attatcaaga attcaacatg atcaaccagt aaagcccctg 300 
gatcgagcag tcttctggat tgaatttgtc atgccccaca aaggagccaa acaccttcga 3 60 
gttgcagccc atgacctcac ctggttccag taccactctt tggatgtgat tgggtttctg 42 0 
ctggcctgtg tggcaactgt gatatttatc atcacaaagt tttgtctgtt ttgtttctgg 480 
aagtttgcta gaaaagggaa gaagggaaaa agagattagt tatgtctgac atttgaagct 540 
ggaaaaccag atagatagga caacttcagt ttattccagc aagaaagaaa agattgttat 600 
gcaagatttc tttcttcctg tgac 624 

<210> 191 

<211> 3111 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1737775CB1 

<400> 191 

cggctcgagg aaatcacagg gagatgtaca gcaatggggc catttaagag ttctgtgttc 60 
atcttgattc ttcaccttct agaaggggcc ctgagtaatt cactcattca gctgaacaac 12 0 
aatggctatg aaggcattgt cgttgcaatc gaccccaatg tgccagaaga tgaaacactc 18 0 
attcaacaaa taaaggacat ggtgacccag gcatctctgt atctgtttga agctacagga 240 
aagcgatttt atttcaaaaa tgttgccatt ttgattcctg aaacatggaa gacaaaggct 3 00 
gactatgtga gaccaaaact tgagacctac aaaaatgctg atgttctggt tgctgagtct 3 60 
actcctccag gtaatgatga accctacact gagcagatgg gcaactgtgg agagaagggt 42 0 
gaaaggatcc acctcactcc tgatttcatt gcaggaaaaa agttagctga atatggacca 480 
caaggtaggg catttgtcca tgagtgggct catctacgat ggggagtatt tgacgagtac 540 
aataatgatg agaaattcta cttatccaat ggaagaatac aagcagtaag atgttcagca 60 0 
ggtattactg gtacaaatgt agtaaagaag tgtcagggag gcagctgtta caccaaaaga 66 0 
tgcacattca ataaagtaac aggactctat gaaaaaggat gtgagtttgt tctccaatcc 72 0 
cgccagacgg agaaggcttc tataatgttt gcacaacatg ttgattctat agttgaattc 78 0 
tgtacagaac aaaaccacaa caaagaagct ccaaacaagc aaaatcaaaa atgcaatctc 84 0 
cgaagcacat gggaagtgat ccgtgattct gaggacttta agaaaaccac tcctatgaca 900 
acacagccac caaatcccac cttctcattg ctgcagattg gacaaagaat tgtgtgttta 960 
gtccttgaca aatctggaag catggcgact ggtaaccgcc tcaatcgact gaatcaagca 1020 
ggccagcttt tcctgctgca gacagttgag ctggggtcct gggttgggat ggtgacattt 1080 
gacagtgctg cccatgtaca aagtgaactc atacagataa acagtggcag tgacagggac 1140 
acactcgcca aaagattacc tgcagcagct tcaggaggga cgtccatctg cagcgggctt 12 00 
cgatcggcat ttactgtgat taggaagaaa tatccaactg atggatctga aattgtgctg 1260 
ctgacggatg gggaagacaa cactataagt gggtgcttta acgaggtcaa acaaagtggt 13 2 0 
gccatcatcc acacagtcgc tttggggccc tctgcagctc aagaactaga ggagctgtcc 13 80 
aaaatgacag gaggtttaca gacatatgct tcagatcaag ttcagaacaa tggcctcatt 1440 
gatgcttttg gggccctttc atcaggaaat ggagctgtct ctcagcgctc catccagctt 1500 
gagagtaagg gattaaccct ccagaacagc cagtggatga atggcacagt gatcgtggac 15 60 
agcaccgtgg gaaaggacac tttgtttctt atcacctgga caacgcagcc tccccaaatc 162 0 
cttctctggg atcccagtgg acagaagcaa ggtggctttg tagtggacaa aaacaccaaa 1680 
atggcctacc tccaaatccc aggcattgct aaggttggca cttggaaata cagtctgcaa 1740 
gcaagctcac aaaccttgac cctgactgtc acgtcccgtg cgtccaatgc taccctgcct 1800 
ccaattacag tgacttccaa aacgaacaag gacaccagca aattccccag ccctctggta 1860 
gtttatgcaa atattcgcca aggagcctcc ccaattctca gggccagtgt cacagccctg 192 0 
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attgaatcag tgaatggaaa aacagttacc 
gatgctacta aggatgacgg tgtctactca 
agatacagtg taaaagtgcg ggctctggga 
ccccagcaga gtggagcact gtacatacct 
aatccaccaa gacctgaaat taataaggat 
agaacatcct cgggaggctc atttgtggct 
ctcttcccac ctggccaaat caccgacctg 
aatctgactt ggacagctcc tggggatgat 
attcgaataa gtacaagtat tcttgatctc 
aatactactg ctctcatccc aaaggaagcc 
gaaaacatta cttttgaaaa tggcacagat 
gtcgatctga aatcagaaat atccaacatt 
actccgccag agacacctag tcctgatgaa 
aacagcacca ttcctggcat tcacatttta 
cagctgtcaa tagcctaggg ctgaattttt 
tttttttgat tataaaattt tctaaaatgt 
taaatgtata tagtacattt atactaaatg 
attttagact tcctgtaggg ggcgataaaa 
taaaaactat ccattcaaac ccaaaaattt 
tgaatactag aaagaaacag ggcttgcatc 

<210> 192 
<211> 914 
<212> PRT 
<213> Homo sapiens 



ttggaactac tggataatgg agcaggtgct 19 80 
aggtatttca caacttatga cacgaatggt 2040 
ggagttaacg cagccagacg gagagtgata 2100 
ggctggattg agaatgatga aatacaatgg 2160 
gatgttcaac acaagcaagt gtgtttcagc 2220 
tctgatgtcc caaatgctcc catacctgat 2280 
aaggcggaaa ttcacggggg cagtctcatt 2340 
tatgaccatg gaacagctca caagtatatc 2400 
agagacaagt tcaatgaatc tcttcaagtg 245 0 
aactctgagg aagtcttttt gtttaaacca 252 0 
cttttcattg ctattcaggc tgttgataag 2580 
gcacgagtat ctttgtttat tcctccacag 2640 
acgtctgctc cttgtcctaa tattcatatc 2700 
aaaattatgt ggaagtggat aggagaactg 2760 
gtcagataaa taaaataaat cattcatcct 282 0 
attttagact tcctgtaggg ggcgatatac 2880 
tattcctgta gggggcgata tactaaatgt 2940 
taaaatgcta aacaactggg tatacatgca 3 000 
aataatcatt gagtctttta ttaatgaatt 3 06 0 
aataaatgga agtatgagtg t 3111 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1737775CD1 



Met 


Gly 


Pro 


Phe 


Lys 


Ser 


Ser 


Val 


Phe 


He 


Leu 


He 


Leu 


His 


Leu 


1 






5 










10 










15 


Leu 


Glu 


Gly 


Ala 


Leu 


Ser 


Asn 


Ser 


Leu 


He 


Gin 


Leu 


Asn 


Asn 


Asn 








20 










25 










30 


Gly 


Tyr 


Glu 


Gly 


He 


Val 


Val 


Ala 


He 


Asp 


Pro 


Asn 


Val 


Pro 


Glu 






35 










40 










45 


Asp 


Glu 


Thr 


Leu 


He 


Gin 


Gin 


He 


Lys 


Asp 


Met 


Val 


Thr 


Gin 


Ala 










50 










55 










60 


Ser 


Leu 


Tyr 


Leu 


Phe 


Glu 


Ala 


Thr 


Gly 


Lys 


Arg 


Phe 


Tyr 


Phe 


Lys 








65 










70 










75 


Asn 


Val 


Ala 


He 


Leu 


He 


Pro 


Glu 


Thr 


Trp 


Lys 


Thr 


Lys 


Ala 


Asp 








80 










85 










90 


Tyr 


Val 


Arg 


Pro 


Lys 


Leu 


Glu 


Thr 


Tyr 


Lys 


Asn 


Ala 


Asp 


Val 


Leu 








95 










100 










105 


Val 


Ala 


Glu 


Ser 


Thr 


Pro 


Pro 


Gly 


Asn 


Asp 


Glu 


Pro 


Tyr 


Thr 


Glu 








110 










115 










120 


Gin 


Met 


Gly 


Asn 


Cys 


Gly 


Glu 


Lys 


Gly 


Glu 


Arg 


He 


His 


Leu 


Thr 
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13 0 










135 


Pro 


Asp 


Phe 


He 


Ala 


Gly 


Lys 


Lys 


Leu 


Ala 


Glu 


Tyr 


Gly 


Pro 


Gin 








140 










145 










150 


Gly 


Arg 


Ala 


Phe 


Val 


His 


Glu 


Trp 


Ala 


His 


Leu 


Arg 


Trp Gly Val 






155 










160 










165 


Phe 


Asp 


Glu 


Tyr 


Asn 


Asn 


Asp 


Glu 


Lys 


Phe 


Tyr 


Leu 


Ser 


Asn Gly 






170 










175 










180 


Arg 


He 


Gin 


Ala 


Val 


Arg 


Cys 


Ser Ala Gly 


He 


Thr 


Gly 


Thr 


Asn 








185 










190 










195 


Val 


Val 


Lys 


Lys 


Cys 


Gin 


Gly 


Gly 


Ser 


cys 


Tyr 


Thr 


Lys 


Arg 


Cys 






200 










205 










210 


Thr 


Phe 


Asn 


Lys 


Val 


Thr 


Gly Leu 


Tyr 


Glu 


Lys 


Gly 


Cys 


Glu 


Phe 








215 










220 










225 


Val 


Leu 


Gin 


Ser 


Arg 


Gin 


Thr 


Glu 


Lys 


Ala 


Ser 


He 


Met 


Phe 


Ala 










230 










235 










240 


Gin 


His 


Val 


Asp 


Ser 


He 


Val 


Glu 


Phe 


Cys 


Thr 


Glu 


Gin 


Asn 


His 








245 










250 










255 


Asn 


Lys 


Glu 


Ala 


Pro 


Asn 


Lys 


Gin 


Asn 


Gin 


Lys 


Cys 


Asn 


Leu 


Arg 
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250 










265 










270 


Ser 


Thr 


Trp 


Glu 


Val 


He 


Arg 


Asp 


Ser 


Glu 


Asp 


Phe 


Lys 


Lys 


Thr 










275 










280 










285 


Thr 


Pro 


Met 


Thr 


Thr 


Gin 


Pro 


Pro 


Asn 


Pro 


Thr 


Phe 


Ser 


Leu 


Leu 










290 










295 










300 


Gin 


lie 


Gly Gin 


Arg 


He 


Val 


Cys 


Leu 


Val 


Leu 


Asp 


Lys 


Ser 


Gly 










305 










310 










315 


Ser 


Met 


Al 


Th 


Gly 


Asn 


Arg 


Leu 


Asn Arg 


Leu 


Asn 


Gin 


Ala Gly 










320 










325 










330 


Gin 


Leu 


Phe 


Leu 


Leu 


Gin 


Thr 


Val 


Glu 




Gly 


Ser 


Trp 


Val 


Gly 










335 










340 










345 


Met 


Val 


Thr 


Phe 




Ser 


Ala 


Ala 


His 


Val 


Gin 


Ser 


Glu 


Leu 


He 










3 50 










355 










360 


Gin 


lie 




Ser 


Gly 


Ser 


Asp 


Arg 


Asr> 




Leu 


Ala 


Lys 


Arg 












365 










370 










375 


Pro 


Ala 


Ala 


Ala 


Ser 


Gly 


Gly 


Thr 


Ser 


He 


Cys 


Ser 


Gly 


Leu 












380 










385 










390 




Ala 


Phe 


Thr 


Val 


He 


Arg 


Lys 


Lvs 




Pro 


Thr 


Asp 


Gly 


Ser 










395 










400 










405 


Glu 


lie 


Val 


Leu 


Leu 


Thr 


Asp 


Gly 


Glu 




Asn 


Thr 


He 


Ser 


Gly 










410 










415 










420 


Cys 


Phe 


Asn 


Glu 


Val 


Lys 


Gin 


Ser 






He 


He 


His 


Thr 


Val 








425 










43 0 










435 


Ala 


Leu 


Gly 


Pro 




Ala 


Ala 


Gin 


Glu 




Glu 


Glu 


Leu 


Ser 










440 










445 










4'50 


Met 


Thr 


Gly Gly 


Leu 


Gin 


Thr 


Tyr 


Al 

a 




Asp 


Gin 


Val 


Gin 












455 










460 










465 


Asn 


Gly 


Leu 


He 




Ala 


Phe 


Gly 






Ser 


Ser 


Gly 


Asn 












47 0 










47 5 










480 


Ala 


Val 


Ser 


Gin 




Ser 


He 


Gin 


eu 


Glu 


Ser 


Lys 


Gly 


Leu 












485 










490 










495 


Leu 


Gin 


Asn 


Ser 


Gin 


Trp 


Met 


Asn 




Th 


Val 


He 


Val 


Asn 












500 










505 










510 


Thr 


Val 


Gly 


Lys 


Asp 


Thr 


Leu 


Phe 


Leu 
eu 


He 


Thr 


Trp 


Thr 


Thr 


Gin 










515 










52 0 










525 


Pro 


Pro 


Gin 


He 




Leu 


Trp 


Asp 


Pro 




Gly 


Gin 


Lys 


Gin 


Gly 










530 










535 










540 


Gly 


Phe 


Val 


Val 




Lys 


Asn 


Thr 


Lvs 




Ala 


Tyr 


Leu 


Gin 


He 










545 










550 










555 


Pro 


Gly 


He 


Ala 


Lys 


Val 


Gly 


Thr 


Trp 




Tyr 


Ser 


Leu 


Gin 


Ala 










560 










565 










570 


Ser 


Ser 


Gin 


Thr 


Leu 


Thr 


Leu 


Thr 


Val 


Thr 


Ser 


Arg 


Ala 


Ser 












575 










580 










585 


Ala 


Thr 


Leu 


Pro 


Pro 


He 


Thr 


Val 


Thr 


Ser 


Lys 


Thr 


Asn 


Lys 












590 










595 










600 


Thr 


Ser 


Lys 


Phe 


Pro 


Ser 


Pro 


Leu 


Val 


Val 


Tyr 


Ala 


Asn 


He 










605 










610 










615 


Gin 


Gly 


Ala 


Ser 


Pro 


He 


Leu 


Arg 


Ala 


Ser 


Val 


Thr 


Ala 


Leu 


He 










620 










625 










63 0 


Glu 


Ser 


Val 


Asn Gly 


Lys 


Thr 


Val 


Thr 


Leu 


Glu 


Leu 


Leu 


Asp 


Asn 










635 










640 










645 


Gly Ala Gly 


Ala 


Asp 


Ala 


Thr 


Lys 


Asp 


Asp 


Gly 


Val 


Tyr 


Ser 


Arg 










650 










655 










660 


Tyr 


Phe 


Thr 


Thr 


Tyr 


Asp 


Thr 


Asn 


Gly Arg 


Tyr 


Ser 


Val 


Lys 


Val 










665 










670 










575 


Arg 


Ala 


Leu 


Gly Gly 


Val 


Asn 


Ala 


Ala 


Arg 


Arg 


Arg 


Val 


He 


Pro 










680 










685 










690 


Gin 


Gin 


Ser 


Gly 


Ala 


Leu 


Tyr 


He 


Pro 


Gly 


Trp 


He 


Glu 


Asn 


Asp 










695 










700 










705 


Glu 


He 


Gin 


Trp 


Asn 


Pro 


Pro 


Arg 


Pro 


Glu 


He 


Asn 


Lys 


Asp 


Asp 










710 










715 










720 


Val 


Gin 


His 


Lys 


Gin 


Val 


Cys 


Phe 


Ser 


Arg 


Thr 


Ser 


Ser 


Gly Gly 










725 










730 










735 


Ser 


Phe 


Val 


Ala 


Ser 


Asp 


Val 


Pro 


Asn 


Ala 


Pro 


He 


Pro 


Asp 


Leu 










740 










745 










750 


Phe 


Pro 


Pro 


Gly 


Gin 


He 


Thr 


Asp 


Leu 


Lys 


Ala 


Glu 


He 


His 


Gly 
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755 










760 










765 


Gly 




Leu 


He 


Asn 


Leu 


Thr 


Trp 


Thr 


Ala 


Pro 


Gly Asp 


Asp 


Tyr 








770 










775 










780 


Asp 


His 


Gly 


Thr 


Ala 
785 


His 


Lys 


Tyr 


He 


He 
790 


Arg 


He 


Ser 


Thr 


Ser 
795 


He 


Leu 


Asp 


Leu 


Arg 
800 


Asp 


Lys 


Phe 


Asn 


Glu 
805 


Ser 


Leu 


Gin 


Val 


Asn 
810 


Thr 


Thr 


Ala 


Leu 


He 
815 


Pro 


Lys 


Glu 


Ala 


Asn 
820 


Ser 


Glu 


Glu 


Val 


Phe 
825 


Leu 


Phe 


Lys 


Pro 


Glu 


Asn 


He 


Thr 


Phe 


Glu 


Asn 


Gly 


Thr 


Asp 


Leu 








830 










835 










840 


Phe 


IlG 


Ala 


He 


Gin 
845 


Ala 


Val 


Asp 


Lys 


Val 
850 


Asp 


Leu 


Lys 


Ser 


Glu 

855 


He 


Ser 


Asn 


He 


Ala 

860 


Arg 


Val 


Ser 


Leu 


Phe 
865 


He 


Pro 


Pro 


Gln^ 


Thr 
870 


Pro 


Pro 


Glu 


Thr 


Pro 
875 


Ser 


Pro 


Asp 


Glu 


Thr 
880 


Ser 


Ala 


Pro 


Cys 


Pro 
885 


Asn 


He 


His 


He 


Asn 
890 


Ser 


Thr 


He 


Pro 


Gly 
895 


He 


His 


He 


Leu 


Lys 
900 


lie 


Met 


Trp 


Lys 


Trp 
905 


He 


Gly 


Glu 


Leu 


Gin 
910 


Leu 


Ser 


He 


Ala 





<210> 193 

<211> 1714 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 088078CB1 

<400> 193 

aactggaaaa caagcattgc attgcaccag gatgtctgtg aaatggactt cagtaatttt 60 

gctaatacaa ctgagctttt gctttagctc tgggaattgt ggaaaggtgc tggtgtgggc 120 

agcagaatac agccattgga tgaatataaa gacaatcctg gatgagctta ttcagagagg 180 

tcatgaggtg actgtactgg catcttcagc ttccattctt tttgatccca acaactcatc 240 

cgctcttaaa attgaaattt atcccacatc tttaactaaa actgagttgg agaatttcat 3 00 

catgcaacag attaagagat ggtcagacct tccaaaagat acattttggt tatatttttc 3 60 

acaagtacag gaaatcatgt caatatttgg tgacataact agaaagttct gtaaagatgt 42 0 

agtttcaaat aagaaattta tgaaaaaagt acaagagtca agatttgacg tcatttttgc 480 

agatgctatt tttccctgta gtgagctgct ggctgagcta tttaacatac cctttgtgta 540 

cagtctcagc ttctctcctg gctacacttt tgaaaagcat agtggaggat ttattttccc 600 

tccttcctac gtacctgttg ttatgtcaga attaactgat caaatgactt tcatggagag 660 

ggtaaaaaat atgatctatg tgctttactt tgacttttgg ttcgaaatat ttgacatgaa 720 

gaagtgggat cagttttata gtgaagttct aggaagaccc actacgttat ctgagacaat 780 

ggggaaagct gacgtatggc ttattcgaaa ctcctggaat tttcagtttc ctcatccact 840 

cttaccaaat gttgattttg ttggaggact ccactgcaaa cctgccaaac ccctgcctaa 9 00 

ggaaatggaa gactttgtac agagctctgg agaaaatggt gttgtggtgt tttctctggg 9 60 

gtcaatggtc agtaacatga cagaagaaag ggccaacgta attgcatcag ccctggccca 102 0 

gatcccacaa aaggttctgt ggagatttga tgggaataaa ccagatacct taggtctcaa 1080 

tactcggctc tacaagtgga taccccagaa tgaccttcta ggtcatccaa agaccagagc 1140 

ttttataact catggtggag ccaatggcat ctacgaggca atctaccatg ggatccctat 1200 

ggtggggatt ccattgtttg ctgatcaacc tgataacatt gctcacatga aggccagggg 1260 

agcagctgtt agagtggact tcaacacaat gtcgagtaca gacttgctga atgcattgaa 1320 

gagagtaatt aatgatcctt catataaaga gaatgttatg aaattatcaa gaattcaaca 1380 

tgatcaacca gtgaagcccc tggatcgagc agtcttctgg attgaatttg tcatgcgcca 1440 

caaaggagct aaacaccttc gggttgcagc ccacgacctc acctggttcc agtaccactc 15 00 

tttggatgtg attgggttcc tgctggtctg tgtggcaact gtgatattta tcgtcacaaa 15 60 

atgttgtctg ttttgtttct ggaagtttgc tagaaaagca aagaagggaa aaaatgatta 1620 

gttatatctg agatttgaag ctggaaaacc tgataggtga gactacttca gtttattcca 1680 

gcaagaaaga ttgtgatgca tgatgtcgat cttc 1714 

<210> 194 
<211> 529 
<212> PRT 
<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 088078CD1 

<400> 194 



Met 


Ser 


Val 


Lys 


Trp 


Thr 


Ser 


Val 


He 


Leu 


Leu 


He 


Gin 


Leu 


Ser 


1 








5 










10 










15 


Phe 


Cys 


Phe 


Ser 


Ser 


Gly 


Asn 


Cys 


Gly 


Lys 


Val 


Leu 


Val 


Trp 


Ala 










20 










25 










30 


Ala 


Glu 


Tyr 


Ser 


His 


Trp 


Met 


Asn 


He 


Lys 


Thr 


He 


Leu 


Asp 


Glu 










35 










40 










45 


Leu 


He 


Gin 


Arg 


Gly 


His 


Glu 


Val 


Thr 


Val 


Leu 


Ala 


Ser 


Ser 


Ala 










50 










55 










60 


Ser 


He 


Leu 


Phe 


Asp 


Pro 


Asn 


Asn 


Ser 


Ser 


Ala 


Leu 


Lys 


He 


Glu 










65 










70 










75 


lie 


Tyr 


Pro 


Thr 


Ser 


Leu 


Thr 


Lys 


Thr 


Glu 


Leu 


Glu 


Asn 


Phe 


He 










80 










85 










90 


Met 


Gin 


Gin 


He 


Lys 


Arg 


Trp 


Ser 


Asp 


Leu 


Pro 


Lys 


Asp 


Thr 


Phe 










95 










100 










105 


Trp 


Leu 


Tyr 


Phe 


Ser 


Gin 


Val 


Gin 


Glu 


He 


Met 


Ser 


He 


Phe 


Gly 










110 










115 










120 


Asp 


He 


Thr 


Arg 


Lys 


Phe 


Cys 


Lys 


Asp 


Val 


Val 


Ser 


Asn 


Lys 


Lys 










125 










13 0 










135 


Phe 


Met 


Lys 


Lys 


Val 


Gin 


Glu 


Ser 


Arg 


Phe 


Asp 


Val 


He 


Phe 


Ala 










140 










145 










150 


Asp 


Ala 


He 


Phe 


Pro 


Cys 


Ser 


Glu 


Leu 


Leu 


Ala 


Glu 


Leu 


Phe 


Asn 










155 










150 










155 


He 


Pro 


Phe 


Val 


Tyr 


Ser 


Leu 


Ser 


Phe 


Ser 


Pro 


Gly 


Tyr 


Thr 


Phe 










170 










175 










180 


Glu 


Lys 


His 


Ser 


Gly 


Gly 


Phe 


He 


Phe 


Pro 


Pro 


Ser 


Tyr 


Val 


Pro 










185 










190 










195 


Val 


Val 


Met 


Ser 


Glu 


Leu 


Thr 


Asp 


Gin 


Met 


Thr 


Phe 


Met 


Glu 


Arg 










200 










205 










210 


Val 


Lys 


Asn 


Met 


He 


Tyr 


Val 


Leu 


Tyr 


Phe 


Asp 


Phe 


Trp 


Phe 


Glu 










215 










220 










225 


He 


Phe 


Asp 


Met 




Lys 


Trp 


Asp 


Gin 


Phe 


Tyr 


Ser 


Glu 


Val 


Leu 










230 










235 










240 


Gly 


Arg 


Pro 


Thr 


Thr 


Leu 


Ser 


Glu 


Thr 


Met 


Gly 


Lys 


Ala 


Asp 


Val 










245 










250 










255 


Trp 


Leu 


He 


Arg 


Asn 


Ser 


Trp 


Asn 


Phe 


Gin 


Phe 


Pro 


His 


Pro 


Leu 










260 










255 










270 


Leu 


Pro 


Asn 


Val 


Asp 


Phe 


Val 


Gly 


Gly 


Leu 


His 


Cys 


Lys 


Pro 


Ala 










275 










280 










285 


Lys 


Pro 


Leu 


Pro 


Lys 


Glu 


Met 


Glu 


Asp 


Phe 


Val 


Gin 


Ser 


Ser 


Gly 










290 










295 










300 


Glu 


Asn 


Gly 


Val 


Val 


Val 


Phe 


Ser 


Leu 


Gly 


Ser 


Met 


Val 


Ser 


Asn 










305 










310 










315 


Met 


Thr 


Glu 


Glu 


Arg 


Ala 


Asn 


Val 


He 


Ala 


Ser 


Ala 


Leu 


Ala 


Gin 










320 










325 










330 


He 


Pro 


Gin 


Lys 


Val 


Leu 


Trp 


Arg 


Phe 


Asp 


Gly 


Asn 


Lys 


Pro 


Asp 










335 










340 










345 


Thr 


Leu 


Gly 


Leu 


Asn 


Thr 


Arg 


Leu 


Tyr 


Lys 


Trp 


He 


Pro 


Gin 


Asn 










350 










355 










360 


Asp 


Leu 


Leu 


Gly 


His 


Pro 


Lys 


Thr 


Arg 


Ala 


Phe 


He 


Thr 


His 


Gly 










355 










370 










375 


Gly Ala 


Asn 


Gly 


He 


Tyr 


Glu 


Ala 


He 


Tyr 


His 


Gly 


He 


Pro 


Met 










380 










385 










390 


Val 


Gly 


He 


Pro 


Leu 


Phe 


Ala 


Asp 


Gin 


Pro 


Asp 


Asn 


He 


Ala 


His 










395 










400 










405 


Met 


Lys 


Ala 


Arg 


Gly 


Ala 


Ala 


Val 


Arg 


Val 


Asp 


Phe 


Asn 


Thr 


Met 










410 










415 










420 


Ser 


Ser 


Thr 


Asp 


Leu 


Leu 


Asn 


Ala 


Leu 


Lys 


Arg 


Val 


He 


Asn 


Asp 










425 










430 










435 


Pro 


Ser 


Tyr 


Lys 


Glu 


Asn 


Val 


Met 


Lys 


Leu 


Ser 


Arg 


He 


Gin 


His 










440 










445 










450 


Asp 


Gin 


Pro 


Val 


Lys 


Pro 


Leu 


Asp 


Arg 


Ala 


Val 


Phe 


Trp 


He 


Glu 
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455 








Val 


Met 




His 
470 


Lys 


Gly Ala 


His 






Thr 


Trp 
485 


Phe 


Gin Tyr 


Phe 


Leu 


Leu 


Val 


cys 
500 


Val 


Ala Thr 


Cys 


Cys 


Leu 


Phe 


Cys 
515 


Phe 


Trp Lys 


Gly 


Lys 


Asn 


Asp 











460 








465 


Lys 


His 


Leu Arg 


Val 


Ala 


Ala 




475 








480 


His 


Ser 


Leu Asp 


Val 


He 


Gly 




490 








495 


Val 


He 


Phe He 


Val 


Thr 


Lys 




505 








510 


Phe 


Ala 


Arg Lys 


Ala 


Lys 


Lys 




520 








525 



145 



